
Figure S2: MS identification of differentially expressed proteins in 

small rubber particles from 2D DIGE gels 

 

Spot No.: 1  

The accumulation patterns of target protein spot on the DIGE gels:  

(from left to right, the gels for D24, E24, merged for D24 and E24, D48, E48, 

merged for D48 and E48; arrows indicate the detail position of the target 

protein spot) 

 

Accession No.: scaffold1000_300919.mRNA1 

Plant species: Hevea brasiliensis  

Protein name：Probable nucleoredoxin 1 

Peptide sequences:  R.HFTPNLVEVYEK.L；K.GDFEVVFISSDR.D；

K.GDFEVVFISSDRDDESFNGYFSK.M；K.MPWLAIPFSDQEIR.K；

R.DYGAEGYPFTPER.L；R.LDYFRQEEENAK.K；R.ALPTLVIIGQDGK.T；

K.TLNPNVAELIEDHGIEAYPFTPEK.L；R.LEAQTLESVLVHGDKDFVIEK.S；

K.LIEAYHEIK.A；R.EHLAAYGADAYPFTEDHLK.Q；K.LKHELHSQHELTR.T；

K.HELHSQHELTR.T；R.QCDFDLHPK.C 

PFF Mascot score: [737]      Sequence coverage %: [32]   

Matched peptides No.: [14]         

Calculated Mr: 65399             Calculated pI: 5.62 

 

 



Annotated PFF spectra:  

 

Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 

 



Spot No.: 2  

The accumulation patterns of target protein spot on the DIGE gels:  

(from left to right, the gels for D24, E24, merged for D24 and E24, D48, E48, 

merged for D48 and E48; arrows indicate the detail position of the target 

protein spot) 

Accession No.: scaffold0560_404767.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Metacaspase-4 

Peptide sequences:  R.SAEPGDLLFVHYSGHGTR.L；R.EFVDQVPHGCR.I；

K.QTIQDAFESR.G；R.VVEEDYGDSGYVK.S；K.LRPTLFDMFGDDASPK.V 

PFF Mascot score: [137]      Sequence coverage %: [16]   

Matched peptides No.: [5]         

Calculated Mr: 46443             Calculated pI: 5.01 

Annotated PFF spectra:  

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 3  

The accumulation patterns of target protein spot on the DIGE gels: 

Accession No.: scaffold0560_404767.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Metacaspase-4 

Peptide sequences:  R.VLTDLVR.S；R.SAEPGDLLFVHYSGHGTR.L；

R.EFVDQVPHGCR.I；K.QTIQDAFESR.G；K.LRPTLFDMFGDDASPK.V；

K.LRPTLFDMFGDDASPK.V            

PFF Mascot score: [338]      Sequence coverage %: [14]   

Matched peptides No.: [6]         

Calculated Mr: 46443             Calculated pI: 5.01 

Annotated PFF spectra:  

 

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 4  

The accumulation patterns of target protein spot on the DIGE gels: 

Accession No.: scaffold0560_404767.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Metacaspase-4 

Peptide sequences:  R.SAEPGDLLFVHYSGHGTR.L；K.QTIQDAFESR.G ；

R.LPAETGEDDDTGFDECIVPCDMNLITDDDFR.E；R.EFVDQVPHGCR.I；

R.GVHLPSDLHHHHGHR.D；R.GVHLPSDLHHHHGHRDEEDFDNR.V；

K.LRPTLFDMFGDDASPK.V；R.HGDGESGGGGFLGMVGSLAQEFLK.H；

K.SSEAYGALSNAIQTIIAETDGAVTNQELVLK.A             

PFF Mascot score: [855]      Sequence coverage %: [39]   

Matched peptides No.: [9]         

Calculated Mr: 46443             Calculated pI: 5.01 

Annotated PFF spectra:  

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 5  

The accumulation patterns of target protein spot on the DIGE gels: 

Accession No.: scaffold0560_404767.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Metacaspase-4 

Peptide sequences:  R.SAEPGDLLFVHYSGHGTR.L；R.EFVDQVPHGCR.I；

R.LPAETGEDDDTGFDECIVPCDMNLITDDDFR.E；K.QTIQDAFESR.G；

R.GVHLPSDLHHHHGHR.D；R.DEEDFDNRVVEEDYGDSGYVK.S；

R.VVEEDYGDSGYVK.S；K.LRPTLFDMFGDDASPK.V；

R.HGDGESGGGGFLGMVGSLAQEFLK.H            

PFF Mascot score: [786]      Sequence coverage %: [35]   

Matched peptides No.: [9]         

Calculated Mr: 46443             Calculated pI: 5.01 

Annotated PFF spectra:  

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 

 



Spot No.: 6  

The accumulation patterns of target protein spot on the DIGE gels: 

Accession No.: scaffold0829_389953.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Tubulin alpha-3 chain 

Peptide sequences:  R.AVFVDLEPTVIDEVR.T；R.QLFHPEQLISGK.E；

R.FDGAINVDVTEFQTNLVPYPR.I；K.CGINYQPPTVVPGGDLAR.V；

R.AFVHWYVGEGMEEGEFSEAR.E            

PFF Mascot score: [451]      Sequence coverage %: [19]   

Matched peptides No.: [5]         

Calculated Mr: 50244             Calculated pI: 5.00 

Annotated PFF spectra:  

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 7  

The accumulation patterns of target protein spot on the DIGE gels: 

Accession No.: scaffold5971_1039.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：Inactive GDSL esterase/lipase-like protein 25 

Peptide sequences:  K.YLPSYHHPYGTTFFDYPTGR.F；

R.TVVDFVAENVSLPR.I；K.AVYLISFGADDYLNYEIPSEASR.E；K.ELYDFGAR.K；

R.EQLESIVDVVLGNISDR.I；R.IKELYDFGAR.K；K.EIIDAPGEHGFK.Y            

PFF Mascot score: [419]      Sequence coverage %: [26]   

Matched peptides No.: [7]         

Calculated Mr: 41480             Calculated pI: 4.60 

Annotated PFF spectra:  

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 8  

The accumulation patterns of target protein spot on the DIGE gels: 

Accession No.: scaffold2091_1808.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Elongation factor 1-gamma 

