
Supplementary Figure 1: KEGG pathway analysis in females exposed to VPA. The distribution of 
differentially expressed genes in prefrontal cortex of females exposed to VPA compared with 
controls in (A) Huntington’s disease pathway and (B) Alzheimer’s disease pathway. Significantly, 
deregulated genes are marked with red star, detected using DAVID/KEGG enrichment analysis of the 
Nanostring array. 
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