Figure S3: Phosphopeptides and phosphorylation amino acid sites in different REF and

SRPP isoforms

Protein name: REF138

Location of the six spots identified as REF138 by MS from 2-D DIGE gels:
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Detail information for phosphorylation of amino acid sites in REF138:

Spot 50 J Spot 51 l Spot 52 j Spot 53 B5potT4 ) SpotTY EE"EE"ENEeEEEEEEEEE Share

Dl4h MAEREBNQQGQGEGLEKYLGFVQDAATVAVIITFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSVIPNGA
EMh MAEDEDNQQGQGEGLKYLGFVQDAATVAVIIFSNVYLFAKDKSGPLQPGVDIEGPVENVAVPLYNRFSYIPNGA

Difh MAFBEBNQQGQGEGLKYLGFVQDAATYAVIIFSNVYLFAKDKSGPLQPGVBIIEGPVENVAVPLEINRFSYIPNGA
E4sh MAEDEPNQOGOGEGLKYLGFVODAATVAVTTFSNVYLFAKDESGPLOPGVDIIEGPVENVAVFLYNRFSYIPNGA
D24h LEFVDSTVVASVIIIDESL PPIVEBABIOVVSAIRAAPEAARSIASSIL PGOREILAKVEFYGEN
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Spot No. 50
Changed pattern on DIGE gel:
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Location in rubber genome: scaffold1222 136753.mRNA1
Protein name: Rubber elongation factor protein/REF138
Predicted 3-D structure and phosphorylated amino acids:
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Detail information for phosphorylation of amino acid sites:

D24: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDITEGPVKNVAVPLYNRFSYIPNGA
E24: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDITEGPVKNVAVPLYNRESY IPNGA
D48: MAEDEDNQQGQGEGLKYLGFVQDAATYAVITFSNVYLFAKDKSGPLQPGVDITEGPVKNVAVPLYNRFSYIPNGA
E48: MAEDEDNQQGQGEGLKYLGFVQDAATYAVITFSNVYLFAKDKSGPLQPGVDITEGPVKNVAVPLYNRFSYIPNGA

D24: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSATRAAPEAARSLASSLPGQTKILAKVFYGEN
E24: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN
D48: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN
E48: LKFVDSTVVASVTIIDRSLPPIVKDASTQVVSATRAAPEAARSLASSLPGQTKILAKVFYGEN



Spot No. 51
Changed pattern on DIGE gel:
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Location in rubber genome: scaffold1222 136753.mRNA1
Protein name: Rubber elongation factor protein/REF138
Predicted 3-D structure and phosphorylated amino acids:

< L
N -

= -

E48

Detail information for phosphorylation of amino acid sites:

D24: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTEFSNVYLFAKDKSGPLQPGVDITEGPVKNVAVPLYNRFSYIPNGA
E24: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA
D48: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDITEGPVKNVAVPLYNRFSYIPNGA
E48: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDITEGPVKNVAVPLYNRFSYIPNGA

D24: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN
E24: LKFVDSTVVASVTIIDRSLPPIVKDASTQVVSATRAAPEAARSLASSLPGQTKILAKVEYGEN
D48: LKFVDSTVVASVTIIDRSLPPIVKDASTQVVSATRAAPEAARSLASSLPGQTKILAKVEFYGEN
E48: LKFVDSTVVASVTIIDRSLPPIVKDASTQVVSATRAAPEAARSLASSLPGQTKILAKVFYGEN



Spot No. 52
Changed pattern on DIGE gel:
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Location in rubber genome: scaffold1222 136753.mRNA1
Protein name: Rubber elongation factor protein/REF138
Predicted 3-D structure and phosphorylated amino acids:
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Detail information for phosphorylation of amino acid sites:

D24: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDITEGPVKNVAVPLYNRFSYIPNGA
E24: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDITEGPVKNVAVPLYNRFSYIPNGA
D48: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDITEGPVKNVAVPLYNRFSYIPNGA
F48: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA

D24: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN
E24: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN
D48: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN
E48: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVEYGEN



Spot No. 53
Changed pattern on DIGE gel:
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Location in rubber genome: scaffold1222 136753.mRNA1
Protein name: Rubber elongation factor protein/REF138
Predicted 3-D structure and phosphorylated amino acids:
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Detail information for phosphorylation of amino acid sites:

D24: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDITEGPVKNVAVPLYNRESYIPNGA
E24: MAEDEDNQQGQGEGLKYLGFVQDAATYAVITFSNVYLFAKDKSGPLQPGVDITEGPVKNVAVPLYNRFSYIPNGA
D48: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDITEGPVKNVAVPLYNRFSY IPNGA
E48: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDITEGPVKNVAVPLYNRFSY IPNGA

D24: LKFVDSTVVASVTIIDRSLPPIVKDASTQVVSATRAAPEAARSLASSLPGQTKILAKVEFYGEN
E24: LKFVDSTVVASVTIIDRSLPPIVKDASTQVVSATRAAPEAARSLASSLPGQTKILAKVFYGEN
D48: LKFVDSTVVASVTIIDRSLPPIVKDASTQVVSATRAAPEAARSLASSLPGQTKILAKVFYGEN
E48: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVEYGEN



Spot No. 74
Changed pattern on DIGE gel:
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Location in rubber genome: scaffold1222 136753.mRNA1
Protein name: Rubber elongation factor protein/REF138
Predicted 3-D structure and phosphorylated amino acids:
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Detail information for phosphorylation of amino acid sites:

D24:

E24:
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E48:
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MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDI TEGPVKNVAVPLYNRFSYIPNGA
MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDITEGPVKNVAVPLYNREFSYTPNGA
MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDI TEGPVKNVAVPLYNRFSYIPNGA
MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDI TEGPVKNVAVPLYNRFSYTPNGA

LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSATRAAPEAARSLASSLPGQTKILAKVFYGEN
LKFVDSTVVASVTIIDRSLPPIVKDASTQVVSATRAAPEAARSLASSLPGQTKILAKVFYGEN
LKFVDSTVVASVTIIDRSLPPIVKDASTQVVSATRAAPEAARSLASSLPGQTKILAKVFYGEN
LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVFYGEN



Spot No. 79
Changed pattern on DIGE gel:
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Location in rubber genome: scaffold1222 136753.mRNA1
Protein name: Rubber elongation factor protein/REF138
Predicted 3-D structure and phosphorylated amino acids:
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Detail information for phosphorylation of amino acid sites:

D24: MAEDEDNQQGQGEGLKYLGFVQDAATYAVITFSNVYLFAKDKSGPLQPGVDITEGPVKNVAVPLYNRFSY IPNGA
E24: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDIIEGPVKNVAVPLYNRFSYIPNGA
D48: MAEDEDNQQGQGEGLKYLGFVQDAATYAVITFSNVYLFAKDKSGPLQPGVDITEGPVKNVAVPLYNRFSYIPNGA
E48: MAEDEDNQQGQGEGLKYLGFVQDAATYAVTTFSNVYLFAKDKSGPLQPGVDITEGPVKNVAVPLYNRESY IPNGA

D24: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSATRAAPEAARSLASSLPGQTKILAKVFYGEN
E24: LKFVDSTVVASVTIIDRSLPPIVKDASTQVVSATRAAPEAARSLASSLPGQTKILAKVFYGEN
D48: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSATRAAPEAARSLASSLPGQTKILAKVFYGEN
E48: LKFVDSTVVASVTIIDRSLPPIVKDASIQVVSAIRAAPEAARSLASSLPGQTKILAKVEYGEN



Protein name: REF175

Location of the two spots identified as REF175 by MS from 2-D DIGE gels:
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Detail information for phosphorylation of amino ac id sites in REF175:

Spot 32  §Spot 35

D24h MAEGEEEVNIQEEANKGEENPQEEANIQEETNKGEENIQEEANIQEEANKEEESLKMLDFVQAATVYARASFSKLYLFAKDKS
E24h MAEGEEEVNIQEEANKGEENPQEEANIQEETNKGEENIQEEANIQEEANKEEESLKYLDFVQAATVYARASFSKLYLFAKDKS
D48h MAEGEEEVNIQEEANKGEENPQEEANIQEETNKGEENIQEEANIQEEANKEEESLKYLDFVQAATVYARASFSKLYLFAKDKS
E48h MAEGEEEVNIQEEANKGEENPQEEANIQEETNK GEENIQEEANIQEEANKEEESLKYLDFVQAATVYARASFSKLYLFAKDKS
D24h GPFKPGVNTVESRFKSVVRPVYNKFQPVPNKVLKFADRRVDAYVTVLDRIVPPIVKRASIQAYSVAPGAARAVASYLPLHTKRL SKYLYGDG
E24h GPFKPGVNTVESRFKSYVRPYYNKFQPVPNKVLKFADRRVDAYVTVLDRIVPPIVKRASIQAYSVAPGAARAVASYLPLHTKRL SKVLYGDG
D48h GPFKPGVNTVESRFKSVVRPVYNKFQPVPNKVLKFADRRVDAYVTVLDRIVPPIVKRASIQAYSVAPGAARAVASYLPLHTKRL SKVLYGDG
E48h GPFKPGVNTVESRFKSVVRPYYNKFQPVPNKVLKFADRRVDAYVTVLDRIVPPIVKRASIQAYSVAPGAARAVASYLPLHTKRL SKVLYGDG