Peptide sequences:  K.VPVLETPDGPLFESNAIAR.Y；

R.MGFAPYLPPAEEAAISALKR.G；K.SFTSEFPHVER.Y；R.YFWTMVNQPNFK.K；

K.MILDEWKR.L；K.YNDENTVSFVTLNK.V；R.GQEIPQFVIDECYDMELYEWK.K；

R.VNQMIEDQEPFEGEPLLDAK.C            

PFF Mascot score: [523]      Sequence coverage %: [29]   

Matched peptides No.: [8]         

Calculated Mr: 48685             Calculated pI: 5.69 

Annotated PFF spectra:  

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 

 



Spot No.: 9  

The accumulation patterns of target protein spot on the DIGE gels: 

Accession No.: scaffold1072_242122.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Phospholipase A1-IIdelta   

Peptide sequences:  K.VMLEDAANYQVCSFIYGTAR.V；R.EIYIAFR.G；

K.LESAEPLLR.G；K.IDVIPHYPGR.L；R.YTGTELEIDTR.K             

PFF Mascot score: [242]      Sequence coverage %: [13]   

Matched peptides No.: [5]         

Calculated Mr: 47415             Calculated pI: 5.47 

Annotated PFF spectra:  

 

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 10  

The accumulation patterns of target protein spot on the DIGE gels: 

Accession No.: scaffold1072_242122.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Phospholipase A1-IIdelta   

Peptide sequences:  K.NWENLLDPLDLTVR.K；R.EIYIAFR.G；

K.VMLEDAANYQVCSFIYGTAR.V；R.VSLPEAILLHSMTR.D；K.LESAEPLLR.G；

K.NKIDVIPHYPGR.L；K.IDVIPHYPGR.L；R.YTGTELEIDTR.K            

PFF Mascot score: [703]      Sequence coverage %: [21]   

Matched peptides No.: [8]         

Calculated Mr: 47415             Calculated pI: 5.47 

Annotated PFF spectra:  

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 11  

The accumulation patterns of target protein spot on the DIGE gels: 

Accession No.: scaffold0947_141222.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Serpin-ZX 

Peptide sequences:  K.GPTLHQLLSFLNSK.S ；

K.SNDHLSSFFSELVSVVFVDGSASGGPR.L；R.LSFANGVWVDR.S；

K.EVLPFGSVDNTTR.L；R.LIFANALYFK.G；K.QFICAFDGFK.V；

K.RQFSMYFFLPDAK.N；R.QFSMYFFLPDAK.N；K.VGSDSGFLDHHLPQQK.V；

K.LDFVADHPFLFLIR.E；R.EDISGMVLFIGQVLDPSQAK.-              

PFF Mascot score: [812]      Sequence coverage %: [37]   

Matched peptides No.: [11]         

Calculated Mr: 42822             Calculated pI: 5.94 

Annotated PFF spectra:  

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 12  

Accession No.: scaffold1479_76107.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Acetyl-CoA acetyltransferase, cytosolic 1 

Peptide sequences:  M.APVAAAEIKPR.D；R.EDQDNYAIHSFER.G；

K.ITGYADAAQAPELFTTAPALAIPK.A；K.VNVHGGAVSLGHPLGCSGAR.I；

R.ILVTLLGVLR.Q            

PFF Mascot score: [109]      Sequence coverage %: [19]   

Matched peptides No.: [5]         

Calculated Mr: 41646             Calculated pI: 6.01 

Annotated PFF spectra:  

 

 

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 13  

Accession No.: scaffold0755_254783.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：2-alkenal reductase (NADP(+)-dependent) 

Peptide sequences:  K.IDEVLVAFGVGR.V；R.MEGFLVGSYLNR.F；

R.YSEGDIVLNPYFPIAEYCVMPSDSLIR.K             

PFF Mascot score: [124]      Sequence coverage %: [13]   

Matched peptides No.: [3]         

Calculated Mr: 42640             Calculated pI: 5.95 

Annotated PFF spectra:  

 

Matched peptide sequences: shown in Bold Red 



 

Matched peptide information: 



Spot No.: 14  

Accession No.: scaffold0008_570089.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Proteasome subunit alpha type-1-B 

Peptide sequences:  R.NQYDTDVTTWSPAGR.L；

R.SECINYSFTYESPLPVGR.L；R.RFENFADSSR.D；R.FENFADSSR.D            

PFF Mascot score: [196]      Sequence coverage %: [15]   

Matched peptides No.: [4]         

Calculated Mr: 30852             Calculated pI: 4.76 

Annotated PFF spectra:  

 

 

 

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptide information: 



Spot No.: 15  

Accession No.: scaffold0242_1127191.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Ran-binding protein 1 homolog b 

Peptide sequences:  K.LEEVALTTGEEDEDPILDLK.A; R.FDKEGNQWK.E; 

K.SCVWHAADFADGELKDELFCIR.F             

PFF Mascot score: [223]      Sequence coverage %: [22]   

Matched peptides No.: [3]         

Calculated Mr: 25725             Calculated pI: 4.77 

Annotated PFF spectra:  

 

 

 

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptide information: 



Spot No.: 16  

Accession No.: scaffold0160_1784930.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Vacuolar protein sorting-associated protein 24 

homolog 1 

Peptide sequences:  K.AQMNSISMHLGESVAIAR.T；

K.VLTAIAGETAAQLPEAVR.K；R.TAEEEEAIAEGVDDEEELEEIR.A            

PFF Mascot score: [165]      Sequence coverage %: [25]   

Matched peptides No.: [3]         

Calculated Mr: 26063             Calculated pI: 5.34 

Annotated PFF spectra:  

 

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 17  

Accession No.: scaffold0457_538964.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Alpha-soluble NSF attachment protein 2 

Peptide sequences:  K.HEAAQAYVDAAHCYK.K；

K.KTSTNEAISCLGQAVDLFCDIGR.I；K.TSTNEAISCLGQAVDLFCDIGR.I；

K.AADFFQGEEVTTSANQCK.Q；K.AIEIYEEIAR.Q；R.YQDLDPTFSGTR.D            

PFF Mascot score: [565]      Sequence coverage %: [26]   

