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Supplementary Figure S1. A scheme of IL33 gene (as displayed in UCSC Genome Browser)
with maps of histone modifications, DNase | hypersensitivity clusters and predicted
transcription factors binding sites



Supplementary Table S1.

Primers for amplification of IL33 promoter, point mutagenesis
in IL33 promoter

Prom fw GCGAAGCTTACCATTGAGTACAACCAGAA
Prom rev AATCCATGGTATTCAGTCTTACCTTGTGA
SNP replace Promoter fw | TTTAATAGTTACGAGAGCAT

SNP replace Promoter rev | ATGCTCTCGTAACTATTAAA

CREB1 site mutation Afw | TTTAATAGCCCCAAGAGCAT

CREB1 site mutation Arev | ATGCTCTTGGGGCTATTAAA

CREB1 site mutation G fw | TTTAATAGCCCCGAGAGCAT

CREB1 site mutation Grev | ATGCTCTCGGGGCTATTAAA

Primers for amplification of fragments for pull-down assay

Pull-down fw GAAAGGCAGATCAGGAGAGA
Pull-down rev TTCATTCCCACAACACCGAT
Pul-down control fw TGATCTCGAACTCCTGACCT
Pull-down control rev GTGCTGTGATTACAGGTGTG

Primers for real-time RT-PCR

CREB1 fw ACCACCGGTAACTAAATGACCA
CREB1 rev CCCATTGGGCAGCTGTACT
B-actin fw TGCGTGACATTAAGGAGAAG
B-actin rev GTCAGGCAGCTCGTAGCTCT
SiRNAs for CREB1 knockdown
SiRNA sense GGAGGAGAGUCGCUACCUALtt

siRNA antisense

UAGGUAGCGACUCUCCUCCtg

Scrambbled sense

GGUCGGCACACGUGAUGAALtt

Scrambbled antisense

UUCAUCACGUGUGCCGACCtg






