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Figure S1. Calculated dynamical cross-correlation maps. The cross-

correlation maps of the fluctuation of motion between residues in CypA (a), IL-

2 (b) and IL-1 (c), illustrating the correlation of motion between residues in the 

simulations. The two axes in the maps refer to residues indices. The range of 

motion is indicated by various colors in the panel. Red indicates positive 

correlation whereas blue indicates anticorrelation. The coefficients in the legend 

range from 1 (significantly correlated motion) to -1 (significantly anticorrelated 

motion). Positive values represent positive correlated motion which indicates 

residues are generally moving in the same direction, and negative values 

represent anticorrelated motion which indicates residues are generally moving 

in opposite directions. 


