Supplementary Information

Supplementary Data S1: Analysis of JAZ7 sequence homology:
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Supplementary Data S1: Multiple alignment of the Open Reading Frame sequences of JAZ7 genes from
V. quinquangularis and V. vinifera. The VqJAZ7 cDNA was predicted to be 417

bp in length, which is 15 bp shorter than VvJAZ.



Supplementary Data S2: Analysis of JAZ7 protein sequence alignment
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Supplementary Data S2: Multiple alignment of amino acid sequences of JAZ7 genes from V.
quinquangularis and V. vinifera.
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Supplementary Data S3: Analysis of The ORF sequence of VqJAZ7 gene
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Supplementary Data S3: The ORF sequence of VQJAZ7 gene in V. quinquangularis and its coded amino

acid sequence:

Black letters for the nucleotide sequence of ORF, blue letters for the deduced

amino acid sequence, red letters for the conserved domain of VQJAZ7, the
underlined letters for the start and stop codons of ORF.



Supplementary Table S1: Primers used for disease resistance analysis in A. thaliana

Gene Locus ] )
Genes o Forwards primers Reverse primers
AtPR1 AT2G14610 | A ACTACGCTGCGAACACGTG TCACTTTGGCACATCCGAGTC
AtICS1 ATIGTATI0 | 11 CCcGTGACCTTGATCCTTTCT | CAGCGATCTTGCCATTAGGATC
AT5G44420
AtPDF1.2 GAAGCACAGAAGTTGTGCGA TGTAACAACAACGGGAAAATAAACA
ALLOX3 AT2G35980 | 1 1CCcGTACAACAAGCGTTGE GCGTCCGTCTAGCGCATTAAT
AtActin AT2G37620 | A TGTCTGGATCGGTGGTTC CCCCAGCTTTTTAAGCCTTT




Supplementary Figure S1: Characterization of the VQJAZ7 over-expression in Arabidopsis
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Supplementary Figure S1: Characterization of the VQJAZ7 over-expression in A. thaliana lines:

Double digestion of recombinant pGEM-T/VqJAZ7 vector, Lane 1: DNA
Marker DL5000, Lane 2: recombinant pPGEM-T/VqJAZ7 vector, Lane 3-5:
recombinant vector pPGEM-T/VqJAZ7 was digested by Xbal and Kpnl, Lane 6:
DNA Marker DL2000, Lane 7: ORF of VqJAZ7 gene.



