Table S1. Prediction of cis-regulatory elements in the 1.8-kb GAFT-A promoter

fragment
Positive or
Site name Location Domain sequence Function
negative sequence
cis-acting element involved in
TATC-box -1611 - TATCCCA
gibberellin responsiveness
G-box -1571 - CACACATGGAA involved in light responsiveness
Pc-CMA2c -1566 - GCCCACACA part of a light responsive module
-1416/-105
Box 1 ++/+ TTTCAAA involved in light responsiveness
3/-744
-1330/-114 involved in shoot-specific expression
as-2-box +/+/- GATAATGATG
8/-908 and light responsiveness
Box 4 -1308 + ATTAAT part of a light responsive module
cis-acting element involved in the
ABRE -1259 - TACGGTC
abscisic acid (ABA) responsiveness
ACE -1241 - AAAACGTTTA involved in light responsiveness
AT1-motif -1110 - ATTAATTTTACA part of a light responsive module
cis-acting element involved in
TCA-element -935 - CAGAAAAGGA
salicylic acid responsiveness
cis-acting element involved in
P-box -934 + CCTTTTG
gibberellin responsiveness
cis-acting element involved in heat
HSE -861 + AAAAAATTTC
stress responsiveness
cis-acting regulatory element related
CAT-box -780 - GCCACT
to meristem expression
MBS -742/-417 +/- CAACTG MYB Binding Site
5'UTR Py-rich cis-acting element conferring high
-620 - TTTCTTCTCT
stretch transcription levels
TC-rich repeats -618 - ATTTTCTTCA cis-acting element involved in



GT1-motif

Spl

circadian

CAAT-box

TATA-box

ARE

TCT-motif

-608/-606

-410/-277

-153

-147/-72...

-100

-57/-49

defense and stress responsiveness

GGTTAA involved in light responsiveness
CC(G/A)CCC involved in light responsiveness
cis-acting regulatory element
CAANNNNATC
involved in circadian control
common cis-acting element in
CAAT
promoter and enhancer regions
core promoter element around -30 of
TATA
transcription start
cis-acting regulatory element essential
TGGTTT
for anaerobic induction
TCTTAC part of a light responsive module

Table S2. Prediction of cis-regulatory elements in the 1.8-kb GhAFT-D promoter

fragment
Positive or
Site name Location Domain sequence Function
negative sequence
ATCT-motif -1722 + AATCTAATCT part of a light responsive module
Box 4 -1711 + ATTAAT part of a light responsive module
cis-acting element involved in
TATC-box -1672 - TATCCCA
gibberellin responsiveness
GC-motif -1622 + CCCCCG Hypoxia induced response element
-1619/-410 GGGCGG/CC(G/A)
Spl -/-1+ involved in light responsiveness
[-277 CccC
-1575/-138 involved in shoot-specific expression
as-2-box +HH+/+ GATAatGATG
8/-1208 and light responsiveness
-1482/-130
ACE -/-1- AAAACGTTTA involved in light responsiveness
0/-1120
AuxRR-CORE -1381 - GGTCCAT involved in auxin response due to



ABRE

G-Box

MBS

Box 1

P-box

TCA-element

HSE

CAT-box

5'UTR Py-rich

stretch

TC-rich repeats

GT1-motif

circadian

CAAT-box

TATA-box

ARE

TCT-motif

-1249/-117

1/-1067

-1249/-106

7

-1174

-1113/-775

-949

-950

-862

=187

-622

-620

-610/-608

-153

-147/-72

-100

-57/-49

-/-I-

+/+

+/+

+/-

TACGGTC

CACACATGGAA

CAACTG

TTTCAAA

CCTTTTG

CAGAAAAGGA

AAAAAATTTC

GCCACT

TTTCTTCTCT

ATTTTCTTCA

GGTTAA

CAANNNNATC

CAAT

TATA

TGGTTT

TCTTAC

stress
cis-acting element involved in the

abscisic acid (ABA) responsiveness

involved in light responsiveness

MYB Binding Site
involved in light responsiveness
cis-acting element involved in
gibberellin responsiveness
cis-acting element involved in
salicylic acid responsiveness
cis-acting element involved in heat
stress responsiveness
cis-acting regulatory element related
to meristem expression
cis-acting element conferring high
transcription levels
cis-acting element involved in defense
and stress responsiveness
involved in light responsiveness
cis-acting regulatory element involved
in circadian control
common cis-acting element in
promoter and enhancer regions
core promoter element around -30 of
transcription start
cis-acting regulatory element essential
for anaerobic induction

part of a light responsive module




Table S3. PCR primers used in this study

Primer

Primer Sequence (5’-3°)