Matched peptides No.: [6]         

Calculated Mr: 32767             Calculated pI: 5.05 

Annotated PFF spectra:  

 

 

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 18  

Accession No.: scaffold0041_2570834.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Aspartic proteinase A1 

Peptide sequences:  K.NYMDAQYFGEIGIGTPPQK.F；

K.CYFSVACYFHSR.Y；K.SADIHYGTGAISGFFSQDHVK.V；K.EPVFSFWFNR.N；

R.NADEDEGGEIVFGGMDPK.H；K.GEHTYVPVTQK.G            

PFF Mascot score: [178]      Sequence coverage %: [17]   

Matched peptides No.: [6]         

Calculated Mr: 56526             Calculated pI: 5.73 

Annotated PFF spectra:  

 

 

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 19  

Accession No.: scaffold0153_1834215.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：26S proteasome non-ATPase regulatory subunit 

8 homolog A 

Peptide sequences:  R.SLPPLFEDTPNAIHELTLAR.D；

R.DFFQLKPYYTDASGR.L；R.LPPSSQEYMILGLNLLR.L；

R.IAEFHTELELLSPTALENPCIK.H；K.EIPSLQLINQTLSYAR.E            

PFF Mascot score: [525]      Sequence coverage %: [33]   

Matched peptides No.: [5]         

Calculated Mr: 30835             Calculated pI: 4.87 

Annotated PFF spectra:  

 

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 20  

Accession No.: scaffold1222_175215.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Rubber elongation factor protein 

Peptide sequences:  K.SVVRPFYYR.F；K.FADNQVDASVTLVLR.Y；

R.AALALVSYLPLPTNR.L            

PFF Mascot score: [274]      Sequence coverage %: [17]   

Matched peptides No.: [3]         

Calculated Mr: 23621             Calculated pI: 5.33 

Annotated PFF spectra:  

 

 

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 

 



Spot No.: 21  

Accession No.: scaffold1222_175215.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Rubber elongation factor protein 

Peptide sequences:  K.VVDNVQQGVVSAASNVVEEAAK.G；

K.YLDIVQAALVLALVSSSK.L；K.SVVRPFYYR.F；K.FADNQVDASVTLVLR.Y；

R.AALALVSYLPLPTNR.L             

PFF Mascot score: [524]      Sequence coverage %: [35]   

Matched peptides No.: [5]         

Calculated Mr: 23621             Calculated pI: 5.33 

Annotated PFF spectra:  

 

 

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 

 



Spot No.: 22  

Accession No.: scaffold2538_3915.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：REF/SRPP-like protein At3g05500   

Peptide sequences:  K.AGPLKPGVETVEGTVK.S；K.AEQCAVTAWR.R；

R.RLNQLPLFPQVAQVVVPTAAYCSEK.Y；R.VSSYLPLVPTER.I            

PFF Mascot score: [267]      Sequence coverage %: [25]   

Matched peptides No.: [4]         

Calculated Mr: 27100             Calculated pI: 6.36 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptide information: 



Spot No.: 23  

Accession No.: scaffold1222_175215.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Rubber elongation factor protein 

Peptide sequences:  K.DVASAATDIVEEAAK.V；R.AALALVSYLPLPTNR.L；

K.VVDNVQQGVVSAASNVVEEAAK.G；K.SVVRPFYYR.F；K.FADNQVDASVTLVLR.Y；            

PFF Mascot score: [483]      Sequence coverage %: [34]   

Matched peptides No.: [5]         

Calculated Mr: 23621             Calculated pI: 5.33 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

 

Matched peptide information: 



Spot No.: 24  

Accession No.: scaffold1222_175215.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Rubber elongation factor protein 

Peptide sequences:  K.SVVRPFYYR.F；K.FADNQVDASVTLVLR.Y；

R.AALALVSYLPLPTNR.L            

PFF Mascot score: [277]      Sequence coverage %: [17]   

Matched peptides No.: [3]         

Calculated Mr: 23621             Calculated pI: 5.33 

Annotated PFF spectra:  

 

 

 

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptide information: 

 



Spot No.: 25  

Accession No.: scaffold0086_1407649.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Glutathione S-transferase L3 

Peptide sequences:  K.IHLVPLNLQSR.P；K.YLDSNFEGQSLLPDDPAK.K；

K.YLDSNFEGQSLLPDDPAKK.E；K.EFAEELFSYTDTFNK.T；

K.EAGPAFDYLENALHK.F；K.FDDGPFLLGQFSLVDIAYIPFVER.F；

R.FQIFLSEVFK.Y；K.YDITAGRPK.L；K.LAAWIEEINK.L            

PFF Mascot score: [426]      Sequence coverage %: [24]   

Matched peptides No.: [9]         

Calculated Mr: 53345             Calculated pI: 5.95 

Annotated PFF spectra:  

 

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 26  

 

Accession No.: scaffold0181_54255.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Proteasome subunit alpha type-3 

Peptide sequences:  R.HSGMAVAGLAADGR.Q；

K.SEATNYESVYGEPIPVNELAGR.V；R.DGPQLYMIEPSGISYR.Y；

K.AFELEMSWVCDESKR.L            

PFF Mascot score: [412]      Sequence coverage %: [26]   

Matched peptides No.: [4]         

Calculated Mr: 27595             Calculated pI: 6.11 

Annotated PFF spectra:  

 

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 27  

 

Accession No.: scaffold1222_175215.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Rubber elongation factor protein 

Peptide sequences:  K.GVGNAQQEVANAVSNPSNIVK.D；

K.VVDNVQQGVVSAASNVVEEAAK.G；K.SVVRPFYYR.F；K.FADNQVDASVTLVLR.Y；

R.AALALVSYLPLPTNR.L            

PFF Mascot score: [467]      Sequence coverage %: [36]   

Matched peptides No.: [5]         

Calculated Mr: 23621             Calculated pI: 5.33 

Annotated PFF spectra:  

 

 

 

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptide information: 



Spot No.: 28  

Accession No.: scaffold0135_1578719.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Probable glutathione S-transferase 

