
5. 10. 15. 20. 25. 30. 35. 40. 45. 50. 55. 60. 65. 70. 75. 80.
conservation !!!*!!*******!* !*****!*!*!*!**!!!***!*!!**!**!*******!!*****!!!**!**!*!!**!!***
SPARCl1˙CI ATGAAGAAAGACCTGTTTCTCTTCTGCTTTTTGGTCTCTGCACTGGCTGCATATGTACAAAGTAAGCCTCGTGAAAAACA 80
SPARCl1˙DR ATGAAGAAAGAGGTGTTTCTCTTCTGCTTTTTGGTAACAGCACTGGCTGCATATGTACAAAGTAAGCCTCATGGAAAGAA 80
SPARCl1˙IP ATGGAGGTTGATCTTCTGTGCCTCTTCCTGATGGCCTCAGCATTAACTGTCTACGTGCAAAGTACTCCTCATGAGAAGCA 80
SPARCl1˙LW ATGAAGAAAGACCTGTTTCTATTCTGCTTTTTGGTCTCTGCACTGGCTGCTTATGTACAAAGTAAGCCTCGTGGAAAAAA 80
SPARCl1˙PN ATGAAGGTTCATCTTCTGCATCTGTGCCTTTTGGTCTCAGCATTAGCCCTGACTGTGCAAAGTAAACCTCATGGAAAGCA 80
SPARCl1˙PP ATGAAGAAAGACCTGTTTCTATTCTGCTTTTTGGTCTCTGCACTGTCTGCTTATGTACAAAGTAAGCCTCGTGGAAAAAA 80
SPARCl1-AM ATGAAGGTTCGTCTTCTGTATTTGTGCCTTCTGGCTTCAGCTTTAGCTCTGACTGTGAGATGTAAGCCTCATGGAAAGCA 80
SPARCl1-C1˙CC ATGAAGAAAGACCTGTTTCTCTTCTGCTTTTTGGTCTCAGCACTGGCTGCATCTGTACAAAGTAATCCTCATGGAAAAAA 80
SPARCl1-C2˙CC ATGAAGAAAGACCTGATTCTTTTCTGCTTTTTGGTCTCAGCACTGGCCGCATATGTACAAAGTAAGCCTCATGGAAAAAA 80
SPARCl1-C1˙SG ATGAAGAAAGACCTGTTTCTCTTCTGCTTTTTGGTCTCAGCACTGGCTGCATATGTACAAAGTAAGCATCATGGAAAAAA 80
SPARCl1-C2˙SG ATGAAGAAAGGCCTGTTTCTCTTCTGCTTTTTGGTTTCAGCACTGGCCGCATATGTACAAAGTAAGCCACATGGAAAAAA 80
SPARCl1-C1˙SA ATGAAGAAAGACCTGCTTCTCTTCTGCTTTTTGGTCTCAGCACTGGCTGCATATGTACAAAGTAAGCATCATGGAAAAAC 80
SPARCl1-C2˙SA ATGAAGAAAGGCCTGTTTCTCTTCTGCTTTTTGGTCTCAGCACTGGCCGCATATGTACAAAGTAAGCCACATGGAAAAAA 80
SPARCl1-C1˙SR ATGAAGAAAGACCTGCTTCTCTTCTGCTTTTTGGTCTCAGCACTGGCTGCATATGTACAGAGTAAGCATCATGGAAAAAA 80
SPARCl1-C2˙SR ATGAAGAAAGGCCTGTTTCTCTTCTGCTTTTTGGTCTCAGCACTGGCTGCATATGTACAAAGTAAGCCACATGGAAAATA 80

85. 90. 95. 100. 105. 110. 115.