Predicted 3-D structure and phosphorylated amino acids in different REF175 isoforms:
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Spot No. 32
Changed pattern on DIGE gel:
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Location in rubber genome: scaffold1222_100110.mRNA1
Protein name: Rubber elongation factor protein/REF175
Predicted 3-D structure and phosphorylated amino acids:
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Detail information for phosphorylation of amino acid sites:

D24: MAEGEEEVNIQEEANKGEENPQEEANIQEETNKGEENIQEEANIQEEANKEEESLKYLDFVQAATVYARASFSKL
E24: MAEGEEEVNIQEEANKGEENPQEEANIQEETNKGEENIQEEANIQEEANKEEESLKYLDFVQAATVYARASEFSKL
D48: MAEGEEEVNIQEEANKGEENPQEEANIQEETNKGEENIQEEANIQEEANKEEESLKYLDFVQAATVYARASFSKL
E48: MAEGEEEVNIQEEANKGEENPQEEANIQEETNKGEENIQEEANIQEEANKEEESLKYLDFVQAATVYARASFSKL

D24: YLFAKDKSGPFKPGVNTVESRFKSVVRPVYNKFQPVPNKVLKFADRRVDAYVTVLDRIVPPIVKRASIQAYSVAP
E24: YLFAKDKSGPFKPGVNTVESRFKSVVRPVYNKFQPVPNKVLKFADRRVDAYVTVLDRIVPPIVKRASTQAYSVAP
D48: YLFAKDKSGPFKPGVNTVESRFKSVVRPVYNKFQPVPNKVLKFADRRVDAYVTVLDRIVPPIVKRASTQAYSVAP
E48: YLFAKDKSGPFKPGVNTVESREFKSVVRPVYNKFQPVPNKVLKFADRRVDAYVTVLDRIVPPIVKRASTQAYSVAP

D24: GAARAVASYLPLHTKRLSKVLYGDG
E24: GAARAVASYLPLHTKRLSKVLYGDG
D48: GAARAVASYLPLHTKRLSKVLYGDG
E48: GAARAVASYLPLHTKRLSKVLYGDG



Spot No. 35
Changed pattern on DIGE gel:
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Location in rubber genome: scaffold1222_100110.mRNA1

Protein name: Rubber elongation factor protein/REF175
Predicted 3-D structure and phosphorylated amino acids:
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Detail information for phosphorylation of amino acid sites:

D24: MAEGEEEVNIQEEANKGEENPQEEANIQEETNKGEENIQEEANIQEEANKEEESLKYLDFVQAATVYARASFSKL
E24: MAEGEEEVNIQEEANKGEENPQEEANIQEETNKGEENIQEEANIQEEANKEEESLKYLDFVQAATVYARASFSKL
D48: MAEGEEEVNIQEEANKGEENPQEEANIQEETNKGEENIQEEANIQEEANKEEESLKYLDFVQAATVYARASFSKL
E48: MAEGEEEVNIQEEANKGEENPQEEANIQEETNKGEENIQEEANIQEEANKEEESLKYLDEFVQAATVYARASFSKL

D24: YLFAKDKSGPFKPGVNTVESRFKSVVRPVYNKFQPVPNKVLKFADRRVDAYVTVLDRIVPPIVKRASTQAYSVAP
E24: YLFAKDKSGPFKPGVNTVESRFKSVVRPVYNKFQPVPNKVLKFADRRVDAYVTVLDRIVPPIVKRASTIQAYSVAP
D48: YLFAKDKSGPFKPGVNTVESRFKSVVRPVYNKFQPVPNKVLKFADRRVDAYVTVLDRIVPPIVKRASTIQAYSVAP
E48: YLFAKDKSGPFKPGVNTVESRFKSVVRPVYNKFQPVPNKVLKFADRRVDAYVTVLDRIVPPIVKRASIQAYSVAP