Function

Pst 1-1.0k GhFTp-F

Pst 1-1.5k GhFTp-F

Pst 1-1.8k GhFTp-F

Pst I-4.2k GhFTp-F

Pst 1-4.8k GhFTp-F

Pst 1-5.9k GhFTp-F
Nco I-GhFTp-R

Pst 1-1.8k FT-Dp-F

Pst 1-1.8k FT-Ap-F
Nco I-FTp-R

Pst 1-1.0k FT-Dp-F

Pst 1-1.0k FT-Ap-F

Nco I-FTp-R
qGUS-F
gqGUS-R
qGhFT-F
qGhFT-R
actin2-F
actin2-R

CGCTGCAGCATCCTAATCCCTTTCCC

CGCTGCAGTTACACGAAATATCAT

GGCTGCAGTGAATGACTCCTCCTCAG

CGCTGCAGGCGATACCAAAGGCAGTC

CGCTGCAGCCTCCACTCACTAATCCC

CGCTGCAGGAAATCAACTTCCCCACTT

CGCCATGGTAACCCTACCAACAACCAA

GGCTGCAGTGAATGACTCCTCCTCAG

GGCTGCAGTGAATTACTCCTCCTCAT

CGCCATGGGATATCGCTATTTGGTCTTAC

CGCTGCAGATCATAATCCCTTTCCCCTT

CGCTGCAGATCCTAATCCCTTTCCCCTC

CGCCATGGGATATCGCTATTTGGTCTTAC
TTCGATGCGGTCACTCATTA
TAGAGCATTACGCTGCGATG
TCTGCTATGAGAGCCCACGA

TCATGTCCTACGGCCACCGGATCCACT
ATACGTGCAACAAACCC
CTACCTCCCCGTGTCA

clone of the 1.0-kb promoter in upland
cotton
clone of the 1.5-kb promoter in upland
cotton
clone of the 1.8-kb promoter in upland
cotton
clone of the 4.2-kb promoter in upland
cotton
clone of the 4.8-kb promoter in upland
cotton
clone of the 5.9-kb promoter in upland
cotton
clone of the promoter in upland cotton
clone of the 1.8-kb promoter of D
subgenome in cotton
clone of the 1.8-kb promoter of A
subgenome in cotton
clone of the promoter in cotton
clone of the 1.0-kb promoter of D
subgenome in cotton
clone of the 1.0-kb promoter of A
subgenome in cotton
clone of the promoter in cotton

gRT-PCR

qRT-PCR

gRT-PCR




A

+ TGAATTACTC CTCCTCATTG AATACCAGCT ATGTGCGCAA CCTCAAATAA ATGTACTAGT TTTATAATAT
= ACTTAATGAG GAGGAGTAAC TTATGGTCGA TACAOGCGTT GGAGTTTATT TACATGATCA ARATATTATA

+ CAATTAMGA CTTTTTTGGA TGGGATACAA GTCAAAAGAC TTAACAATGT AACATGCICC TTTCATGTGT
= GTTAATTTCT GAAARAACCT ACOCTATGTT CAGTITICTG AATTGTTACA TTGTACGAGG AAAGTACACA

+ GGGOCCAAAT GCTTGTGTTT TAAATTAGAA ATGTTATTTT TTAGAGGGAT TATTATGAAC CTTAAAAATA
= CODGGGTTTA CGAACACARA ATTTARTCTT TACAATAAAA AATCTCCCTA ATAATACTTG GAATTTTTAT

+ TTAGTATTTT ATAGACAGTA AAATAAACAT TAAGGAAACT TTGTTCATAA AAMAATATAC ACATTTTTAA
= AATCATAAMA TATCTGTCAT TTTATTTGTA ATTCCTTTGA AACAAGTATT TTTTTATATG TGTAAAAATT

+ ACANT CA AATTAAGAAT TCTTAATCCA AAACTCAAAT TAACAATACT CACATGTAAA AAATAAACAC
= TGTTAAMAGT TTAATTCTTA AGAATTAGGT TTTGAGTITA ATTGTTATGA GTGIACATTT TTTATTIGIG

+ GAAATGTCAT TTTAGAG GGATAATCAT GAACTTCAAA AATATTAATC TTTATAGACC GTAAAATAAA
= CTTTACAGTA AMAAMATCTC OCTATTAGTA CTTGAAGTTT TTATAATTAG AAATATCTGG CATTTTATIT

