
Figure S3: Phosphopeptides and phosphorylation amino acid sites in different REF and 

SRPP isoforms 

 

Protein name: REF138 

Location of the six spots identified as REF138 by MS from 2-D DIGE gels: 

 

 

  

 



Detail information for phosphorylation of amino acid sites in REF138： 

 

 

 

 

Predicted 3-D structure and phosphorylated amino acids in different REF138 isoforms: 

 

 

 



Spot No. 50 

Changed pattern on DIGE gel: 

 

 

 

Location in rubber genome: scaffold1222_136753.mRNA1 

Protein name: Rubber elongation factor protein/REF138 

Predicted 3-D structure and phosphorylated amino acids: 

 

 

Detail information for phosphorylation of amino acid sites: 

D24: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

E24: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

D48: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

E48: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

 

D24: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

E24: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

D48: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

E48: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

 

 



Spot No. 51 

Changed pattern on DIGE gel: 

 

 

 

Location in rubber genome: scaffold1222_136753.mRNA1 

Protein name: Rubber elongation factor protein/REF138 

Predicted 3-D structure and phosphorylated amino acids: 

 

Detail information for phosphorylation of amino acid sites: 

 

D24: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

E24: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

D48: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

E48: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

 

D24: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

E24: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

D48: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

E48: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

 



Spot No. 52 

Changed pattern on DIGE gel: 

 

 

 

Location in rubber genome: scaffold1222_136753.mRNA1 

Protein name: Rubber elongation factor protein/REF138 

Predicted 3-D structure and phosphorylated amino acids: 

 

 
 

Detail information for phosphorylation of amino acid sites: 

 

D24: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

E24: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

D48: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

E48: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

 

D24: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

E24: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

D48: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

E48: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

 



Spot No. 53 

Changed pattern on DIGE gel: 

 

 

 

Location in rubber genome: scaffold1222_136753.mRNA1 

Protein name: Rubber elongation factor protein/REF138 

Predicted 3-D structure and phosphorylated amino acids: 

 

 

 

Detail information for phosphorylation of amino acid sites: 

 

D24: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

E24: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

D48: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

E48: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

 

D24: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

E24: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

D48: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

E48: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

 



Spot No. 74 

Changed pattern on DIGE gel: 

 

 

 

Location in rubber genome: scaffold1222_136753.mRNA1 

Protein name: Rubber elongation factor protein/REF138 

Predicted 3-D structure and phosphorylated amino acids: 

 

 

 

Detail information for phosphorylation of amino acid sites: 

 

D24: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

E24: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

D48: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

E48: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

 

D24: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

E24: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

D48: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

E48: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

 



Spot No. 79 

Changed pattern on DIGE gel: 

 

 

 

Location in rubber genome: scaffold1222_136753.mRNA1 

Protein name: Rubber elongation factor protein/REF138 

Predicted 3-D structure and phosphorylated amino acids: 

 

 

 

Detail information for phosphorylation of amino acid sites: 

 

D24: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

E24: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

D48: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

E48: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA 

 

D24: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

E24: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

D48: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

E48: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN 

 

 

 



Protein name: REF175 

Location of the two spots identified as REF175 by MS from 2-D DIGE gels: 

 

 

Detail information for phosphorylation of amino ac id sites in REF175： 

 

 

Predicted 3-D structure and phosphorylated amino acids in different REF175 isoforms: 

 

 



Spot No. 32  

Changed pattern on DIGE gel: 

 

 

 

Location in rubber genome: scaffold1222_100110.mRNA1 

Protein name: Rubber elongation factor protein/REF175 

Predicted 3-D structure and phosphorylated amino acids: 

 

 

Detail information for phosphorylation of amino acid sites: 

 

D24: MAEGEEEVNIQEEANKGEENPQEEANIQEETNKGEENIQEEANIQEEANKEEESLKYLDFVQAATVYARASFSKL 

E24: MAEGEEEVNIQEEANKGEENPQEEANIQEETNKGEENIQEEANIQEEANKEEESLKYLDFVQAATVYARASFSKL 

D48: MAEGEEEVNIQEEANKGEENPQEEANIQEETNKGEENIQEEANIQEEANKEEESLKYLDFVQAATVYARASFSKL 

E48: MAEGEEEVNIQEEANKGEENPQEEANIQEETNKGEENIQEEANIQEEANKEEESLKYLDFVQAATVYARASFSKL 

 