D24: GAARAVASYLPLHTKRLSKVLYGDG
E24: GAARAVASYLPLHTKRLSKVLYGDG
D48: GAARAVASYLPLHTKRLSKVLYGDG
E48: GAARAVASYLPLHTKRLSKVLYGDG



Protein name: REF258

Location of the five spots identified as REF258 by MS from 2-D DIGE gels:
D24 D24+E24 D48+E-88

Spot 27 Spot 24 Spot23 Spot21 Spot 20

Detail information for phosphorylation of amino ac id sites in REF258:

Spot 20 gSpot 21 gSpot23 jgSpot 24 gSpot 27 =ge=="gE*Ngss Share
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MASLLGANSNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVRDVASANRDIVEEAAKGVENVOREVANAVSNSSNIVEDVASAABDIVEEAAKVVDNVQOGV VEAASNVVEEAAKGY GNIQEKVDDEEED
MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVENPNIVRDVASAABDIVEEAAKGVENVOKEVANAVSNSSNIVEDVASAATDIVEEAAKVVDNYQOGVVSAASNY VEEA ARGV GNIQEKVDDEEED
MASLLGAASNVINAASNVVEEAVRGVENAQQEVANAVENENIVRDVASA NEDIVEEAAKGVENVOKEVANAVSNSSNIVEDVASAATDIVEEAAKY VDNV QOGV VANV VEEA ARGV GNIQEKVDDEEED

MASLLGAASNVINAASNVVEEAVRKGVENAQOQEVANAVSNPSNIVKDVABAATDIVEEAARGVENVOREVANAVSNSSNIVRDVASAATDIVEEAAKYVDNVOOGVVEA SNV VEEAARGYGNIQEKVDDEEED
DEE! TLRYLDIVOAALVLALY SSSKLYLFVKDRSGPLKPGV DA EVTIKSYVRPFY YRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVRQVSTRAY SYARNAPRAALALVSYLPLPPNRLCKLLSEDK

DEE) TLKYLDIVQAALVLALVSSSKLYLFVKDRSGPLKPGY DB EVTIKSYVRPFY YRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVRQVSTRAYSVARNAPRAALALYSYLPLPTNRLCHLLSEDK
DEEI TLKYLDIVOAALVLALVSSSKLYLFVKDREGPLEPGV DI EVTIKSVVRPFY YRFHDVPNKVLKFADNQVDASYTLVLRYAPPVVRQVSTRAYSVARNAPRAALALVEYLPLPTNRLCKLLSEDK

DEEI TLRYLDIVQAALVLALVSSSKLYLFYKDRSGPLAPGYDTAEVTIKSVVRPFY YRFHDVPNKVLRFADNQVDASVTLVERYAPPVVRQVSTRAYSVARNAPRAALALVSYLPLPTNRLCKLLSEDK



Predicted 3-D structure and phosphorylated amino acids in different REF258 isoforms:
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Spot No. 20
Changed pattern on DIGE gel:

D24+E24 D48+E48
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Location in rubber genome: scaffold1222_175215.mRNA1
Protein name: Rubber elongation factor protein/REF258
Predicted 3-D structure and phosphorylated amino acids:
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Detail information for phosphorylation of amino acid sites:

D24:
E24:
D48:
E48:
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E24:
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MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN
MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNTVKDVASAATD IVEEAAKGVENVQKEVANAVSN
MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATD IVEEAAKGVENVQKEVANAVSN
MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATD IVEEAAKGVENVQKEVANAVSN

SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDITVQAALVLALV
SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDTVQAALVLALV
SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV
SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDTVQAALVLALV

SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPEFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA
SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA
SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA
SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA

YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK
YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK
YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK
YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK



Spot No. 21
Changed pattern on DIGE gel:
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Location in rubber genome: scaffold1222_175215.mRNA1
Protein name: Rubber elongation factor protein/REF258
Predicted 3-D structure and phosphorylated amino acids:
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Detail information for phosphorylation of amino acid sites:

D24:
E24:
D48:
E48:
D24:
E24:
D48:
E48:
D24:
E24:
D48:
E48:
D24:
E24:
D48:
E48:

MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN
MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNTVKDVASAATD IVEEAAKGVENVQKEVANAVSN
MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATD IVEEAAKGVENVQKEVANAVSN
MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATD IVEEAAKGVENVQKEVANAVSN
SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV
SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDTVQAALVLALV
SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV
SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV
SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPEFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA
SSSKLYLFVKDKSGPLKPGVDTAEVT IKSVVRPEFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA
SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA
SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA
YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK

YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK

YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK

YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK



Spot No. 23
Changed pattern on DIGE gel'
D24 DZ4+E24 D48+E48

Location in rubber genome: scaffold1222_175215.mRNA1

Protein name: Rubber elongation factor protein/REF258

Predicted 3-D structure and phosphorylated amino acids:
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Detail information for phosphorylation of amino acid sites:

D24: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN
E24: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN
D48: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN
E48: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN
D24: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV
E24: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV
D48: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV
E48: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV
D24: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA
E24: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA
D48: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA
E48: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA
D24: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK

E24: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK

D48: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK

E48: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK



Spot No. 24
Changed pattern on DIGE gel:

D24 E24 D24+E24 D48 E48 D48+E48
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Location in rubber genome: scaffold1222_175215.mRNA1
Protein name: Rubber elongation factor protein/REF258
Predicted 3-D structure and phosphorylated amino acids:
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Detail information for phosphorylation of amino acid sites:

D24:
E24:
D48:
E48:
D24:
E24:
D48:
E48:
D24:
E24:
D48:
E48:
D24:
E24:
D48:
E48:

MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATD IVEEAAKGVENVQKEVANAVSN
MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATD IVEEAAKGVENVQKEVANAVSN
MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATD IVEEAAKGVENVQKEVANAVSN
MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN
SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDITVQAALVLALV
SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDTVQAALVLALV
SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDITVQAALVLALV
SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDTVQAALVLALV
SSSKLYLFVKDKSGPLKPGVDTAEVT IKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA
SSSKLYLFVKDKSGPLKPGVDTAEVT IKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA
SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA
SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA
YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK

YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK

YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK

YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK



Spot No. 27
Changed pattern on DIGE gel:

D24+E24 D48+E48

Location in rubber genome: scaffold1222_175215.mRNA1
Protein name: Rubber elongation factor protein/REF258
Predicted 3-D structure and phosphorylated amino acids:

gg#

Detail information for phosphorylation of amino acid sites:

D24: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN
E24: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN
D48: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN
E48: MASLLGAASNVINAASNVVEEAVKGVENAQQEVANAVSNPSNIVKDVASAATDIVEEAAKGVENVQKEVANAVSN
D24: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV
E24: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV
D48: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV
E48: SSNIVKDVASAATDIVEEAAKVVDNVQQGVVSAASNVVEEAAKGVGNIQEKVDDEEEDTLKYLDIVQAALVLALV
D24: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPEFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA
E24: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA
D48: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPEFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA
E48: SSSKLYLFVKDKSGPLKPGVDTAEVTIKSVVRPFYYRFHDVPNKVLKFADNQVDASVTLVLRYAPPVVKQVSTRA
D24: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK

E24: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK

D48: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK

E48: YSVARNAPRAALALVSYLPLPTNRLCKLLSEDK



Protein name: SRPP204

Location of the three spots identified as SRPP204 by MS from 2-D DIGE gels:
D24 D24+E24 D48 E48 D48+E48

D24 D24+E24 D48 E48 D48+E48

D24 D24+E24 D48 E48 D48+E48

7

D24 D24+E24 D48 D48+E48

Detail information for phosphorylation of amino ac id sites in SRPP204:

