90%

90%

100%

92%

100%

100%

94%

w
98%

1009

gi|645724984:¢41117-41018 c40575-40448 c39609-39492 ¢39006-38837 ¢38278-37980 ¢37095-36888 ¢36545-36300 ¢35712-35494) Klebsormidium flaccidum DNA scaffold: kfl00341 whole genome shotgun sequence

Pp3c22 23050 Pp3c22 23050 Org Ppatens
Sphfalx0051s0074_Sphfalx0051s0074 Org_Sfallax

Sphfalx0120s0050_Sphfalx0120s0050 Org_Sfallax
Sphfalx0242s0014_Sphfalx0242s0014 Org_Sfallax

100%

100%

R onekp:RSCE scaffold 2058086 Wollemia nobilis
onekp:XLGK scaffold 20568666 Podocarpus rubens

R onekp:AWQB scaffold 2065040 Picea engelmanii

R onekp:TOXE scaffold 2010362 Welwitschia mirabilis
R onekp:GTHK scaffold 2001872 Gnetum montanum

— onekp:PKOX scaffold 2099142 Isoetes tegetiformans

96%

100%

8

0%

L R onekp:PYHZ scaffold 2000063 Isoetes sp.

Pp3c12_5490 Pp3c12_5490 Org_Ppatens

100%

98%

100%

100% [ Sphfalx0033s0170_Sphfalx0033s0170 Org_Sfallax

L Sphfalx0051s0113_Sphfalx0051s0113 Org_Sfallax
100% gonekp:NYBX scaffold 2006965 Huperzia selago
100% Vonekp:GTUO scaffold 2018610 Huperzia selago

R onekp:GTUO scaffold 2007619 Huperzia selago
100% ~ onekp:PKOX scaffold 2011989 Isoetes tegetiformans

L R onekp:PYHZ scaffold 2075630 Isoetes sp.
100% ¢ Sphfalx0395s0001_Sphfalx0395s0001 Org_Sfallax

96%

L. Sphfalx0395s0002 _Sphfalx0395s0002 Or_g_Sfallax
Spipo22G0014900_Spipo22G0014900 Org_Spolyrhiza

100% |

estExt fgenesh1_pg.C 100188 estExt fgenesh1 _pg.C 100188 Org_CsubellipsoideaC-169

123993 123993 Org_Smoellendorffii

78325 78325 Org_Smoellendorffii

100% L

22%

48%

32%

0.5

100%

20%

96%

100% 1 166549165549 Org_Smoellendorffii
100% L 79164 _79164 Org_Smoellendorffii
85340_85340 Org_Smoellendorffii

90516 _90516 Org_Smoellendorffii

127494 127494 Org_Smoellendorffii

36%

100%

100% [ 84370 _84370 Org_Smoellendorffii
L 84463 _84463 Org_Smoellendorffii

90513 90513 Org_Smoellendorffii
81490 81490 Org_Smoellendorffii

38%|

onekp:PKOX scaffold 2013258 Isoetes tegetiformans

100% [

onekp:PKOX scaffold 2097806 Isoetes tegetiformans

629

L onekp:PKOX scaffold 2000215 Isoetes tegetiformans
78094 78094 Org_Smoellendorffii

R onekp:GTUO scaffold 2105277 Huperzia selago

100%

R onekp:GTUO scaffold 2105378 Huperzia selago
r~ R onekp:PKOX scaffold 2099327 Isoetes tegetiformans

100%

100%

100%

L R onekp:PYHZ scaffold 2074522 Isoetes sp.

100% Pp3c15 640 Pp3c15 640 Org_Ppatens
———  F03c9 620 Pp3c9 620 Org Ppatens

46% Sphfalx0021s0114_Sphfalx0021s0114 Org_Sfallax
Sphfalx0241s0016_Sphfalx0241s0016 Org_Sfallax

100%

Sphfalx0388s0003_Sphfalx0388s0003 Org_Sfallax

Pp3c6 27190 Pp3c6 27190 Org_Ppatens
Pp3c9 3590 Pp3c9 3590 Org Ppatens

629

92%

Mapoly0107s0048 _Mapoly0107s0048 Org_Mpolymorpha

165624 165624 Org_Smoellendorffii

28%

1

00% - onekp:PYHZ scaffold 2012404 Isoetes sp.