+ CATTAAGGAA GCCTTGGTCA TAAAAAAAAT ATACGCTTTT TAAACATTTT CCACATTAAG AATTTTTAAT
= GTAKTTCCTT CGGAAOCAGT ATTTTTTTTA TATGOGAAAA ATTTGTAAMA GGTGTAATTC TTAAMAATTA

AMARCCCG AATTAACAAT ACTCACGAGT AARAGATATG ACTGAAAATG TCATTTTTTG AGAGATAATC
= OGTI'I'I‘OGGC TTAATTGTTA TGAGTGCTCA TTTTCTATAC TGACTTTTAC AGTAMMAAAC TCTCTATTAG

+ ATGAATCTCA AAARTATTAG TCTTCATAGA CTGTAARATG AATATTAAGA AATCTTGGTC ATTAGAAAAK
= TACTTAGAGT TTTTATAATC AGAAGTATCT GACATTTTAC TTATAATTCT TTAGAACCAG TAATCTTIIT

+ TATACATTTT TTAAATATTT TCAAAATTAA GAAATCTTGA TATTACCCAC CGATGTCTAT TTCATGATGT
= ATATGTAAAA AATTTATAAA AGTTTTAATT CTTTAGAACT ATAATGGGTG GCTACAGATA AMGTACTACA

+ TAATTAAATT TTTACTTGTT TATACTAATA TTATGCCAAA ACAMCTAACA AATTTGTCAA TCM\TI’OL'I'
= ATTAATTTAA AAATGAACAA ATATGATTAT AATACGGTTT TGTTGATTGT TTAAACAGTT AGTTTAAGG

+ TTTGTGGAGG AATAGAAATT GGACATCATA ATCOCTTTCC CCTTATTTAA AAMMMGTTAT ATTAACTTIT
= AAACACCTCC TTATCTTTAA OCTGTAGTAT TAGGGAAAGG GGAATAAATT TTTTTCAATA TMTNMAA

+ AAAMMMATTC ATTTACTATT TTTCAAGATA TTATCTTTAA AATAGACGAA TTATATACCT TTTTACTAGT
= TITTTTTAAG TAAATGATAA AAAGTTCTAT AATAGAAATT TTATCTGCTT AATATATGGA AMAATGATCA

+ TATACAGTGG
= ATATGTCACC

AARAMATAGT AAATATTCTC AACTGAGTTA CCCTATTTTA
TTTTTTATCA TTTATAAGAG TTGACTCAAT GGGATAARAT

+ CACCODCAMA GGCAAMAMAG AAAAAGTAAG TACTATAMAT TATTTTATGT CATGGATATA GGTATGGGGA
= GTGGGGGTTT COGTTTTTTC TTTTTCATTC ATGATATTTA ATAAMATACA GTACCTATAT CCATACCOCT

ATCACAGAAR GGGCAAGCAA ATAAARACCC TAAAGAAGAA AAT CCAMGCTGAG m
© TAGTGTCITT COCGTICETT TATTTITGGS ATTICITCTT 11 GOTTCGACTC

+ %ECTC AGTCATTTTT AGTAGGGGTG ACAGCCTCCT TTITITGIAG TCAGCOCGAT GOCCTTTTAT
= AG TCAGTAAAAA TCATOCCCAC TGTCGGAGGA AAAAMACATC AGTCGGGCTA CGGGAAAATA

+ CTTCTATATA CTATACTATA TTGCTAGCAA AGGGGTGTGT GTGTTTGTGG AATAGTCGAA GATCATCAGC
= GAAGATATAT GATATGATAT AACGATCGTT TCCCCACACA CACAMACACC TTATCAGCTT CTAGTAGTCG

+ TGARACGATG W TGGGGGGGTT GARTCGAATA AATTTATCGA AGAARACAA
- ACTTTGCTAC TCAAC ACCCCUOCAA CTTAGCTTAT TTAMATAGCT TCTTTTGTTT

+ RAGTAARAAA GAACTGATTT AGACATAATG TACCATGAAC GGGATGCTGT GGACCGGCTT TTATGAAAMA
~ TTCATTTTTT CTTGACTAAA TCTGTATTAC ATGGTACTTG COCTACGACA CCTGGCCGAA AATACTTTTT

+ ATAAATAAAC TAARGTGGGT TGCACCACCC CTCTTTGAAC TTCACTTTAC AGTTTTGAGG TTTTAACATT
= TATTTATTTG ATTTCACCCA ACGTGGTGGG GAGAAACTTG AAGTGAAATG TCAAAACTCC AAMATTGTAA

