
 

 

Figure S1. Alignment of sequences of AhDREB1 with six DREB subfamily genes. 

Figure S2. Analysis of cis-acting element of AhDREB1 promoter. 
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Figure S3. Images (bright-field microscopy) of stomatal apertures in the leaves of three-week-old 
AhDREB1-OX and Col plants under control or dehydration conditions. 

 

Figure S4. H3ac levels in chromatin of peanut leaves under 100μM ABA treatment. 
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Table S1.  Primers for RT-qPCR. 

Genes Primers(5'- 3') 

 

AhACTIN 

 

 

AtACTIN2 

 

 

AhAREB1 

 

 

AhNCED1 

 

 

AhDREB1 

 

 

AtRD29A 

 

 

AtNCED3 

 

 

AtP5CS1 

 

 

AtP5CS2 

 

 

AtPYL2 

 

F: GATTGGAATGGAAGCTGCTG 

R: CGGTCAGCAATACCAGGGAA 

 

F: GGTAACATTGTGCTCAGTGGTGG 

R: AACGACCTTAATCTTCATGCTGC 

 

F: ACAAGGGAACCAGCATTAGG 

R: TCACCACCACCATACCAACCA 

 

F: TTACCTGTGGGATTGTTTGC 

R: ACATGAGCCTCTACTTCTGC 

 

F: TGGCAAACACAGCACCTCAACTC   

R: TCTGCCTCACCCCTCTGTAAAGC 

   

F: CAGGCGTAACAGGTAAACCTAGA 

R: TCGGAAGACACGACAGGAAACAC 

 

F: TCGCAAGATTCGGGATTTTAGAC 

R: TTTCTGGCTCTTCCCAAGCGTTC 

 

F: AGAGCAATGGAGTCACTTTGTATG 

R: CCTTGGCACAGTACTCATGGTTG 

 

F: ATTCCTCCGCCAAGTGGACAGTG 

R: CTCAGCACCAAGTCCGAACCTAA 

 

F: CCCGAGGGAAACACAGAGGAAGA 

R: ATAGGTGCAGATGTGGCGGCAAC 
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AtPP2C5 

 

 

AtSnRK2.2 

 

 

AtSnRK2.4 

 

 

AtAREB3 

 

 

AtABF4 

 

 

F: CGACGACGGAGGTTACAAAAATG 

R: TTGTTCCCTAGATTCATCGCAGC 

 

F: TGGTCTTGCGGTGTAACATTATATG 

R:CGAGTATGTGACACTAAGGATTCTTTG 

 

F: TGGCTGATGTATGGTCTTGTGGT 

R: GTTTTCCTGAAGTTCTTGGGGTC 

 

F: GAGGAGGGATAAGCAGCCTACAC 

R: ACCACCAACAGGACCATCATGGT 

 

F: CAAGGATGGTAATATGGAAGGTAG 

R: GTGTCATTTCCCCTAAAGTCTGT 
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Table S2. Primers for ChIP-qPCR. 

 

Fragments Primers(5'- 3') 

 

P1 

 

 

P2 

 

 

P3 

 

 

P4 

 

 

P5 

 

F: CGGTTTGCTGCGTCTATTAG   

R: CCATATCGATGCGCGTTTAC 

 

F: GAACAATGTTGACGAATCTAACCC 

R: GCAATACTACGAGCTTCAATACC 

 

F: TTCTTTTCCCCCCTCTGTTACAC 

R: ACTAAGCCTGGATCTCGATTCTG 

 

F: TGGCAAACACAGCACCTCAACTC   

R: TCTGCCTCACCCCTCTGTAAAGC 

 

F: GCCCTTCCATAGATCTCATT 

R: ATAAAAGCCAGGTCAAGCAG 

 

P6 

 

 

AhACTIN 

 

F: GAACAATGTTGACGAATCTAACCC 

R: GCAATACTACGAGCTTCAATACC  

 

F: GATTGGAATGGAAGCTGCTG 

R: CGGTCAGCAATACCAGGGAA 

 

 

 

 


