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[bookmark: _Hlk12223144]Fig. S1 All sample heat map and volcano map were analyzed. Unsupervised hierarchical clustering was performed for differentially expressed genes. The overall distribution of differentially expressed genes can be understood by drawing volcano map.

[bookmark: _GoBack]Fig. S2 Correlation of expression levels between RNA-seq and qRT-PCR that picked 20 RH VS RC. The log2 qRT-PCR (y-axis) was plotted against log2 RNA-seq (x-axis) of exogenous Ca2+ to relieve injuries of potato under weak light.
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