D24: YLFAKDKSGPFKPGVNTVESRFKSVVRPVYNKFQPVPNKVLKFADRRVDAYVTVLDRIVPPIVKRASIQAYSVAP 

E24: YLFAKDKSGPFKPGVNTVESRFKSVVRPVYNKFQPVPNKVLKFADRRVDAYVTVLDRIVPPIVKRASIQAYSVAP 

D48: YLFAKDKSGPFKPGVNTVESRFKSVVRPVYNKFQPVPNKVLKFADRRVDAYVTVLDRIVPPIVKRASIQAYSVAP 

E48: YLFAKDKSGPFKPGVNTVESRFKSVVRPVYNKFQPVPNKVLKFADRRVDAYVTVLDRIVPPIVKRASIQAYSVAP 

 

D24: GAARAVASYLPLHTKRLSKVLYGDG 

E24: GAARAVASYLPLHTKRLSKVLYGDG 

D48: GAARAVASYLPLHTKRLSKVLYGDG 

E48: GAARAVASYLPLHTKRLSKVLYGDG 



Spot No. 35  

Changed pattern on DIGE gel: 

 

 

 

Location in rubber genome: scaffold1222_100110.mRNA1 

Protein name: Rubber elongation factor protein/REF175 

Predicted 3-D structure and phosphorylated amino acids: 

 

 

Detail information for phosphorylation of amino acid sites: 

D24: MAEGEEEVNIQEEANKGEENPQEEANIQEETNKGEENIQEEANIQEEANKEEESLKYLDFVQAATVYARASFSKL 

E24: MAEGEEEVNIQEEANKGEENPQEEANIQEETNKGEENIQEEANIQEEANKEEESLKYLDFVQAATVYARASFSKL 

D48: MAEGEEEVNIQEEANKGEENPQEEANIQEETNKGEENIQEEANIQEEANKEEESLKYLDFVQAATVYARASFSKL 

E48: MAEGEEEVNIQEEANKGEENPQEEANIQEETNKGEENIQEEANIQEEANKEEESLKYLDFVQAATVYARASFSKL 

 

D24: YLFAKDKSGPFKPGVNTVESRFKSVVRPVYNKFQPVPNKVLKFADRRVDAYVTVLDRIVPPIVKRASIQAYSVAP 

E24: YLFAKDKSGPFKPGVNTVESRFKSVVRPVYNKFQPVPNKVLKFADRRVDAYVTVLDRIVPPIVKRASIQAYSVAP 

D48: YLFAKDKSGPFKPGVNTVESRFKSVVRPVYNKFQPVPNKVLKFADRRVDAYVTVLDRIVPPIVKRASIQAYSVAP 

E48: YLFAKDKSGPFKPGVNTVESRFKSVVRPVYNKFQPVPNKVLKFADRRVDAYVTVLDRIVPPIVKRASIQAYSVAP 

 

D24: GAARAVASYLPLHTKRLSKVLYGDG 

E24: GAARAVASYLPLHTKRLSKVLYGDG 

D48: GAARAVASYLPLHTKRLSKVLYGDG 

E48: GAARAVASYLPLHTKRLSKVLYGDG 

 



Protein name: REF258 

Location of the five spots identified as REF258 by MS from 2-D DIGE gels: 

 

Detail information for phosphorylation of amino ac id sites in REF258： 

 

 



Predicted 3-D structure and phosphorylated amino acids in different REF258 isoforms: 

 

 

 



Spot No. 20 

Changed pattern on DIGE gel: 

 

Location in rubber genome: scaffold1222_175215.mRNA1 

Protein name: Rubber elongation factor protein/REF258 

Predicted 3-D structure and phosphorylated amino acids: 

 

Detail information for phosphorylation of amino acid sites: 

D24: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN 

E24: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN 

D48: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN 

E48: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN 

 

D24: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV 

E24: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV 

D48: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV 

E48: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV 

 

D24: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA 

E24: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA 

D48: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA 

E48: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA 

 

D24: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK 

E24: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK 

D48: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK 

E48: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK 



Spot No. 21 

Changed pattern on DIGE gel: 

 

Location in rubber genome: scaffold1222_175215.mRNA1 

Protein name: Rubber elongation factor protein/REF258 

Predicted 3-D structure and phosphorylated amino acids: 

 

Detail information for phosphorylation of amino acid sites: 

 

D24: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN 

E24: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN 

D48: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN 

E48: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN 

D24: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV 

E24: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV 

D48: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV 

E48: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV 

D24: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA 

E24: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA 

D48: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA 

E48: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA 

D24: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK 

E24: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK 

D48: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK 

E48: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK 

 



Spot No. 23 

Changed pattern on DIGE gel: 

 

 

Location in rubber genome: scaffold1222_175215.mRNA1 

Protein name: Rubber elongation factor protein/REF258 

Predicted 3-D structure and phosphorylated amino acids: 

 

Detail information for phosphorylation of amino acid sites: 

