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	pTa
	pT1
	pT2-4

	FGFR3
	no. samples analyzed
	42
	39
	18

	
	samples with FGFR3 mutation
	21/42 
(50%)
	22/39 (56.4%)
	5/18 (27.8%)

	
	single mutations
	20/21 (95.2%)
	20/22 (90.9%)
	5/5 
(100%)

	
	multiple alterations
	1/21 
(4.8%)
	2/22 
(9.1%)
	/

	
	p.S249C
	13/21 (61.9%)
	9/22
(40.9%)
	2/5
(40.0%)

	
	p.Y373C
	2/21 
(9.5%)
	2/22
(9.1%)
	1/5
(20%)

	
	p.K650E
	2/21 
(9.5%)
	2/22
(9.1%)
	/

	
	p.R248C
	3/21 
(14.3%)
	7/22
(31.8%)
	2/5
(40%)

	
	p.G380R 
+
p.K650N
	1/21
(4.8%)
	/
	/

	
	p.R248C 
+
p.S249C
	/
	1/22
(4.5%)
	/

	
	p.R248C
+
p.G380R
	/
	1/22
(4.5%)
	/

	TP53
	no. samples analyzed
	42
	38
	18

	
	samples with TP53 mutation 
	6/42 (14.3%)
	11/38 (28.9%) 
	6/18 (33.3%)

	
	single mutations
	5/6
(83.3%)
	7/11
(63.6%)
	6/6
(100%)

	
	missense
	5/6 
(83.3%)
	6/11 (54.5%)
	5/6
(83.3%)

	
	nonsense
	/
	1/11
(9.1%)
	/

	
	frameshift
	/
	/
	1/6
(16.7%)

	
	multiple alterations
	1/6
(16.7 %)
	4/11
(36.4%)
	/

	
	multiple missense
	1/6 
(16.7%)
	1/11
(9.1%)
	/

	
	missense
 + 
nonsense
	/
	2/11
(18.2%)
	/

	
	missense 
+ 
in-frame deletion
	/
	1/11
(9.1%)
	/