+ GGGTTTGCAT ATTCAGGATC AR ATATCACTGC TGGCTTTAAC AGCATGTATT ATGATAAAAA
~ COCARBACGTA TAAGTCCTAG G TT TATAGTGACG ACCGAMATTG TCGTACATAA TACTATTTTT

4 AGCAGCTAGA. TTCTATTGAT GGTACGTAAA GTCTTAAAGT AGATACCCOC ACACCTTCAT GTATAAATAG
= TCGTOGATCT AAGATAACTA CCATGCATTT CAGAATTTCA TCTATGGGGG TGTGGAAGTA CATATTTATC

+ CACTOGGGTG TTAGCTTGTA TTGATCAGAT CAGTAAACCA ACAAACCAAA AAAAAAMARA
= GTGAGCCCAC AATCGAACAT AACTAGTCTA GTCATTTGGT TGTTIGGTTT TTTTT T[GGATGTGT

+ GTAAGACCAA ATAGCGATATC
- CATTCTGGTT TATCGCTATAC

B

+ TEMTGI\CTC CTCCTCAGTG AATACCAGCT ATGTGCGCAA CCTCAAATAA ATGTAATCTA ATTAATGCTA
ACTGAG GAGGAGTCAC TTATGGTOGA TACACGCGTT GGAGTTTATT TACATTAGAT TAATTACGAT

+ GTTTTATATA TATCAMAGAC TTTTTTGEAT GGGATACAAG TCAAAMGACT TAACAATGTT ACATGCTCCT

~ CAAMATATAT ATAGTTTCTG AAAAAAOCTA CCCTATGTTC AGTTTTCTGA ATTGTTACAA TGTADGAGGA

+ TTC&TGTGTC CCOCGOCCAA ATGCTTGTGT TTTAAATTAG AAATGTTATT TTTTTAGAGA GATAATTATG
AMGTACACAG GGGGOGGGTT TACGAACACA AAATTTAATC TTTACAATAA AAAAATCTCT CTATTAATAC

+ AAACTTTAAL ATATTAGTAT TTTATAGACA GTAAMATAAA TATTAAGGAA ACTTTGGTCA TAAAAAATAT
= TITGAAATTT TATAATCATA AARATATCTGT CATTTTATIT ATAATTOCTT TGAMACCAGT ATTTTTTATA

+ ATACATTTTT ARACATTTTT TAAATTAAGA ATTCTTGATC CAMAATCTGA ATTAACAATA TTCACGCGTA
= TATGTAAAAL TTTGTAARAA ATTTAATTCT TAAGAACTAG GTTTTAGACT TAATTGTTAT AAGTGCGCAT

+ AAMAATATTA CACGAMATAT CATTTTTGAG AGGGATAATC ATGGAOCTCA AAARTATTTA TCTTTATAGA
= TTTTTATAAT GTGCTTTATA GTAAAAACTC TCOCTATTAG TACCTGGAGT TTTTATAAAT AGAAATATCT

+ CTGTAAARTA ARCATTAAGG AARCCTTCGT CATAAAKAAT ATATTTTTTT AAACATTTIC CAAATTAAGG
= GACATTTTAT TTGTAATTCC TTTGGAMOCA GTATTTTTTA TATAAMAAMA TTTGTAAAAG GTTTAATTCC

+ ATTTTTAATC CAAAMOCCAA ATTAACAATA CTCACGTATA AAAGATATGA CTGGAAATGT CAGTTITIAG
— TAAMMATTAG GTTTTGGGTT TMTTGT'I.\T GAGTGCATAT TTTCTATACT GACCTTTACA GTCAAAAATC

+ AMMGATAATC ATGAATCTCA AAAATATTAG TCTTCATTGA CCGTAAAATG AACATTAAGA AACCTTAGTC
= TTTCTATTAG TACTTAGAGT TTTTATAATC AGAAGTAACT GGCATTTTAC TTGTAATTCT TTGGAATCAG

+ ATAAGAARAA TATACATTTT TTAAACCTTT TCAAAATTAA GAAATCTTGA TTCAAAACCC GAATTAACAA
= TATTCTTTTT ATATGTARAA AATTTGGAAA AGTTTTAATT CTTTAGAACT AMGTTTTGGG CTTAATTGTT

+ TACTCACGTA TAAGTATAAA AGTTATTACA CAOGCAGATG TCTTTTTCAT GATGTCAATT ARACTTTTAC
= ATGAGTGCAT ATTCATATTT TCAATAATGT GTGOGTCTAC AGAAAMAGTA CTACAGTTAA TTTGAMAATG

