Supplementary material II
Manual verification of shortlisted variant calls

Case 1
1. ¢chrl:156109095 156109095delA (likely sequencing error / miscalled variant)
LMNA:NM_170707:cDNA.2405_2405delA
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2. ¢chr7:75932279G>A [Homozygous]
HSPB1:NM_001540:c.G250A(p.G84R)
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3. ¢chrl1:9861208G>C [Heterozygous]
SBF2:NM_030962:¢.C3292G(p.L1098V)
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Case 2

10342522G>A [Heterozygous]
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p.Y1087C

€.A3260G

NM_015074

10397567A>G [Heterozygous]
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3. ¢chrl:156109095 156109095delA (likely sequencing error / miscalled variant)
LMNA: NM_170707:cDNA.2405_2405delA
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75272419C>T [Heterozygous]
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5. ¢chrl11:9990017G>A [Heterozygous]

SBF2:NM_030962:c.C1471T:p.L491F
ee000v |

e Genocesas View Tracks gl Tools Hadp
|Illmﬂl|hglll vll‘-‘hfll H.hﬂl:qmms.mm’: |Gn b - S Q O = = Eroronrmnmnmi =

Total count: 321

A0 14R (5%, 5T+, 82-)
C:ad

31 162 (S5% 79+ 107-)
T:d

{Mo 0

b ek lawdud |Ehriy:p 2, oz |l |paes of 7zam




