

Supplementary Figure 1. Melting curves of the final qPCR products of the candidate RGs and stress-responsive genes.	
Supplementary Figure 2. Quantification cycle values of the 14 candidate RGs as a function of time and stress conditions in the root. 	
Supplementary Figure 3. Quantification cycle values of the 14 candidate RGs as a function of time and stress conditions in the leaves. 	
Supplementary Figure 4. Normalized relative expression of the three stress-responsive genes in the leaves.	
Supplementary Table 1. Precise chlorophyll fluorescence and relative water content value at each time points.
Supplementary Table 2. Consensus ranking list of the 14 candidate RGs to be used in the leaves.	
Supplementary Table 3. Consensus ranking list of the 12 candidate RGs to be used in the roots and leaves mixed together.	
Supplementary Table 4. Consensus ranking list of the 12 candidate RGs to be used in the roots, leaves, coarse roots stele and cortex, stem xylem and bark mixed together.	
Supplementary Table 5. RNA quality, purity and integrity.	
Supplementary Table 6. Information on the stress-responsive genes. Abbreviations are the same as in Table 2.
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