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A schematic representation of the assembly of the pBQ-S5/MAR vector is reported in figure S1.
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Figure S1. Assembly of the pBQS/MAR vector. A) The Sall-Pcil fragment, containing the CMV promoter
(pCMYV), the enhanced GFP gene (eGFP) and the S/MAR element, was cut from the pEPI-eGFP and cloned
into the pBQ6.2 (B) previously digested with Sall and Pcil. Subsequently, a polyA element was inserted as a
Sall-Xhol fragment downstream the S/MAR element. The resulting pBQS/MAR vector is reported in C.

RT-PCR for wt CFTR

Reverse transcription and amplification (RT-PCR) of CFTR with the primer pair CF7C R
(ATAGGAAACACCAAAGATGA) and CF17(S) F (GAGGGATTTGGGGAATTATTTG) specifically detected
wt CFTR mRNA and not phe508del CFTR transcripts (Illek B. et al., 2008). As expected, RT-PCR of CFBE
(homozygous for the phe508del CFTR mutation) and 16HBE (wt CFTR) RNA samples clearly showed the
presence of the amplification band in latter, but not in the former samples.
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Figure S2. CFTR amplification by RT-PCR with primers CF7C R + CF17(S)
S— F of RNA extracts from CFBE and 16HBE cells.
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