Peptide sequences:  K.YEYREEDLR.N；K.SPLLLQMNPVHK.K；

R.FWADFIDK.K；R.FWADFIDKK.I；K.VYEFVLVLK.K            

PFF Mascot score: [192]      Sequence coverage %: [17]   

Matched peptides No.: [5]         

Calculated Mr: 25563             Calculated pI: 6.23 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

 

Matched peptide information: 



Spot No.: 29  

Accession No.: scaffold0135_1578719.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Probable glutathione S-transferase 

Peptide sequences:  K.YEYREEDLR.N; R.FWADFIDK.K; R.FWADFIDKK.I; 

K.VYEFVLVLK.K             

PFF Mascot score: [185]      Sequence coverage %: [12]   

Matched peptides No.: [4]         

Calculated Mr: 25563             Calculated pI: 6.23 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

 

Matched peptide information: 



Spot No.: 30  

 

Accession No.: scaffold0135_1578719.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Probable glutathione S-transferase 

Peptide sequences:  K.YEYREEDLR.N；R.FWADFIDKK.I             

PFF Mascot score: [110]      Sequence coverage %: [8]   

Matched peptides No.: [2]         

Calculated Mr: 25563             Calculated pI: 6.23 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptide information: 



Spot No.: 31  

 

Accession No.: scaffold1222_60641.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：Small rubber particle protein 

Peptide sequences:  K.DISGPLKPGVDTIENVVK.T；

K.TVVTPVYYIPLEAVK.F ；K.FVDKTVDVSVTSLDGVVPPVIK.Q；

K.QVSAQTYSVAQDAPR.I；R.IVLDVASSVFNTGVQEGAK.A；K.ALYANLEPK.A；

K.AEQYAVITWR.A；R.ALNKLPLVPQVANVVVPTAVYFSEK.Y；

K.LPLVPQVANVVVPTAVYFSEK.Y；K.LPLVPQVANVVVPTAVYFSEKYNDVVR.G；

R.VSSYLPLLPTEK.I             

PFF Mascot score: [739]      Sequence coverage %: [74]   

Matched peptides No.: [11]         

Calculated Mr: 22331             Calculated pI: 4.80 

Annotated PFF spectra:  

 

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 32 

Accession No.: scaffold1222_100110.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Rubber elongation factor protein 

Peptide sequences:  K.SGPFKPGVNTVESR.F；R.RVDAYVTVLDR.I            

PFF Mascot score: [112]      Sequence coverage %: [14]   

Matched peptides No.: [2]         

Calculated Mr: 19612             Calculated pI: 5.28 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

 

Matched peptide information: 



Spot No.: 33  

Accession No.: scaffold0959_355995.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Probable glutathione peroxidase 2 

Peptide sequences:  K.AEFPIFDK.I; K.GGLFVDAIK.W           

PFF Mascot score: [111]      Sequence coverage %: [8]   

Matched peptides No.: [2]         

Calculated Mr: 22791             Calculated pI: 8.29 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

 

Matched peptide information: 



Spot No.: 34  

Accession No.: scaffold0427_434785.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Superoxide dismutase [Mn], mitochondrial 

Peptide sequences:  K.HHQTYVTNFNTALEQLNDAMEKGDPAAVVK.L；

R.EGGGEPPHSSLGWAIDTDFGSLEK.L；K.INAEGAALQGSGWVWLALDK.E；

K.KLVVETTANQDPLVTK.G；K.NVRPDYLK.N；K.YASEVYAK.E            

PFF Mascot score: [356]      Sequence coverage %: [45]   

Matched peptides No.: [6]         

Calculated Mr: 26153             Calculated pI: 7.82 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 35  

Accession No.: scaffold1222_100110.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Rubber elongation factor protein 

Peptide sequences:  K.YLDFVQAATVYAR.A；K.SGPFKPGVNTVESR.F；

K.SVVRPVYNK.F；R.RVDAYVTVLDR.I；R.VDAYVTVLDR.I；R.ASIQAYSVAPGAAR.A            

PFF Mascot score: [507]      Sequence coverage %: [34]   

Matched peptides No.: [6]         

Calculated Mr: 19612             Calculated pI: 5.28 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptide information: 



Spot No.: 36 

Accession No.: scaffold0625_591792.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Translationally-controlled tumor protein 

homolog 

Peptide sequences:  K.EIHNGILWEVEGK.W；R.EGATDPTFLYFAYALK.E；

K.WVVQGAVDVDIGANPSAEGADEDEGVDDQAVK.V；K.VVDIVDTFR.L；

R.LQEQPAFDKK.Q；K.LSDLQFFVGESMHDDGSLVFAYYR.E；            

PFF Mascot score: [376]      Sequence coverage %: [61]   

Matched peptides No.: [6]         

Calculated Mr: 19156             Calculated pI: 4.47 

Annotated PFF spectra:  

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 37  

Accession No.: scaffold3444_7763.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Elicitor-responsive protein 3 

Peptide sequences:  M.PLGTVEVLLVGAK.G; 

K.GLENTDFLNGVDPYVVLACR.T; K.FSFEVSDGDTELTLK.I            

PFF Mascot score: [190]      Sequence coverage %: [34]   

Matched peptides No.: [3]         

Calculated Mr: 15249             Calculated pI: 4.06 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 
 

 

Matched peptide information: 



Spot No.: 38  

Accession No.: scaffold3444_7763.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Elicitor-responsive protein 3 

Peptide sequences:  M.PLGTVEVLLVGAK.G；

K.GLENTDFLNGVDPYVVLACR.T；K.FSFEVSDGDTELTLK.I；

K.GEITVGLTFTPEVEMDNVGVDGYDFR.L             

PFF Mascot score: [446]      Sequence coverage %: [52]   

Matched peptides No.: [4]         

Calculated Mr: 15249             Calculated pI: 4.06 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

 

Matched peptide information: 



Spot No.: 39  

Accession No.: scaffold0155_515853.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Pro-hevein 

Peptide sequences:  K.YGWTAFCGPVGAHGQPSCGK.C; 

R.IVDQCSNGGLDLDVNVFR.Q; R.QLDTDGKGYER.G            

PFF Mascot score: [190]      Sequence coverage %: [23]   

Matched peptides No.: [3]         

