A C

MsYABBYS IATGGATATGGCTGAGCAGCTGTGTTACATTCCTTGCAGCTACTGCAATATTATTCTTGCGGTAAGTGTTCCATG( 75 MsMYB ATGGGAAGAGCGCCGTGCTGTGAGAAAGTTGGGT TGAAGAGAGGGAGATGGACTGCAGAAGAAGATGAAAAGCTC 75
VT Te LTy T=T0 [0 GGt I A TGGA TATGGCTGAGCAGCTIGTGT TACATTCCTTGCAGCTACTGCAATATTATTCTTGCGGTAAGTGTTCCATG! 75 VT Yo (T t=Tolokclop4e eI A T GGGAAGAGCGCCG TGC TG TGAGAAAG T TGGG T TGAAGAGAGGGAGATGGACTGCAGAAGAAGATGAAAAGCTC 75
MsYABBYS IAGCAGCTTGTTTGATGTAGTGACAGTTAGGTGTGGGCACTGCGCCAATCTTTGGACTGTGAATATGGCTGCTGC( 150 MsMYB AGAAAATATATTCAGGAAAATGGTGAAGGCTGCTGGCGATCATTGCCCAAGAATGCAGGTTTACTTAGATGTGGA 150
VT Yo T=TaT=I0 0 [cw ot IO I A GCAGC T TG T TTGATGTAGTIGACAGTTAGGTGTGGGCACTGCGCCAATCTTTGGACTGTGAATATGGCTGCTGC! 150 VT Yo [T =T l0cTop4 I A GAAAATATAT TCAGGAAAATGGTGAAGGCTGCTGGCGATCATTGCCCAAGAATGCAGGTTTACT TAGATGTGGA] 150
MsYABBYS [TTCCCCTCTCTGCACGCCTCCTCCTTCCAAGATCTTCATCACCATICACCATCAGGGT@TTAGCTACGCTCCATCG 225 MsMYB AAGAGTTGCAGACTGAGATGGATTAATTATTTGAGATCRGATGTGAAGAGAGGGAATATTTCTTCTCAAGAAGAA 225
VT Yo 1Ty =100 [cwIGisIO B T TCCCCTCTCTGCACGCCTCCTCCTTCCAAGATCTTCATCACCATICACCATCAGGGTYTTAGCTACGCTCCATCG 225 VT Yo [T =Tl kcTop4e s I A A GAGT TGCAGACTGAGATGGATTAATTATTTGAGATCHIGATGTGAAGAGAGGGAATAT TTCTTCTCAAGAAGAA] 225
MsYABBYS IGATTACAGAGTCGACCT@GGCTCCTCTTICCAAATGGAACTACAGGATGCCAATIGCAGCCTCCTAGCTTCATCAAC 300 MsMYB [GAAATCATICAT TAATCTCCATGCATCTATGGGCAACAGGTGGTCCCTGATCGCCGCGCACTTGCCGGGTAGAACA] 300
(VT Yo =Ty =100 cw ot I GA T TACAGAG TCGACCTIGGCTCCTCTTICCAAATGGAACTACAGGATGCCAATIGCAGCCTCCTAGCT TCATCAA( 300 VYo lT =Tl kcTop4e I I GA AATCATICAT TAATCTCCATGCATCTATGGGCAACAGGTGGTCCCTGATCGCCGCGCACT TGCCGGGTAGAACA] 300

MsYABBYS IAAACCAGATCAGAGAATCATICAATCGTCCCCCTGAGAAGCGGCAGCGTGTTCCATCTGCATACAATCAGTTCAT 375 MsMYB IGACAATGAAATCAAAAATTACTGGAACTCCCATTTGAGEAGAAAATTCCACGGTTTCCGCCIMMBCTAATCCACAG 372

VT ToT=TaT=Tol0 oGt T A A AACCAGATCAGAGAATCATICAATCGTCCCCCTGAGAAGCGGCAGCGTGTTCCATCTGCATACAATCAGTTCAT 375 VT Yo [T =Tl kcTop4e IS I G A CAATGAAATCAAAAAT TACTGGAACTCCCATTTGAGIAGAAAATTCCACGGT T TCCGCCE®OCTAATCCACAG 375

MsYABBYS IAAGGAGGAAATTCAAAGAATICAAGGCCAACAATCCTGATATCAGCCATAGGGAAGCTTTCAGCACTGCTGCCAAA] 450 MsMYB TCATTCCGCCGCCGCCGCCTCCGOEGCCATCCTCCAAGCCCAAGAAGACAAAGAACAGTAATAAGAAGGCAAAG 447

VT TeT=Ta T=To 0GR GIT N A A GGAGGAAATT CAAAGAATICAAGGCCAACAATCCTGATATCAGCCATAGGGAAGCT TTCAGCACTGCTGCCAAA] 450 Unigene0030793 TCATTCCGCCGCCGCCGCCTCCGORGCCETCCTCCAAGCCCAAGAAGACAAAGAACAGTAATAAGAAGGCAAAG 450

MsYABBYS IAATTGGGCACACTTTCCTCATATCCATTTTGGGCTCATGCTGGAGAGCAAGAACCAAGATAATAAACTTGAGGAG 525 MsMYB IGCGGCAGCTAAAACEGCCACTGCCGCCGTCGTCATGCCGACTACCCCCACTCCGGAGAAAGAGTCCTCGGTGGGC] 522

