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Supplementary Tables 

 

Table S1 

Table S1 is submitted as an attached EXCEL file (Table S1.xlsx).  
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Supplementary Figures 

 

Figure S1 

 

Figure S1. MALDI-TOF mass spectrometric analysis of the crude extract and crude 

extract thermal treatments. MALDI-TOF MS spectra of the non-treated crude extract 

(CE) and the same extract after incubation at (T60) 60, (T70) 70, (T85) 85 and (T100) 100 

°C for 60 min. Numbers above the major peaks indicate the average masses of the MH+ 

ion (m/z). The peaks with a mass of about 4310 Da corresponds to a potential 

carboxypeptidase A inhibitor with a molecular mass of 4309 Da. 

 

 

 

 

 

 

 



4/4 
 

 

Figure S2 

Figure S2. MALDI-TOF/TOF fragmentation spectrum of the precursor ion MH+ 2328.950. The 

inset above the spectrum shows the result obtained from the online MASCOT search.   

Figure S3 

 

Figure S3. Representative de novo sequencing based on the MALDI-TOF/TOF fragmentation 

spectrum obtained for the precursor ion MH+ 1610.788.  