Calculated Mr: 23042             Calculated pI: 8.15 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

 

Matched peptide information: 



Spot No.: 40  

Accession No.: scaffold0645_687748.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：18.5 kDa class I heat shock protein 

Peptide sequences:  R.FEFANETSAFANTR.I；

K.EEVKVEIEEGNVLQISGER.S；K.VEIEEGNVLQISGER.S；R.FRLPENAK.V             

PFF Mascot score: [397]      Sequence coverage %: [25]   

Matched peptides No.: [4]         

Calculated Mr: 18335             Calculated pI: 6.00 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

 

Matched peptide information: 



Spot No.: 41  

Accession No.: scaffold0155_515853.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Pro-hevein 

Peptide sequences:  K.YGWTAFCGPVGAHGQPSCGK.C；

R.IVDQCSNGGLDLDVNVFR.Q；R.QLDTDGKGYER.G            

PFF Mascot score: [132]      Sequence coverage %: [23]   

Matched peptides No.: [3]         

Calculated Mr: 23042             Calculated pI: 8.15 

Annotated PFF spectra:  

 

 

 

 



Matched peptide sequences: shown in Bold Red 

 

 

 

Matched peptide information: 



Spot No.: 42  

Accession No.: scaffold0872_395492.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Eukaryotic translation initiation factor 5A 

Peptide sequences:  K.TYPQQAGTIR.K；K.CHFVGIDIFNAK.K；

K.KLEDIVPSSHNCDVPHVTR.T；R.TDYQLIDISEDGFVSLLTENGNTK.D；

K.DDLRLPTDENLLSQIK.D；R.LPTDENLLSQIK.D；K.DLVVTVMSSMGEEQICALK.D            

PFF Mascot score: [483]      Sequence coverage %: [62]   

Matched peptides No.: [7]         

Calculated Mr: 17689             Calculated pI: 5.60 

Annotated PFF spectra:  

 

 

 

 



Matched peptide sequences: shown in Bold Red 

 

 

 

Matched peptide information: 



Spot No.: 43  

Accession No.: scaffold1222_181260.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Small rubber particle protein 

Peptide sequences:  K.EVDVEEER.L；K.YLDFVQTGAVFALVSFSK.L；

K.DVSGPFKPYVENAGGR.F；K.SVVRPIYYK.F；K.FQPVSNEILK.F；

K.FADHKVDESVTILDLFVPPIVK.Q；K.VDESVTILDLFVPPIVK.Q；

K.QLCTQAYSVAR.D；R.DAPVVACALTYYLLSPNEK.F            

PFF Mascot score: [868]      Sequence coverage %: [73]   

Matched peptides No.: [9]         

Calculated Mr: 17567             Calculated pI: 4.98 

Annotated PFF spectra:  

 

 

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptide information: 



Spot No.: 44  

Accession No.: scaffold0464_317117.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：Actin-depolymerizing factor 2 

Peptide sequences:  K.LGEPTQSYEDFTASLPADECR.Y；

R.YAVYDFDFVTEENCQK.S；R.IFFIAWSPDTSR.V            

PFF Mascot score: [244]      Sequence coverage %: [35]   

Matched peptides No.: [3]         

Calculated Mr: 16220             Calculated pI: 5.92 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

 

Matched peptide information: 



Spot No.: 45  

Accession No.: scaffold0464_317117.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Actin-depolymerizing factor 2 

Peptide sequences:  K.LGEPTQSYEDFTASLPADECR.Y；

R.YAVYDFDFVTEENCQK.S；R.IFFIAWSPDTSR.V；

R.ELDGIQVELQATDPTEMGLDVFK.S            

PFF Mascot score: [365]      Sequence coverage %: [51]   

Matched peptides No.: [4]         

Calculated Mr: 16220             Calculated pI: 5.92 

Annotated PFF spectra:  

 

 

 

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptide information: 



Spot No.: 46  

Accession No.: scaffold0155_515853.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Pro-hevein 

Peptide sequences:  K.YGWTAFCGPVGAHGQPSCGK.C；

R.IVDQCSNGGLDLDVNVFR.Q；R.QLDTDGKGYER.G            

PFF Mascot score: [329]      Sequence coverage %: [23]   

Matched peptides No.: [3]         

Calculated Mr: 23042             Calculated pI: 8.15 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptide information: 



Spot No.: 47  

Accession No.: scaffold0696_83618.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：14 kDa zinc-binding protein 

Peptide sequences:  K.AAALTAVPSDSPTIFDK.I；

K.EIPCNVVYEDDKVLAFK.D；K.DISPQAPTHILIIPK.V；K.QEGLEDGFR.I；

R.IVINDGPNGCQSVYHLHIHLLGGR.Q             

PFF Mascot score: [144]      Sequence coverage %: [56]   

Matched peptides No.: [5]         

Calculated Mr: 16097             Calculated pI: 6.29 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptide information: 



Spot No.: 48  

Accession No.: scaffold0155_515853.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Pro-hevein 

Peptide sequences:  K.YGWTAFCGPVGAHGQPSCGK.C；

R.IVDQCSNGGLDLDVNVFR.Q；R.QLDTDGKGYER.G            

PFF Mascot score: [348]      Sequence coverage %: [23]   

Matched peptides No.: [3]         

Calculated Mr: 23042             Calculated pI: 8.15 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptide information: 



Spot No.: 49 

Accession No.: scaffold1222_60641.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Small rubber particle protein 

Peptide sequences:  K.DISGPLKPGVDTIENVVK.T；

K.TVVTPVYYIPLEAVK.F；K.FVDKTVDVSVTSLDGVVPPVIK.Q；

K.TVDVSVTSLDGVVPPVIK.Q；K.QVSAQTYSVAQDAPR.I；

R.IVLDVASSVFNTGVQEGAK.A；K.ALYANLEPK.A；K.AEQYAVITWR.A；

R.ALNKLPLVPQVANVVVPTAVYFSEK.Y；K.LPLVPQVANVVVPTAVYFSEK.Y ；

K.LPLVPQVANVVVPTAVYFSEKYNDVVR.G；R.VSSYLPLLPTEK.I            

PFF Mascot score: [919]      Sequence coverage %: [74]   