+ TIGTTTATAC TAATATTATA CCAAAACAAC TAACAAATTT GTCAATCAAA TTCCTTTTGT GGAGGAATAT
— AACAMATATG ATTATAATAT GETTTTGTTG ATTGTTTAAA CAGTTAGTTT AMGGAAAACA CCTCCTTATA

+ TAGAATTTGG ACATCCTAAT CCCTTTOOOC TCATTTAAAA TAAGTTGAAG TATATTTATA TTAACTTITA
= ATCTTAAMCC TGTAGGATTA GGGAAAGGGG ACTAMATTTT ATTCAACTTC ATATAAATAT AATTGAAMAT

+ AMAMMATTCA TTTACTATTT TTCAAGATAT TATCTTTAAA GAAGACGAAT TATATAGCTT TTTACTAGTT
= TITTTTAMST ARATGATAAA AAGTTCTATA ATAGAARTTT CTTCTGCTTA ATATATCGAA AAATGATCAA

+ ATACAGTGGC m KARAKTAGTA AATATTCTCA ACTTAGTTAC CCTATTTT,
- TATGTCADCG T TIATAAGAGT TAMCATG CoAT MAATE

+ m CARRARAGAA AAAGTAAGTA CTATARATTA TTTTATGTCA TOGATATAGG TATGGGGAAT
- GTTTTTICTT TTTCATTCAT GATATTTAAT AAMATACAGT AGCTATATOC ATACCOCTTA

+ CACAGAAMGG GCAAGCAAAT m
= GTGTCTTTOC CGTTOGTTTA 'I'ETTNGG&T TICTT CTTTT TIOS!L'[ [CAA

TCAG TCATTTTTAG TTGGGGTGAC AGOCTCCTTT TTTTIGTAGT CAGOCCGATG CCCTTTTATC
AGTC AGTAAAMATC AACCCCACTG TOGGAGGAAA AAMAACATCA GTCGGGCTAC GGGAAAATAG

+ TTICTATATAC TATACTATAT AGCTAGCAAL GGGGTGTGTG TGTGTGTGGA ATAGTCGAAG ATCATOGGCT
= MAGATATATG ATATGATATA TCGATOGTTT CCOCACACAC ACACACACCT TATCAGCTIC TAGTAGCCGA

+ GAAACGATGT GTGGG GGOGGEGCTT GAATCGAATA AATTTATCGA AGAAAACAAA
= CTTTGCTACK 'ADCC COODOCCCAM CTTAGCTTAT TTAAATAGCT TCTTTIGTIT

+ AMGTAAAAAA GAACTGATTT AGACATAATG TAOCATGAAC GGGATGCTGT GGACCGGCTT TTATGAAAAA
= TTCATTTTTT CTTGACTAAA TCTGTATTAC ATGGTACTTC CCCTACGACA CCTGGOCGAA AATAC

+ ATAAATAAAC TAAAGTGGGC TGCACCACCC CTCTTTGAAC TTCACTTTAC AGTTTTGAGG TTTTAACATT
~ TATTTATTIG ATTTCACCCG ACGTGGTGGG GAGAAACTTG AAGTGAAATG TCAARACTOC AAAATTGTAA

+ GGGTTTGCAT ATTCAGGATC m ATATCACTOC TGGCTTTAAC AGCATGTATT ATGATAAAAA
~ COCAAACGTA TAAGTOCTAG TATAGTGACS ACCGAANTTG TOGTACATAA TACTATTTTT
+ AGCAGCTAGA TTCTATTGAT GGTACGTAAA GTCTTAAAGT AGATACOCCC ACACCTTCAT GTATAAATAG
- TOGTCGATCT AAGATAACTA CCATGCATTT CAGANTTTCA TCTATGGGGC TGTGGAAGTA CATATTTATC

+ CACTCGGGTG TTAGCTTGTA TTGATCAGAT CAGTAAACCA ACAAACCAAA AAAAAAAAAA
~ GTGAGCOCAC AATOGAMCAT AACTAGTCTA GTCATTTGGT TGTTTGGTTT TTTTTTTIIT TTGGATGTG‘I’

+ GTAAGACCAA ATAGOGATATC
= CATTCTGGTT TATOGCTATAG

B comst
- cor:

Figure S1. CORE and CCAAT domains in the 1.8-kb cotton F7 promoters. (A)
GhFT-A promoter. (B) GhFT-D promoter. The red box represents the CCAAT domain.

The blue box represents the CORE domain.