conservation **** !** ********** * ***!*!**!*!!* *!* *
SPARCl1˙CI TCAG...CATGTCAAACACAACCCAACTCCACAAGAG.................................CAG....... 117
SPARCl1˙DR ACAG...CACATCAAGCACATTGCGACTCCAAAAGAG.................................CAGTCA...G 121
SPARCl1˙IP CGGGTCTCTCTCCAGATGGTCCCAAAATTCTAAGGAG.................................GAGGATGATG 127
SPARCl1˙LW TCAG...CATGTCAAAAACAACCCAACTCCACAAGAG.................................CAG....... 117
SPARCl1˙PN TGAGTCTCACCACAAGCACACACAGTCTACTAAGGAG.................................AAGGAT...C 124
SPARCl1˙PP TCAG...CATGTCAAAAACAGCCCAACTCCACAAGAG.................................CAGTTATTTA 124
SPARCl1-AM TGAACCTCACAGAGAACAGTCTCAGTCTTCTAAGGAAAAGGAGTGGAAGAGGATTCCAGTAGCAACCTGTCAAGTCCTGA 160
SPARCl1-C1˙CC GCAG...CATGTCAGACACAACACAACTCCAAAAGAG.................................CAGCCA...G 121
SPARCl1-C2˙CC TCAG...CATGCCAAACACAAGCTGACTCCAAAAGAG.................................CAGTCG...G 121
SPARCl1-C1˙SG TCAG...CATTTCAAACACAACCCGACTCCAAAAGAG.................................CAGCCA...G 121
SPARCl1-C2˙SG TCAG...CATGTCAAACACAAGCTGACTCCAAAAGAG.................................CAGTCA...G 121
SPARCl1-C1˙SA TCAG...CATTTCAAACACAACCCGACTCCAAAAGAG.................................CAGCCA...G 121
SPARCl1-C2˙SA TCAG...CATGTCAAACACAAGCTGACTCCAAAAGAG.................................CAGTCA...G 121
SPARCl1-C1˙SR TCAG...CATGTCAAACACAACCCGACTCCAAAAGAG.................................CAGCCA...G 121
SPARCl1-C2˙SR TCAG...CATGTCAAACACAAGCTGACTCCAAAAGAG.................................CAGTCA...G 121

120. 125. 130. 135. 140. 145. 150. 155. 160. 165. 170. 175. 180. 185.
conservation *!********* ***!!******* ************!!*!!*!!**! !!*!!*!!!*!*!!****!***! *** *
SPARCl1˙CI ..TCAGTGAAGCTTCATGACAGTAAGGATGGAGTTCTGCCCACATTTCTGCCTTTTGAGTCCAGCTCTCCGAAT...... 189
SPARCl1˙DR AGTCAGTGAAGCTTCATGGCAGTATGGATGGAGTCCTGCCCACGTTTCTGCCTTTTGAGTCTAGCACTCAGGAT...... 195
SPARCl1˙IP TGTTCCCAAAGATAAATGAGGTTAACGATTCCATTTTGCCAACATTCTTCCCCTTCGAGGCTAGTAGTCCAGAACCAGGG 207
SPARCl1˙LW ..TCAGTGGAGCTTCTTGACAGTAAGGATGGAGTTCTGCCCACATTTCTGCCTTTTGAGTCCAGCTCTCAGGAT...... 189
SPARCl1˙PN TTTCTCCAGTGTTGCATGATAGGGCTGACGCCATCCTGCCAACATTCTTCCCCTTTGAGGCCAGCAGCCCAGAACCAGAG 204
SPARCl1˙PP CGTCGGTGAAGCTTCTTGACAGTAAGGATGGAGTTCTGCCCACATTTCTGCCTTTTGAGTCCAGCTCTCAGGAT...... 198
SPARCl1-AM GTTCCCCAGTCGTGCATGATGGCAATGGCGCCACCCTACCAACCTTCTTCCCGTTTGAGGCCAGCAGTCCAGAACCAGAG 240
SPARCl1-C1˙CC GGTCAGTGAAGCGTCATGACAGTAACGATGGAGTTCTGCCCACATTTCTGCCTTTTGAGTCCAGCACACAGGACCCAGAG 201
SPARCl1-C2˙CC AGTCAGTGAAGCATCATGATAGTAAGGATGGAGTTCCGCCCACATTTCTGCCTTTTGAGTCCAGCACTCAGGACCCAGAG 201
SPARCl1-C1˙SG AGTCAGTGAAGCGTCATGACCATAACGATGGAGTCCTGCCCACATTTCTGCCTTTTGAGTCCAGCACACAGGACCCAGAG 201
SPARCl1-C2˙SG AGTCAGTGAAGCATCATGACAGTAAGGATGGATTTCTGCCCACATTTCTTCCTTTTGAGTCCAGCACTCAGGACTCAGAG 201
SPARCl1-C1˙SA AGTCAGTGAAGCGTCATGACCGTAACGATGGAGTTCTGCCCACATTTCTGCCTTTTGAGTCCAGCACACAGGACCCAGAG 201
SPARCl1-C2˙SA AGTCAGTGAAGCATCATGACAGTAAGGATGGAGTTCTGCCCACATTTCTTCCTTTTGAGTCCAGCACTCAGGACTCAGAG 201
SPARCl1-C1˙SR AGTCAGTGAAGCGTCATGACCGTAACAATGGAGTCCTGCCCACATTTCTGCCTTTTGAGTCCAGCACACAGGACCCAGAG 201
SPARCl1-C2˙SR AGTCAGTGAAGCATCATGACAGTAAGGATGGAGTTCTGCCCACATTTCTTCCTTTTGAGTCCAGCACTCAGGAC...... 195

190. 195. 200. 205. 210. 215. 220. 225. 230. 235. 240. 245. 250. 255. 260.