Matched peptides No.: [12]         

Calculated Mr: 22331             Calculated pI: 4.80 

Annotated PFF spectra:  

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 50  

Accession No.: scaffold1222_136753.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Rubber elongation factor protein 

Peptide sequences:  K.DKSGPLQPGVDIIEGPVK.N ；K.NVAVPLYNR.F；

K.FVDSTVVASVTIIDR.S；K.DASIQVVSAIR.A；R.SLASSLPGQTK.I            

PFF Mascot score: [479]      Sequence coverage %: [46]   

Matched peptides No.: [5]         

Calculated Mr: 14713             Calculated pI: 5.04 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptide information: 



Spot No.: 51  

Accession No.: scaffold1222_136753.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Rubber elongation factor protein 

Peptide sequences:  K.YLGFVQDAATYAVTTFSNVYLFAK.D；

K.DKSGPLQPGVDIIEGPVK.N；K.NVAVPLYNR.F；K.FVDSTVVASVTIIDR.S；

K.DASIQVVSAIR.A；R.SLASSLPGQTK.I            

PFF Mascot score: [560]      Sequence coverage %: [63]   

Matched peptides No.: [6]         

Calculated Mr: 14713             Calculated pI: 5.04 

Annotated PFF spectra:  

 

 

 



Matched peptide sequences: shown in Bold Red 

 

 

 

Matched peptide information: 



Spot No.: 52  

Accession No.: scaffold1222_136753.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：Rubber elongation factor protein 

Peptide sequences:  K.DKSGPLQPGVDIIEGPVK.N; K.NVAVPLYNR.F; 

K.FVDSTVVASVTIIDR.S; K.DASIQVVSAIR.A; R.SLASSLPGQTK.I            

PFF Mascot score: [358]      Sequence coverage %: [46]   

Matched peptides No.: [5]         

Calculated Mr: 14713             Calculated pI: 5.04 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

 

 

 

Matched peptide information: 



Spot No.: 53  

Accession No.: scaffold1222_136753.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：Rubber elongation factor protein 

Peptide sequences:  K.DKSGPLQPGVDIIEGPVK.N; K.NVAVPLYNR.F; 

K.FVDSTVVASVTIIDR.S; K.DASIQVVSAIR.A; R.SLASSLPGQTK.I            

PFF Mascot score: [433]      Sequence coverage %: [46]   

Matched peptides No.: [5]         

Calculated Mr: 14713             Calculated pI: 5.04 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

 

Matched peptide information: 



Spot No.: 54  

Accession No.: scaffold1222_136753.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：Rubber elongation factor protein 

Peptide sequences:  K.DKSGPLQPGVDIIEGPVK.N; K.NVAVPLYNR.F; 

K.FVDSTVVASVTIIDR.S; K.DASIQVVSAIR.A; 

K.YLGFVQDAATYAVTTFSNVYLFAK.D            

PFF Mascot score: [654]      Sequence coverage %: [55]   

Matched peptides No.: [5]         

Calculated Mr: 14713             Calculated pI: 5.04 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

 

Matched peptide information: 



Spot No.: 55  

Accession No.: scaffold1222_136753.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：Rubber elongation factor protein 

Peptide sequences:  K.DKSGPLQPGVDIIEGPVK.N; K.NVAVPLYNR.F; 

K.FVDSTVVASVTIIDR.S; K.DASIQVVSAIR.A; 

K.YLGFVQDAATYAVTTFSNVYLFAK.D            

PFF Mascot score: [611]      Sequence coverage %: [55]   

Matched peptides No.: [5]         

Calculated Mr: 14713             Calculated pI: 5.04 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

 

 

Matched peptide information: 



Spot No.: 56  

  

Accession No.: scaffold1222_136753.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：Rubber elongation factor protein 

Peptide sequences:  K.SGPLQPGVDIIEGPVK.N; K.NVAVPLYNR.F; 

K.FVDSTVVASVTIIDR.S; K.DASIQVVSAIR.A          

PFF Mascot score: [220]      Sequence coverage %: [36]   

Matched peptides No.: [4]         

Calculated Mr: 14713             Calculated pI: 5.04 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

 

Matched peptide information: 



Spot No.: 57  

Accession No.: scaffold1535_19427.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Serine/threonine-protein phosphatase 2A 65 kDa 

regulatory subunit A beta isoform 

Peptide sequences:  R.LAAGEWFTAR.V；K.TDIMSIFEDLTQDDQDSVR.L；

K.LLEPQDCVAHILPVIVNFSQDK.S；R.YMVANQLYELCEAVGPELTSSDLVPAYVR.L；

R.ILNPELAIQR.I；K.LDQVNQVIGIDLLSQSLLPAIVELAEDR.H            

PFF Mascot score: [621]      Sequence coverage %: [20]   

Matched peptides No.: [6]         

Calculated Mr: 66211             Calculated pI: 4.84 

Annotated PFF spectra:  

 

 

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 58  

Accession No.: scaffold0199_1207598.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Ubiquitin receptor RAD23c 

Peptide sequences:  R.AAYNNPER.A；R.NSQQFQALR.A；

R.LIQEHQADFLR.M            

PFF Mascot score: [154]      Sequence coverage %: [7]   

Matched peptides No.: [3]         

Calculated Mr: 40862             Calculated pI: 4.71 

Annotated PFF spectra:  

 

 

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 59  

Accession No.: scaffold0172_1138898.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Guanosine nucleotide diphosphate dissociation 

inhibitor 2 

Peptide sequences:  K.YGLDDNTVDFIGHSLALHR.D；

R.FQGGSPYIYPLYGLGELPQAFAR.L；K.VVCDPSYLPNK.V；

R.AIAIMSHPIPNTNDSHSVQVILPQK.Q；R.RSDMYLFCCSYTHNVAPK.G；

R.SDMYLFCCSYTHNVAPK.G            

PFF Mascot score: [497]      Sequence coverage %: [21]   

Matched peptides No.: [6]         

Calculated Mr: 50142             Calculated pI: 5.54 

Annotated PFF spectra:  

 

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 60  

Accession No.: scaffold0560_404767.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：Metacaspase-4 

