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ﬁure S6. Proportions of transcribed genes that show tissue-specificity in maize transcriptom%

The left part of the figure shows the numbers of transcribed genes in different maize tissues at various
time points, while the right part shows the proportion of tissue-specific transcribed genes in the total
number of transcribed genes for each tissue. There were ~23,000 transcribed genes (marked in dark
red) in the anther transcriptomes and ~6% of them (marked in dark blue) were specifically transcribed in

the anther. This proportion was the highest among the 79 tissues sampled at different developmental
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