conservation ** ** **** *** ** **** ** ** * ******* ********** * ****!*********!*****!*!*
SPARCl1˙CI ...GAGGACATGAGTGAAGAGAAGGAAAGCCATGTGGAG...ATGAAGCAAGCGGGGGCAGAAGAGCTTGAAGGTCCAGA 263
SPARCl1˙DR ...GAAGACACGAGCGAGGAGACTGAGAGCCGTGTGGAG...ATGAACCAAGCGGAGGCAGAAGAGCCTGAAGGTTCAGA 269
SPARCl1˙IP GACGAGGACGCAAGCAAGGAGACATCAAATGGTGGAGAAGGAACAGATGAAGTATATTCAGTAGATTTGGAGATGTCTGC 287
SPARCl1˙LW ...GAGGACATGAGTGAAGAGAAGGAAAGCCATGTGGAG...ATGAAGCAAGCGGGGGCAGAAGAGCTTGAAGGTTCAGA 263
SPARCl1˙PN GATGAAGAT........................GTGAAG...TCAGAGGAGGTGAACACAGGTACTCTGAAGGCATCTGA 257
SPARCl1˙PP ...GAAGACACGAGTGAAGAGAAGGAAAGCCTTGTGGAG...GTGAAGCAAGTGGGGGCAGAAGAGCTTGAAGGTTCAGA 272
SPARCl1-AM GACGAG...................................................GCCGAGCCAGCGGACAGTTCTGA 269
SPARCl1-C1˙CC GATGAGGACAAGAGAGAAGAGAATGAGAGCCGTGTGGAA...ATGAAGCAAGCAGAGGCAGAAGAGCTTGAAGTTTCAGA 278
SPARCl1-C2˙CC GACGAAGACATGAGTGAGGAGAATGAGAGCCGTGTGAAG...ATGAAGCAAGCAGGGGCAGAAGAGCTTGAAGGTTCTGG 278
SPARCl1-C1˙SG GATGAGGACAAGAGTGAGGAGAATGAGAGTCGTGTGGAG...ATGAAGCAAGCTGGGGCAGAAGAGCTTGAAGGCTCAGA 278
SPARCl1-C2˙SG GATGAAGACATGAGTGAGGAGAATGAGAGCCGTGTGGAG...ATGAAGCAAGTAGGGGCAGAAGAGCTTGAAGGTTCAGA 278
SPARCl1-C1˙SA GATGAGGACAAGAGTGAGGAGAATGAGAGCCGTGTGGAG...ATGAAGCAAGCAGGGGCAGAAGAGCTTGAAGGCTCAGA 278
SPARCl1-C2˙SA GATGAAGACATGAGTGAGGAGAATGAGAGCCGTGTGGAG...ATGAAGCAAGCAGGGGCAGAAGAGCTTGAAGGTTCAGA 278
SPARCl1-C1˙SR GATGAGGAC.....................CGTGTGGAG...ATGAAGCAAGCAGGGGCAGAAGAGCTTGAAGGCTCAGA 257
SPARCl1-C2˙SR ......................................................TCAGGGGCAGAAGCTGAAGGTTCAGA 221

265. 270. 275. 280. 285. 290. 295. 300. 305. 310. 315. 320. 325. 330. 335. 340.
