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A: Original 
ATACTTACATTACAATTTATAGCAACAAAATTAGTTATGAAGTAGCAGCAAAA
ATACTTTTCTAGTTGGAGGTCACCACAACACGAACTATATTAAAGGGTCGCTG
CATTACGACGGTTGAGAAACGCTGCTCTAAAAACAGCTTGAGAGGTGGGGCC
TTATGAGATCATACCTCAAAATTCCCAAATAGAGTAAGTACGTGTAAAGGAAC
CCTGAGAGTCTTAGAATCCACTTCGGTGATTCTGTTAGAGCTGTGCCCGCTTGC
TGGGCTCTGGGTGGATGAAGTGATACTGAGTGACCGCTTGGGCCCCGAGCCC
AGGGCACGTGGGAGAAGTGGAGGGCCTTCGAGTAAGCGAGCACGAGTTTGC
AGCGTGGACTCATCCATCTCCCTGGGGC 
 
B: CT-converted and methylated CpG (100% methylation template) 
ATATTTATATTATAATTTATAGTAATAAAATTAGTTATGAAGTAGTAGTAAAAAT
ATTTTTTTAGTTGGAGGTTATTATAATACGAATTATATTAAAGGGTCGTTGTATTA
CGACGGTTGAGAAACGTTGTTTTAAAAATAGTTTGAGAGGTGGGGTTTTATGA
GATTATATTTTAAAATTTTTAAATAGAGTAAGTACGTGTAAAGGAATTTTGAGA
GTTTTAGAATTTATTTCGGTGATTTTGTTAGAGTTGTGTTCGTTTGTTGGGTTTTG
GGTGGATGAAGTGATATTGAGTGATCGTTTGGGTTTCGAGTTTAGGGTACGTG
GGAGAAGTGGAGGGTTTTCGAGTAAGCGAGTACGAGTTTGTAGCGTGGATTT
ATTTATTTTTTTGGGGT 
 
C: CT-converted and unmethylated CpG (100% unmethylation template) 
ATATTTATATTATAATTTATAGTAATAAAATTAGTTATGAAGTAGTAGTAAAAAT
ATTTTTTTAGTTGGAGGTTATTATAATATGAATTATATTAAAGGGTTGTTGTATTA
TGATGGTTGAGAAATGTTGTTTTAAAAATAGTTTGAGAGGTGGGGTTTTATGA
GATTATATTTTAAAATTTTTAAATAGAGTAAGTATGTGTAAAGGAATTTTGAGA
GTTTTAGAATTTATTTTGGTGATTTTGTTAGAGTTGTGTTTGTTTGTTGGGTTTTG
GGTGGATGAAGTGATATTGAGTGATTGTTTGGGTTTTGAGTTTAGGGTATGTGG
GAGAAGTGGAGGGTTTTTGAGTAAGTGAGTATGAGTTTGTAGTGTGGATTTAT
TTATTTTTTTGGGGT 
 
Partial base sequence in the Nrf2 promoter region was shown as above, which contain the 
first 15 CpG sites. The first 15 CpG sites are highlighted in red in the above sequence. A: 
Original partial sequence of Nrf2 promoter region under normal physiological conditions; B: 
the base sequence is a 100% methylation template of the first 15 CpG sites in Nrf2 promoter 
region by bisulfite genomic sequencing; C: the base sequence is a 100% unmethylation 
template of the first 15 CpG sites in Nrf2 promoter region by bisulfite genomic sequencing. 
 


