
Supplementary Table 1a. Length distribution of assembled transcripts and unigenes. 

Sample PBS_muscle PBS_spleen Treat_muscle Treat_spleen 

Total Number 39028 86458 54494 81416 

Total Length 21095228 49831390 31488871 50555637 

Mean Length 540 576 577 620 

GC(%) 45.82 45.77 45.9 45.82 

 

 

Supplementary Table 1b. Summary of annotations of assembled unigenes. 

Values Number Percentage 

Total 69,480 100% 

Nr-Annotated 42,229 60.78% 

Nt-Annotated 59,255 85.28% 

Swissprot-Annotated 35,900 51.67% 

KEGG-Annotated 33,057 47.58% 

COG-Annotated 11,772 16.94% 

Interpro-Annotated 32,085 46.18% 

GO-Annotated 18,764 27.01% 

Overall 60,593 87.21% 

 

  



Supplementary table 2a. Enrichment of differentially expressed signal transduction pathway 
annotation in Muscle 

 

Supplementary table 2b. Enrichment of differentially expressed signal transduction pathway 
annotation in spleen 

 

 

 

 

 

 

  



Supplementary Table 3a. Analysis of differentially expressed immune relevant pathway 
annotation in muscle 

 

 

Supplementary Table 3b. Analysis of differentially expressed immune relevant pathway 
annotation in spleen 

 

 

 

 

 



 

Supplementary figure 1. The cluster of orthologous groups (COG) classification.  

 

 

 

 

 


