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	Sample
	control
	FZB42
	FZB42△sfp△alss

	Total unique raw reads
	4704242 (100%)
	4387207 (100%)
	4401138 (100%)

	Unique mappable reads
	4679609 (99.48%)
	4363169 (99.45%)
	4378494 (99.49%)

	Unique transcript mapped reads
	3787305 (80.51%)
	3639110 (82.95%)
	3472813 (78.91%)

	Total number of input transcript
	131612 (100%)
	131612 (100%)
	131612 (100%)

	Number of covered transcript
	117719 (89.44%)
	118006 (89.66%)
	118669 (90.17%)