conservation *!**!*!!**!********!!**!*!!*!!*!!!!! !!*****!**!!*! *!**! *!*
SPARCl1˙CI GGAAGGTGATAAGAATACACCTTTGCTCCTGAGTGAGGAGGCACTGACTCAGCTCCTGCAGGTCTCTGAGGAGGCAGAGG 343
SPARCl1˙DR TGGAGGTGAAAAGAAGGAACCTTTACTCCTGAGTGATGAGGCATTGACTCAGCTCCTGCAAGAACCCGTG.......... 339
SPARCl1˙IP TGAAGATGGCAGGAGCATTCCTGTGCTGCTGAGTGAAGAGATGCTGGCTCAACTTATAAAG................... 348
SPARCl1˙LW GGGAGGTGAGAATAATACACCTTTGCTCCTGAGTGAGGAGGCACTGACTCAACTCCTGCAGGTCTTGAGGGGCGAAACT. 342
SPARCl1˙PN TGGAGATGCGAGGAACATTCCTGTACTTCTAAGTGAAGAGGCACTCACTAAACTCCTTCAAGCTTCTGAA.......... 327
SPARCl1˙PP GGGTGGTGAGAAGAATACACCTTTGCTCCTGAGTGAGGAGGCACTGACTCAACTCCTGCAGGTCTCAGAGGAG....... 345
SPARCl1-AM TGGAGATGAGAGGGCCACCCCTGTCCTTCTGAGTGAAGAAGCTCTCACTAAACTCCTTCAGGCTTCT............. 336
SPARCl1-C1˙CC GGAAGGTGAGAAGAATACACCTTTGCTCCTGAGTGAGGAGGCACTGTCTCAGCTCCTACAGGTCCCC............. 345
SPARCl1-C2˙CC GGAAGGTGAGAAGAATACACCATTGCTCCTGAGTGAGGAGGCACTGACTCAGATCCTGCAGGTTCATGAG.......... 348
SPARCl1-C1˙SG GGAAGGTGAGAAGAATACACCTTTGCTCCTGAGTGAGGAGGCACTGTCTCAACTCCTACAG................... 339
SPARCl1-C2˙SG GGAAGGTGAGAAGAATACACCATTGCTCCTGAGTGACGAGGCACTGACTCAGCTCCTGCAG................... 339
SPARCl1-C1˙SA GGAAGGTGAGAAGAATACACCTTTGCTCCTGAGTGAGGAGGCACTGTCTCAACTCCTACAG................... 339
SPARCl1-C2˙SA GGAAGGTGAGAAGAATACACCATTGCTCCTGAGTGACGAGGCACTGACTCAGCTCCTGCAG................... 339
SPARCl1-C1˙SR GGAAGGTGAGAAGAATACACCTTTGCTCCTGAGTGAGGAGGCACTGTCTCAACTCCTACAG................... 318
SPARCl1-C2˙SR GGAAGGTGAGAAGAATACACCATTGCTCCTGAGTGACGAGGCACTGACTCAGCTCCTGCAGGTCCCTGAGGAGGTAGATG 301
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345. 350. 355. 360. 365. 370. 375. 380. 385. 390. 395. 400. 405. 410. 415.
conservation * ** ** ** *******! ** ***!**!*!!**!*!**** ********* ***!*****
SPARCl1˙CI AAATT...GTGGAGGAGGATGAAGATGATAATGACGGTCCAGAAAAAGACAAAGAAGTTAAGGAGATG...GAGGAGGAG 417
SPARCl1˙DR ........GAGGAGGATGAAGATGATCATTCTGAGAGTCTGGAGAAAGATGAAGTGATGGACAAGGTG......GAGCAG 405
SPARCl1˙IP ..............GATTCTGAGGAAGAGCAGCATGATGTGGAGAAAGATGAGGAAGATGGT.........GATGAAGAT 405
SPARCl1˙LW ........ATGGAGGAGGATGAAGGTGATGATGACAGTCCAGAAAAAGACAAAGAAGTTAAGGAGATTGAGGAGGAGGAG 414
SPARCl1˙PN ..............GAGGAACAGCAGATCATGGAGGAAGACAAAGAAGATGAGGACATAGGAGAAGGAGGAGATGAATCT 393
SPARCl1˙PP ........GCAGATGAAACTATGGAGGAGGATGAAGGTCCAGAAAAAGACAAAGAAGTTAAGGAGACTGAGGAGGAGGAG 417
