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Figure S3. A diagram of reconstructed ceRNA-miRNA-target gene regulatory networks and their 

crosstalk. 

Known and potentially novel miRNAs identified in this study, and the predicted ceRNAs and target 

genes, were all included in the network. Different types of transcribed loci were marked in various colors. 

ceRNA-miRNA pairs were shown linked by wavy lines, while miRNA-target pairs were linked by straight 

lines. The number of maize lines (none, one, or two) with negative expression correlations in each 

ceRNA-miRNA pair or miRNA-target pair was represented by the line width.   