Peptide sequences:  R.SAEPGDLLFVHYSGHGTR.L; R.EFVDQVPHGCR.I; 

K.QTIQDAFESR.G; R.GVHLPSDLHHHHGHR.D; K.LRPTLFDMFGDDASPK.V            

PFF Mascot score: [346]      Sequence coverage %: [16]   

Matched peptides No.: [5]         

Calculated Mr: 46443             Calculated pI: 5.01 

Annotated PFF spectra:  

 

 

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 61  

 

Accession No.: scaffold0233_1484662.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：26S proteasome non-ATPase regulatory subunit 

4 homolog 

Peptide sequences:  M.VLEATMICIDNSEWMR.N; 

R.FQAQADAVNLICGAK.T; R.IIVFAGSPIK.H; 

R.NDLTDEENALLQQALAMSMDEPASSHELR.D            

PFF Mascot score: [231]      Sequence coverage %: [17]   

Matched peptides No.: [4]         

Calculated Mr: 42727             Calculated pI: 4.57 

Annotated PFF spectra:  

 

 

 

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptide information: 



Spot No.: 62  

Accession No.: scaffold0677_45450.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：Probable carboxylesterase 6 

Peptide sequences:  K.LVEEVSGWLR.L; R.LYDDGSVDR.T; 

K.FMADPVPAHQDFIDGVATR.D; R.LPAACDDGFSALLWLR.S; 

R.SSEPWLNDYADFNR.V; R.VFLIGDSSGGNLVHEVAAR.A; R.LAGGIPVHPGFVR.S            

PFF Mascot score: [677]      Sequence coverage %: [29]   

Matched peptides No.: [7]         

Calculated Mr: 37612             Calculated pI: 5.02 

Annotated PFF spectra:  

 

 

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 63  

Accession No.: scaffold0347_688965.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：Annexin D4 

Peptide sequences:  R.STHFFIEDER.S; R.FENALVLWAMHPWER.D; 

R.LLHEALTLVPQSYR.V; R.VILEIACTR.S; R.KAYHSLYDHSIEEDVAIHVTGSER.K; 

K.AYHSLYDHSIEEDVAIHVTGSER.K; K.LLVALVSAYR.Y; K.ETAECLCNPHAYFSK.V; 

K.EIKEEYNSLYGVPLTQK.I; K.DLLLALMTR.D           

PFF Mascot score: [523]      Sequence coverage %: [36]   

Matched peptides No.: [10]         

Calculated Mr: 39535             Calculated pI: 7.72 

Annotated PFF spectra:  

 

 

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 64  

Accession No.: scaffold0823_158984.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：Isoflavone reductase-like protein 

Peptide sequences:  K.NLGVTILPGDLYDHESLVK.A; 

K.RFFPSEFGNDVDHVHAVEPAK.S; R.FFPSEFGNDVDHVHAVEPAK.S; 

R.AIEAAGIPYTYVPSNFFASLIIR.I            

PFF Mascot score: [380]      Sequence coverage %: [20]   

Matched peptides No.: [4]         

Calculated Mr: 33240             Calculated pI: 5.50 

Annotated PFF spectra:  

 

 

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 65  

Accession No.: scaffold0677_448742.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：Proteasome subunit alpha type-5 

Peptide sequences:  R.GVNTFSPEGR.L; R.LFQVEYAIEAIK.L; 

R.FSYGEPMTVESTTQALCDLALR.F; 

K.AIGSGSEGADSSLQEQYNKDLTLQEAETIALSILK.Q; K.DLTLQEAETIALSILK.Q; 

K.VAPTYHLYTPAEVETVISR.L; K.VAPTYHLYTPAEVETVISRL.-              

PFF Mascot score: [609]      Sequence coverage %: [41]   

Matched peptides No.: [7]         

Calculated Mr: 26165             Calculated pI: 4.70 

Annotated PFF spectra:  

 

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 66  

Accession No.: scaffold1222_60641.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：Small rubber particle protein 

Peptide sequences:  K.TVVTPVYYIPLEAVK.F; K.QVSAQTYSVAQDAPR.I; 

R.IVLDVASSVFNTGVQEGAK.A; K.AEQYAVITWR.A; 

R.ALNKLPLVPQVANVVVPTAVYFSEK.Y             

PFF Mascot score: [532]      Sequence coverage %: [41]   

Matched peptides No.: [5]         

Calculated Mr: 22331             Calculated pI: 4.80 

Annotated PFF spectra:  

 

 

 

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptide information: 



Spot No.: 67  

Accession No.: scaffold0814_47376.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：14-3-3-like protein 

Peptide sequences:  K.LAEQAERYEEMVEFMEK.V; K.TVDVEELTVEER.N; 

K.ICDGILSLLESHLIPSASSAESK.V; K.SAQDIALADLAPTHPIR.L; K.DSTLIMQLLR.D            

PFF Mascot score: [396]      Sequence coverage %: [29]   

Matched peptides No.: [5]         

Calculated Mr: 29931             Calculated pI: 4.76 

Annotated PFF spectra:  

 

 

 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptide information: 



Spot No.: 68  

Accession No.: scaffold0814_47376.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：14-3-3-like protein 

Peptide sequences:  M.SPTESSREENVYMAK.L; 

K.LAEQAERYEEMVEFMEK.V; K.TVDVEELTVEER.N; 

K.ICDGILSLLESHLIPSASSAESK.V; K.SAQDIALADLAPTHPIR.L; 

R.LGLALNFSVFYYEILNSPDR.A; K.QAFDEAISELDTLGEESYKDSTLIMQLLR.D; 

K.DSTLIMQLLR.D            

PFF Mascot score: [821]      Sequence coverage %: [50]   

Matched peptides No.: [8]         

Calculated Mr: 29931             Calculated pI: 4.76 

Annotated PFF spectra:  

 

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 69  

Accession No.: scaffold0127_20309.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：Proteasome subunit beta type-6 

Peptide sequences:  R.TSTGMYVANR.A; K.ITQLTDNVYVCR.S; 

R.SGSAADSQIVSDYVR.Y; R.YFLHQHTIQLGQPATVK.V; 

