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Figure S1. Mass spectrometry analysis of CXCLJ9 after incubation with CD26 and
2.64 pg/mL heparan sulfate. Recombinant human CXCL9 (20 pug/mL) was incubated with
12.5 U/L natural human CD26 and 2.64 pg/mL heparan sulfate in 50 mM Tris buffer
supplemented with 1 mM EDTA (pH 7,5). The reaction was terminated after two hours by
acidification to 0.08% (v/v) TFA and desalted on C18 ZipTips prior to analysis by mass
spectrometry. The figure shows the raw mass spectrum (A, upper panel) and the specific
multiple charged ions corresponding to intact CXCL9 (A, middle panel) and CXCL9 (3-



103) (A, lower panel). The deconvoluted mass spectrum shows the relative molecular
masses of intact CXCL9 and CXCL9 (3-103) (panel B).
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Figure S2. Mass spectrometry analysis of CXCL10 after incubation with CD26 and
2.64 pg/mL heparan sulfate. Recombinant human CXCL10 (20 pg/mL) was incubated
with 12.5 U/L natural human CD26 and 2.64 pug/mL heparan sulfate in 50 mM Tris buffer
supplemented with 1 mM EDTA (pH 7,5). The reaction was terminated after two hours by
acidification to 0.08% (v/v) TFA and desalted on C18 ZipTips prior to analysis by mass
spectrometry. The figure shows the raw mass spectrum (A, upper panel) and the specific
multiple charged ions corresponding to intact CXCL10 (A, middle panel) and CXCL10 (3—
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77) (A, lower panel). The deconvoluted mass spectrum shows the relative molecular masses
of intact CXCL10 and CXCL10 (3-77) (panel B).
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Figure S3. Mass spectrometry analysis of CXCL11 after incubation with CD26 and
2.64 pg/mL heparan sulfate. Recombinant human CXCL11 (20 pg/mL) was incubated
with 12.5 U/L natural human CD26 and 2.64 pug/mL heparan sulfate in 50 mM Tris buffer
supplemented with 1 mM EDTA (pH 7,5). The reaction was terminated after two hours by
acidification to 0.08% (v/v) TFA and desalted on C18 ZipTips prior to analysis by mass
spectrometry. The figure shows the raw mass spectrum (A, upper panel) and the specific
multiple charged ions corresponding to CXCL11 (3-73) (A, middle panel) and intact



CXCL11 (A, lower panel). The deconvoluted mass spectrum shows the relative molecular
masses of intact CXCL11 and CXCL11 (3-73) (panel B).