D24: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN 

E24: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN 

D48: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN 

E48: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN 

D24: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV 

E24: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV 

D48: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV 

E48: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV 

D24: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA 

E24: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA 

D48: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA 

E48: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA 

D24: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK 

E24: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK 

D48: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK 

E48: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK 

 



Spot No. 24 

Changed pattern on DIGE gel: 

 

 

Location in rubber genome: scaffold1222_175215.mRNA1 

Protein name: Rubber elongation factor protein/REF258 

Predicted 3-D structure and phosphorylated amino acids: 

 

Detail information for phosphorylation of amino acid sites: 

D24: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN 

E24: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN 

D48: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN 

E48: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN 

D24: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV 

E24: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV 

D48: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV 

E48: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV 

D24: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA 

E24: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA 

D48: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA 

E48: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA 

D24: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK 

E24: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK 

D48: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK 

E48: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK 



Spot No. 27 

Changed pattern on DIGE gel: 

 

Location in rubber genome: scaffold1222_175215.mRNA1 

Protein name: Rubber elongation factor protein/REF258 

Predicted 3-D structure and phosphorylated amino acids: 

 

Detail information for phosphorylation of amino acid sites: 

D24: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN 

E24: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN 

D48: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN 

E48: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN 

D24: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV 

E24: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV 

D48: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV 

E48: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV 

D24: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA 

E24: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA 

D48: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA 

E48: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA 

D24: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK 

E24: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK 

D48: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK 

E48: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK 



Protein name: SRPP204 

Location of the three spots identified as SRPP204 by MS from 2-D DIGE gels: 

 

 

 

 

Detail information for phosphorylation of amino ac id sites in SRPP204： 

 

 



Predicted 3-D structure and phosphorylated amino acids in different SRPP204 isoforms: 

 

 



Spot No. 31 

Changed pattern on DIGE gel: 

 

 
 

Location in rubber genome: scaffold1222_60641.mRNA1 

Protein name: Small rubber particle protein/SRPP204 

Predicted 3-D structure and phosphorylated amino acids: 

 

 

Detail information for phosphorylation of amino acid sites: 

 

D24: MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDTIENVVKTVVTPVYYIPLEAVKFVDKTVD 

E24: MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDTIENVVKTVVTPVYYIPLEAVKFVDKTVD 

D48: MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDTIENVVKTVVTPVYYIPLEAVKFVDKTVD 

E48: MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDTIENVVKTVVTPVYYIPLEAVKFVDKTVD 

 

D24: VSVTSLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVFNTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL 

E24: VSVTSLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVFNTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL 

D48: VSVTSLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVFNTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL 

E48: VSVTSLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVFNTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL 

 

D24: VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS 

E24: VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS 

D48: VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS 

E48: VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS 



Spot No. 49 

Changed pattern on DIGE gel: 

 

 

 

Location in rubber genome: scaffold1222_60641.mRNA1 

Protein name: Small rubber particle protein/SRPP204 

Predicted 3-D structure and phosphorylated amino acids: 

 

Detail information for phosphorylation of amino acid sites: 

 

D24: MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDTIENVVKTVVTPVYYIPLEAVKFVDKTVD 

E24: MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDTIENVVKTVVTPVYYIPLEAVKFVDKTVD 

D48: MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDTIENVVKTVVTPVYYIPLEAVKFVDKTVD 

E48: MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDTIENVVKTVVTPVYYIPLEAVKFVDKTVD 

 

D24: VSVTSLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVFNTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL 

E24: VSVTSLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVFNTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL 

D48: VSVTSLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVFNTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL 

E48: VSVTSLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVFNTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL 

 

D24: VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS 

E24: VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS 

D48: VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS 

E48: VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS 

 



Spot No. 70 

Changed pattern on DIGE gel: 

 

 

Location in rubber genome: scaffold1222_60641.mRNA1 

Protein name: Small rubber particle protein/SRPP204 

Predicted 3-D structure and phosphorylated amino acids: 

 

Detail information for phosphorylation of amino acid sites: 

 

D24: MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDTIENVVKTVVTPVYYIPLEAVKFVDKTVD 

E24: MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDTIENVVKTVVTPVYYIPLEAVKFVDKTVD 

D48: MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDTIENVVKTVVTPVYYIPLEAVKFVDKTVD 

E48: MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDTIENVVKTVVTPVYYIPLEAVKFVDKTVD 

 

D24: VSVTSLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVFNTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL 

E24: VSVTSLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVFNTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL 

D48: VSVTSLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVFNTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL 

E48: VSVTSLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVFNTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL 

 

D24: VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS 

E24: VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS 

D48: VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS 

E48: VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS 

 

 