100%

L onekp:PKOX scaffold 2101156 Isoetes tegetiformans

439204 439204 Org_Smoellendorffii

100% e 0nekp:QVMR scaffold 2017584 Psilotum nudum

38%

82%

28%

e R 0nekp:QVMR scaffold 2004473 Psilotum nudum
R onekp:NHCM scaffold 20656355 Angiopteris evecta

100% - onekp:PYHZ scaffold 2076529 Isoetes sp.

96%

46%

L onekp:PKOX scaffold 2101151 Isoetes tegetiformans
100% g onekp:NYBX scaffold 2028092 Huperzia selago

98%

100%

Vonekp:GTUO scaffold 2020774 Huperzia selago
onekp:GTUO scaffold 2017377 Huperzia selago

80%

— ONekp:AWQB scaffold 2056117 Picea engelmanii

15 OJ_l— onekp:RSCE scaffold 2059685 Wollemia nobilis

98% R onekp:XLGK scaffold 2007591 Podocarpus rubens

R onekp:KAWQ scaffold 2011116 Stangeria eriopus

96%

58%

R onekp:TOXE scaffold 2062465 Welwitschia mirabilis

96%
I onekp:GTHK scaffold 2013272 Gnetum montanum

onekp:AWQB scaffold 2056147 Picea engelmanii
onekp:KAWQ scaffold 2056723 Stangeria eriopus
R onekp:RSCE scaffold 20568590 Wollemia nobilis

76%

100% j onekp:XLGK scaffold 2004000 Podocarpus rubens
Vonekp:XLGK scaffold 2004001 Podocarpus rubens
onekp: TOXE scaffold 2062581 Welwitschia mirabilis

60%

32%

onekp:KAWQ scaffold 2009441 Stangeria eriopus

66%|
92% onekp:AWQB scaffold 2054697 Picea engelmanii

60% ﬂl_ onekp:RSCE scaffold 2057923 Wollemia nobilis

onekp:XLGK scaffold 2008602 Podocarpus rubens
onekp: TOXE scaffold 2003708 Welwitschia mirabilis

550, [ 29741.t000002_29741.t000002 Org_Rcommunis
el m L.ODGorai. 002G 195200 _Gorai.002G195200 Org_Graimondii
Gorai.006G253300_Gorai.005G253300 Org_Graimondii

50% Medtr4g073770 Medtr4g073770 Org_Mtruncatula
100% Solyc01g111310.2_Solyc01g111310.2 Org_Slycopersicum
38% Solyc109055260.1_Solyc10g055260.1 Org_Slycopersicum
ﬂ|— Aqcoeb6G211400_Aqcoe6G211400 Org_Acoerulea

R onekp:UPOG scaffold 2002955 Anemone pulsatilla
onekp:IORZ scaffold 2028952 Papaver rhoeas

84% 100%

86% DCAR_003154_DCAR_003154 Org_Dcarota

16%

22%

86°<!| GSVIVG01024054001_GSVIVG01024054001 Org_VWvinifera
AT2G21050 _AT2G21050 Org_Athaliana

100% — GSMUA_Achr1G02440_001_GSMUA_Achr1G02440_001 Org_Macuminata
30% L— GSMUA_Achr5G11410_001_GSMUA _Achr5G11410_001 Org_Macuminata

20% R onekp:MTII scaffold 2008048 Acorus americanus

- Zosma1g03210 _Zosma1g03210 Org_Zmarina
2% R onekp:PAWA scaffold 2047666 Aristolochia elegans

onekp:FGRF scaffold 2010166 Asparagus densiflorus
100% jevm_27.TU.AmTr_v1.0_scaffold00041.119_evm_27.TU.AmTr_v1.0_scaffold00041.119 Org_Atrichopoda