VT Te Tl =T 0 S GI M A A T TGGGCACACTTTCCTCATATCCATTIT TGGGCTCATGCTGGAGAGCAAGAACCAAGATAATAAACTTGAGGAG 525 VT Yo (=T T=Tolokclol4e eI G CGGCAGC TAAAACHGCCACTGCCGCCGTCGTCATGCCGACTACCCCCACTCCGGAGAAAGAGTCCTCGGTGGGC 525

MsYABBYS GATTCTGAGAAGCATCAAATIGAGAAGGGCAGCCGTTCTGAACAAATG 572 MsMYB AGACCTGGGAAGGAGAGAGAAAGTGAAGCGAGAGAGAGCGGCAGCTCCATGGTGGGAGAGT TGGACGATTTAAR 597

(VT Yo =Ty T=I0 0 cwICic IO I GA T TCTGAGAAGCATCAAATIGAGAAGGGCAGCCGTTCTGAACAAATG] 572 Unigene0030793 AGACCTGGGAAGGAGAGEGAAAGTGAAGCGAGAGAGAGCGGCAGCTCCATGGTGGGAGAGT TGGACGATTTAAE 600
MsMYB ATGACGGAGGACTTGAGCGGCCTCTGGGGCCCCACACTGGACT TCGGGACCGGAAGTGAAATTTCGGATCCGGG 672
Unigene0030793 ATGACGGAGGACTTGAGCGGCCTCTGGGGCCCCACACTGGACTTCGGGACCGGAAGTGAAATTTCGGATCCGGG 675

E; MsMYB ICTGGGCCAGCTAGATAACTCGTCGTTGCAAATTTASGAAGARACGCTTTCGTGGATTTGGAACGACGAGGACGAC] 747
Uni [0cioyg I CTGGGCCAGCTAGATAAC A AS A

MsYABBYS MDMAEQLCY IPCSYCN I ILAVSVPCSSLFDVVTVRCGHCANLWTVNMAAAFPSLHASSFQDLHHHHHQGES YAP: 75 nigene JCCICCTICC A T ACARG AR ACOCT T CG TOGAT T TG CRACGACG CCACCAC 750

[V TeT=Ta=Tol0lcwLCiT I VIDMAEQL CY I PCSYCN 1 | LAVSVPCSSLFDVVTVRCGHCANLWTVNMAAAFPSLHASSFQDLHHHHHQGFS YAP! 75
MsMYB AAGTGGAATTCCAACGTGGACAACGGAGAAATGGATGGTGCAATGCTTTCTTGGTTGTTGTCATG 812
Uni 0030793 AAGTGGAATTCCAACGTGGE!

MsYABBYS DYRVDLGSSSKWNYRMPMQPPSF INKPDQR I INRPPEKRQRVPSAYNQF IKEE 1QR I KANNPD I SHREAFSTAAK] 150 nrgene CAACCCAGAMTCCATCEICCAATCCT T IO TCCTICTTCTCAG 815

VT [eT=a ETol0 CwLCi D Y RVDL GSSSKWNYRMPMQPPSF INKPDQR I INRPPEKRQRVPSAYNQF IKEE{1QRIKANNPD | SHREAFSTAAK] 150

MsYABBYS INWAHFPH IHFGLMLESKNQDNKLEEDSEKHQMRRAAVL 189

(V] TeT=Ta T0[0TCwLGiT N\ AHF PH | HFGLMLESKNQDNKLEEDSEKHQMRRAAVL 189 [)
MsMYB [MGRAPCCEKVGLKRGRWTAEEDEKLRKY IQENGEGCWRSLPKNAGLLRCGKSCRLRWINYLRSDVKRGN I SSQEE] 75
[Vl [el=Tpt=l0/0c opde B IGRAPCCEKVGLKRGRWTAEEDEKLRKY IQENGEGCWRSLPKNAGLLRCGKSCRLRWINYLRSDVKRGN I SSQEE] 75
MsMYB [E 11 INLHASMGNRWSL IAAHLPGRTDNE IKNYWNSHLSRKFHGFREPNPQF I PPPPPPEPSSKPKKTKNSNKKAK] 149
[Vl fel=Tatelo/0clopge R 1 1 | NLHASMGNRWSL | AAHLPGRTDNE IKNYWNSHLSRKFHGFRZPNPQF | PPPPPPEPSSKPKKTKNSNKKAK] 150
MsMYB AAAKTATAAVVMPTTPTPEKESSVGRPGKERESEARESGSSMVGELDDL\MTEDLSGLWGPTLDFGTGSE I SDPG 224
Unigene0030793 AAAKTATAAVVMPTTPTPEKESSVGRPGKERESEARESGSSMVGELDDLEMTEDLSGLWGPTLDFGTGSE I SDPG 225

MsMYB LGQLDNSSLQ I YEETLSW IWNDEDDKWNSNVENGEMDGAMLSWL 269
(VT [T ET0oxcior I GOLDNSSLQ1YERTLSW IWRDEDDKWNSNVANGEMDGAMLSWL 270

Supplementary Figure 7 Alignment of nucleotide and amino acid sequences of MsYABBY5 and MsMYB with their homologs in M.
canadensis. A, B: nucleotides and amino acid sequences of MsYABBY5 and Unigene0062650; C, D: nucleotides and amino acid sequences of
MsMYB and Unigene0030793.



