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Figure S1

Figure S1. Word cloud based on literature (open access papers) for each miRNA, and from 
searchable database miRBASE (www.mirbase.org).
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Figure S2

Figure S2. Dotplot of enrichment analysis in: (a) SD-SVZ compared to SD-STR.; Panther (P) and 
Reactome (R-MMU) pathways; (b) and in TSD-SVZ compared to TSD-STR.; Panther (P) and 
Reactome (R-MMU) pathways. Padjusted < 0.05 was considered statistically significant.