54%

26%

80%

60%

XM 006851854.3:222-1664 PREDICTED: Amborella trichopoda auxin transporter-like protein 5 (LOC18441628) mRNA
86% Aco003213 Aco003213 Org_Acomosus
42% —1 GSMUA_Achr6G25630_001_GSMUA_Achr6G25630_001 Org_Macuminata
| 76%¢ onekp:FGRF scaffold 2059520 Asparagus densiflorus
L onekp:GJPF scaffold 2008160 Allium sativum
90% DCAR 014114 _DCAR 014114 Org_Dcarota
26%) —1 Solyc11g013310.1_Solyc11g013310.1 Org_Slycopersicum
28% 2% GSVIVG01008917001_GSVIVG01008917001 Org_Vvinifera
Medtr3g072870_Medtr3g072870 Org_Mtruncatula
100% ¢ R onekp:MVTX scaffold 2014803 Papaver rhoeas
L onekp:IORZ scaffold 2018007 Papaver rhoeas
R onekp:NWMY scaffold 2010314 Kadsura heteroclite
R onekp:VZCI scaffold 2014055 lllicium floridanum
R onekp:WZFE scaffold 2195433 Ascarina rubricaulis
R onekp:DDEV scaffold 2000780 Canella winterana
onekp:WIGA scaffold 2100019 Persea borbonia
R onekp:PAWA scaffold 2047182 Aristolochia elegans
R onekp:MTII scaffold 2042208 Acorus americanus
AT1G77690 _AT1G77690 Org_Athaliana
100% evm_27.TU.AmTr_v1.0_scaffold00017.124_evm_27.TU.AmTr_v1.0_scaffold00017.124 Org_Atrichopoda

36%

8% 100%

48%

GRMZM2G149481_GRMZM2G 149481 Org_Zmays
100% 11 00% = Sobic.001G439000 Sobic.001G439000 Org_Sbicolor
Bradi3g21090 Bradi3g21090 Org_Bdistachyon
100% GRMZM2G129413_GRMZM2G129413 Org_Zmays

96% | 100%] —1_ Sobic.001G267100_Sobic.001G267100 Org_Sbicolor

74% e LOC 0810905690 _LOC _0s10905690 Org_Osativa

100% == GRMZM2G045057 GRMZM2G045057 Org_Zmays
92% Sobic.006G052500_Sobic.005G052500 Org_Sbicolor
e [ OC__ 0511906820 _LOC _0Os11g06820 Org_Osativa
Bradi2g55340 Bradi2g55340 Org_Bdistachyon
GRMZM2G127949_GRMZM2G127949 Org_Zmays
Sobic.003G361300_Sobic.003G361300 Org_Sbicolor
LOC _0s01g63770_LOC_0s019g63770 Org_Osativa
i | OC 0505937470 _LOC _0s05937470 Org_Osativa
L— Sobic.009G 156600 _Sobic.009G 156600 Org_Sbicolor
R onekp:BDJQ scaffold 2014396 Zingiber officinale
GSMUA _Achr11G24200_001_GSMUA_Achr11G24200_001 Org_Macuminata
GSMUA _Achr5G28850 001 _GSMUA _Achr5G28850 001 Org_Macuminata
Loofirons GSMUA _Achr8G02300 001 _GSMUA _Achr8G02300 001 Org_Macuminata
BT — GSMUA Achr6G33710_001_GSMUA Achr6G33710 001 Org_Macuminata
= GSMUA_Achr6G33770_001_GSMUA_Achr6G33770_001 Org_Macuminata

100% "GSMUA_Achr9G03600 _001_GSMUA_Achr9G03600_001 Org_Macuminata
GSMUA_Achr9G03640_001_GSMUA_Achr9G03640_001 Org_Macuminata
92% onekp:VTUS scaffold 2003536 Goodyera pubescens