K.NMLETGLIVGGWDKYEGGK.I; R.TVIINSEGVTR.N; 

K.LPLWHEELEPHNSLLDIINASGPEPMHM.-              

PFF Mascot score: [663]      Sequence coverage %: [48]   

Matched peptides No.: [7]         

Calculated Mr: 24974             Calculated pI: 5.47 

Annotated PFF spectra:  

 

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 70  

Accession No.: scaffold1222_60641.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：Small rubber particle protein 

Peptide sequences:  K.DISGPLKPGVDTIENVVK.T; 

K.TVVTPVYYIPLEAVK.F; K.FVDKTVDVSVTSLDGVVPPVIK.Q; 

K.TVDVSVTSLDGVVPPVIK.Q; K.QVSAQTYSVAQDAPR.I; 

R.IVLDVASSVFNTGVQEGAK.A; K.ALYANLEPK.A; K.AEQYAVITWR.A; 

R.ALNKLPLVPQVANVVVPTAVYFSEK.Y; R.VSSYLPLLPTEK.I            

PFF Mascot score: [830]      Sequence coverage %: [71]   

Matched peptides No.: [10]         

Calculated Mr: 22331`             Calculated pI: 4.80 

Annotated PFF spectra:  

 

 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 71  

 

Accession No.: scaffold0344_256841.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：18.5 kDa class I heat shock protein 

Peptide sequences:  K.DFPFPSFASSSSLFPR.E; K.ETPEAHVFK.A; 

R.VLQISGER.H; K.EDKNDTWHR.V            

PFF Mascot score: [221]      Sequence coverage %: [26]   

Matched peptides No.: [4]         

Calculated Mr: 18064             Calculated pI: 5.97 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptide information: 



Spot No.: 72  

Accession No.: scaffold0026_327123.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：Chlorophyllase type 0 

Peptide sequences:  K.EIEFAAEVGNWLLSGLQSVLPEK.V; 

R.GGNIAFALALGYSK.T; K.ISALVGLDPVGR.V           

PFF Mascot score: [316]      Sequence coverage %: [14]   

Matched peptides No.: [3]         

Calculated Mr: 37785             Calculated pI: 6.30 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptide information: 



Spot No.: 73  

Accession No.: scaffold1222_89338.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：Small rubber particle protein 

Peptide sequences:  K.YLEFVQATTDNAVTALSNIYLYAK.D; 

K.DNSGPLKPGVETIEGVAK.T; R.AVDASFTTLQNIVPSVLK.Q; K.QLPTQACDTSVK.E           

PFF Mascot score: [381]      Sequence coverage %: [61]   

Matched peptides No.: [4]         

Calculated Mr: 12769             Calculated pI: 4.61 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

 

Matched peptide information: 



Spot No.: 74  

Accession No.: scaffold1222_136753.mRNA1      

Plant species: Hevea brasiliensis  

Protein name：Rubber elongation factor protein 

Peptide sequences:  K.DKSGPLQPGVDIIEGPVK.N; K.NVAVPLYNR.F; 

K.FVDSTVVASVTIIDR.S; K.DASIQVVSAIR.A; R.SLASSLPGQTK.I            

PFF Mascot score: [451]      Sequence coverage %: [46]   

Matched peptides No.: [5]         

Calculated Mr: 14713             Calculated pI: 5.04 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

 

Matched peptide information: 



Spot No.: 75  

Accession No.: scaffold0155_515853.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：Pro-hevein 

Peptide sequences:  K.YGWTAFCGPVGAHGQPSCGK.C; 

R.IVDQCSNGGLDLDVNVFR.Q; R.QLDTDGKGYER.G            

PFF Mascot score: [221]      Sequence coverage %: [23]   

Matched peptides No.: [3]         

Calculated Mr: 23042             Calculated pI: 8.15 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptide information: 



Spot No.: 76  

Accession No.: scaffold0155_515853.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：Pro-hevein 

Peptide sequences:  K.YGWTAFCGPVGAHGQPSCGK.C; 

R.IVDQCSNGGLDLDVNVFR.Q             

PFF Mascot score: [149]      Sequence coverage %: [18]   

Matched peptides No.: [2]         

Calculated Mr: 23042             Calculated pI: 8.15 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptide information: 



Spot No.: 77  

Accession No.: scaffold0014_190374.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：Cysteine proteinase inhibitor 

Peptide sequences:  K.EVEGSANSVEINSLAR.Y; R.YAVDDYNQK.Q; 

K.QNALLEFK.K; K.QQVVAGTIYYITLEVTDGGQK.K; 

K.QQVVAGTIYYITLEVTDGGQKK.V; K.VWEKPWLNFK.E            

PFF Mascot score: [667]      Sequence coverage %: [64]   

Matched peptides No.: [6]         

Calculated Mr: 11236             Calculated pI: 5.45 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptide information: 



Spot No.: 78  

 

Accession No.: scaffold0824_253044.mRNA1    

Plant species: Hevea brasiliensis  

Protein name：Nuclear transport factor 2 

Peptide sequences:  K.AFVEHYYTTFDANR.A; 

R.AGLANLYQEGSMLTFEGQK.I; K.FSQMFHLIPTPQGSFYVLNDIFR.L            

PFF Mascot score: [252]      Sequence coverage %: [45]   

Matched peptides No.: [3]         

Calculated Mr: 13696             Calculated pI: 5.68 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

 

Matched peptide information: 



Spot No.: 79  

 

Accession No.: scaffold1222_136753.mRNA1     

Plant species: Hevea brasiliensis  

Protein name：Rubber elongation factor protein 

Peptide sequences:  K.DKSGPLQPGVDIIEGPVK.N; 

K.SGPLQPGVDIIEGPVKNVAVPLYNR.F; K.NVAVPLYNR.F; K.FVDSTVVASVTIIDR.S; 

K.DASIQVVSAIR.A            

PFF Mascot score: [372]      Sequence coverage %: [38]   

Matched peptides No.: [5]         

Calculated Mr: 14713             Calculated pI: 5.04 

Annotated PFF spectra:  

 



Matched peptide sequences: shown in Bold Red 

 

 

 

Matched peptide information: 

 