Spot 31 j§Spot49 gSpot70 g== Share

D24h
E24h
D48h

D24h

D48l

MAEEVEEERLKYLDFVRAAGYYAVDEFETLYLYAKDISGPLKPGYDIIENVVKTVVEPYYYIPLEAVKFVDKEVDVEVESLDGY VPPVIRQVSAQEVEVAQDAP
MAEEVEEERLKYLDFVRAAGVYAVDEFETLYLYAKDISGPLKPGVITIENVVKTVVEPVYYIPLEAVKFVDKEVDVEVTSLDGVVPPVIKQVSAQEYSVAQDAP
MAEEVEEERLKYLDFVRAAGVYAVDSFETLYLYAKDISGPLKPGVDTIENYVKEVVTPVYYIPLEAVKFVDKEVDVEVTELDGY VPPVIKQVSAQTYSVAQDAP
MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDEIENVVKTVVEPVYYIPLEAVEFVDREVDVEVESLDGVVPPVIKQVEAQEYSVAQDAP
RIVLDVABRSVFNTGVQEGAKALYANLEPKAEQYAVITWRALNKLPLVPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS
RIVLDVASSVFNIGVQEGAKALYANLEPKAEQYAVITWRALNKLPLVPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVESYLPLLPEEKITKVFGDEAS
RIVLDVASEN FNTGVQEGAKALYANLEPKAEQYAVITWRALNKLPLVPQVANVVVPTAVYFSEKYNDVVRGTREQGYRVSEY LPLLPEEKITKVFGDEAS

RIVLDVAESVFNTGVQEGAKALYANLEPKAEQYAVINWRALNKLPLVPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSEYLPLLPTEKITKVFGDEAS



Predicted 3-D structure and phosphorylated amino acids in different SRPP204 isoforms:
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Spot No. 31
Changed pattern on DIGE gel:

D24 D24+E24 D48 E48 D48+E48

E24
H

ot 31

S

Location in rubber genome: scaffold1222_60641.mRNA1
Protein name: Small rubber particle protein/SRPP204
Predicted 3-D structure and phosphorylated amino acids:
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Detail information for phosphorylation of amino acid sites:

D24: MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDTIENVVKTVVTPVYYIPLEAVKFVDKTVD
E24: MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDTIENVVKTVVTPVYYIPLEAVKFVDKTVD
D48: MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDTIENVVKTVVTPVYYIPLEAVKFVDKTVD
E48: MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDTIENVVKTVVTPVYYIPLEAVKFVDKTVD

D24: VSVTSLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVENTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL
E24: VSVTSLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVENTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL
D48: VSVTSLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVENTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL
E48: VSVTSLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVENTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL

D24: VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS
E24: VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS
D48: VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS
E48: VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS



Spot No. 49
Changed pattern on DIGE gel:

D24 D24+E24 D48 E48 D48+E48

Location in rubber genome: scaffold1222_60641.mRNA1
Protein name: Small rubber particle protein/SRPP204
Predicted 3-D structure and phosphorylated amino acids:

P,

S49
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Detail information for phosphorylation of amino acid sites:

D24:
E24:
D48:
E48:

D24:
E24:
D48:
E48:

D24:
E24:
D48:
E48:

MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDTIENVVKTVVTPVYYIPLEAVKEFVDKTVD
MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDTIENVVKTVVTPVYYIPLEAVKEVDKTVD
MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDTIENVVKTVVTPVYYIPLEAVKEFVDKTVD
MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDT IENVVKTVVTPVYYIPLEAVKFVDKTVD

VSVTSLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVENTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL
VSVTSLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVENTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL
VSVTSLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVENTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL
VSVISLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVENTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL

VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS
VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS
VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS
VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS



Spot No. 70
Changed pattern on DIGE gel:

D24 D24+E24 D48 D48+E48
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Location in rubber genome: scaffold1222_60641.mRNA1
Protein name: Small rubber particle protein/SRPP204
Predicted 3-D structure and phosphorylated amino acids:
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Detail information for phosphorylation of amino acid sites:

D24:
E24:
D48:
E48:

D24:
E24:
D48:
E48:

D24:
E24:
D48:
E48:

MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDT IENVVKTVVTPVYYIPLEAVKEVDKTVD
MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDT IENVVKTVVTPVYYIPLEAVKFVDKTVD
MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDTIENVVKTVVTPVYYIPLEAVKEFVDKTVD
MAEEVEEERLKYLDFVRAAGVYAVDSFSTLYLYAKDISGPLKPGVDT IENVVKTVVTPVYYIPLEAVKFVDKTVD

VSVTSLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVENTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL
VSVTSLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVENTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL
VSVTSLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVENTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL
VSVTSLDGVVPPVIKQVSAQTYSVAQDAPRIVLDVASSVENTGVQEGAKALYANLEPKAEQYAVITWRALNKLPL

VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS
VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS
VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS
VPQVANVVVPTAVYFSEKYNDVVRGTTEQGYRVSSYLPLLPTEKITKVFGDEAS