R onekp:VTUS scaffold 2006310 Goodyera pubescens

onekp:PAWA scaffold 2010574 Aristolochia elegans

58% Bradi1g68350 Bradi1g68350 Org_Bdistachyon
10%IELOC_OSO3Q1 4080 LOC 0s03g14080 Org_Osativa

100% J100%

58%

44%

78

38%

48%

22% |

52%

onekp:MTII scaffold 2043359 Acorus americanus
100% jonekp:PZRT scaffold 2006473 Nelumbo nucifera
Vonekp:PZRT scaffold 2006472 Nelumbo nucifera
100% [re—0nekp:FGRF scaffold 2012603 Asparagus densiflorus

e—— onekp:FGRF scaffold 2005221 Asparagus densiflorus
Z0sma93g00390 Zosma93900390 Org Zmarina

98%
I Z0sma99900270_Zosma99900270 Org_Zmarina

7pevm_27.TU.AmTr_v1.0_scaffold00029.370_evm_27.TU.AmTr_v1.0_scaffold00029.370 Org_Atrichopoda

100% XM 006848095.3:135-1562 PREDICTED: Amborella trichopoda auxin transporter-like protein 2 (LOC18437897) transcript variant X1 mRNA

100%

LR onekp:URDJ scaffold 2001395 Amborella trichopoda
96% R onekp:VZCI scaffold 2008009 lllicium floridanum
_: R onekp:VZCI scaffold 2008010 lllicium floridanum

76%

34%

88%

100% gonekp:FZJL scaffold 2007867 Austrobaileya scandens
Vonekp:FZJL scaffold 2007865 Austrobaileya scandens
R onekp:WZFE scaffold 2018603 Ascarina rubricaulis

sﬁl onekp:WIGA scaffold 2015832 Persea borbonia

AT2G38120 AT2G38120 Org_Athaliana

AT5G01240 AT5G01240 Org_Athaliana

29969.t000004 _29969.t000004 Org_Rcommunis

Gorai.002G262100_Gorai.002G262100 Org_Graimondii
Gorai.006G181400_Gorai.006G181400 Org_Graimondii

9ﬂrai. 012G112900 _Gorai.012G 112900 Org_Graimondii

- GSVIVG01033986001 _GSVIVG01033986001 Org_Vvinifera

100%

DCAR 018713 DCAR 018713 Org_Dcarota

DCAR 028818 DCAR 028818 Org_Dcarota
Solyc10g076790.1_Solyc109076790.1 Org_Slycopersicum
29669.t000030_29669.t000030 Org_Rcommunis

4o 42% Gorai.011G283900_Gorai.011G283900 Org_Graimondii
68% 100% ':Gorai. 013G018900 Gorai.013G018900 Org_Graimondii

2 Gorai.012G076100_Gorai.012G076100 Org_Graimondii

— GSVIVG01032855001_GSVIVG01032855001 Org_Vvinifera
Medtr5g082220 Medtr5g082220 Org_Mtruncatula
Aqcoe1G427700_Aqcoe1G427700 Org_Acoerulea
80% g onekp:IORZ scaffold 2005205 Papaver rhoeas
620 72% 62% E R onekp:ACYX scaffold 2011983 Papaver rhoeas

=4 M 100% R R onekp:QZBA scaffold 2013797 Papaver rhoeas

L00% R onekp:MVTX scaffold 2016600 Papaver rhoeas
sa, 100% R onekp:GMAM scaffold 2002067 Papaver rhoeas
N 100% R onekp:MVTX scaffold 2016599 Papaver rhoeas
—R onekp:MVTX scaffold 2016598 Papaver rhoeas
i 100% Aqcoe2G099600 Aqgcoe2G099600 Org Acoerulea
0| — onekp:UPOG scaffold 2001808 Anemone pulsatilla
100% Medtrdg415390 Medtrdg415390 Org Mtruncatula
_:Medtr79067450_Medtr7g067450 Org_Mtruncatula

XM 006847002.3:264-1700 PREDICTED: Amborella trichopoda auxin transporter-like protein 3 (LOC18436780) mRNA

438269 438269 Org _Smoellendorffii