SPARCl1-AM .................GAGGATGAACAGCAGCAGGCTGTGGAAGAAGACAAGGAAGATGAAGATGAAGGAAAAGAAGAA 399
SPARCl1-C1˙CC .................GAGGAGGAAGATGATGATAGTTCAAAAAAAGACAAAGAAATGAAGGAGATG...GAGGAGGAG 405
SPARCl1-C2˙CC ........GTGGTAGATGAACCTGTTGAGGAGGATGAAGATGATGATGACAAAGAAATGAAGGAGATG...GAGGAGGAG 417
SPARCl1-C1˙SG .................GAGGATGAAGATGATGATAGTTCAAAAAAAGACAAAGAAATGAAGGAGATG...GAGGAGGAG 399
SPARCl1-C2˙SG ...........GAGGATGAAGATGATGATGATGACAGTCCAGAAAAAGACAAAGAAACGAAGGAGATG...CAGGAAGAG 405
SPARCl1-C1˙SA .................GAGGATGAAGATGATGATAGTTCAAAAAAAGACAAAGAAATGAAGGAGATG...GAGGAGGAG 399
SPARCl1-C2˙SA ........GAGGATGTAGATGATGATGATGATGACAGTCCAGAAAAAGACAAAGAAACGAAGGAGATG...CAGGAGGAG 408
SPARCl1-C1˙SR .................GAGGATGAAGATGATGATAGTTCAAAAAAAGACAAAGAAATGAAGGAGATG...GAGGAGGAG 378
SPARCl1-C2˙SR AACCTGTGGAGGAGGAAGAAGATGATGATGATGACAGTCCAGAAAAAGACAAAGAAACGAAGGAGATG...CAGGGGGAG 378

420. 425. 430. 435. 440. 445. 450. 455. 460. 465. 470. 475.
conservation ****** ***!*!************* ***** *!***** *****! ** ** ******* * * !*
SPARCl1˙CI ......GGGAAGGAAAATGAAGAATCTACAATGGAGAATGAAGATGAAATTGAGAAGAGCGAAGGT............GA 479
SPARCl1˙DR ......TCAACAGAAGATGGAGAATCCAAAACCGAGACTGAAAACGAGGCTGAGAGCAAGGAA...............GA 464
SPARCl1˙IP ......GGCGTAGGAAAAGTAGCGGATATGAATGAGGAGAAAGACCAGCAAGAAGAGCAGCTAAAAGAGAAAGATTTGGA 479
SPARCl1˙LW ......GGAAAGGAATATGGAGAATCTACAATTGAGAATGAAGATGTAACTGAG...AGTGAAGGT............GA 473
SPARCl1˙PN ......AAAACAGGGGATGGAAAAGGAGCAGCAAAGGAACAGCAGCAGCAAAAGGGGAGA..................GT 449
SPARCl1˙PP ......GGAAAGGAAAAGGGAGAATCTACAATGGAGAATGAAGATGTAACTGAGAAGAGTGAAGGT............GA 479
SPARCl1-AM GAAAGAGAATTGAAGGAAGCGAAGGAAGAGATCAGAGAGGAATCTAAGGTTAATGGTGGAGAAGGAGGAACAAAA...GA 476
SPARCl1-C1˙CC ......GGAAAGAAAGATGGAGAATCTACGATGAAGAATGAAGATGGAACTGAAAAAAGAAATGGTGAGAAAGATGTAGA 479
SPARCl1-C2˙CC ......GGAAAGAAATATGGAGAATCTATAACAAAGAACGAAGATGGAACTGAAAAAAGAGAAGGGGAGAACAAGGTAGA 491
SPARCl1-C1˙SG ......GGAAAGAAAGATGGAAAATCTACAATGAAGAATGAAGATGGAACTGAAAAAAGAGAAGGTGAGAACAAGGTAGA 473
SPARCl1-C2˙SG ......GGAAAGAAAGATGGAGAATCTACAATGAAGAACGAAGATGGAACTGAAAAA...GAAGGTGAGAACAAGTTAGA 476
SPARCl1-C1˙SA ......GGAAAGAAAGATGGAAAATCTACAATGAAGAATGAAGATGGAACTGAAAAAAGAGAAGGTGAGAACAAGGTAGA 473
SPARCl1-C2˙SA ......GGAAAGAAAGATGGAGAATCTACAATGAAGAACGAAGATGCAACTGAAAAAAGAGAAGGTGAGAACAAGGTAGA 482
SPARCl1-C1˙SR ......GGAAAGAAAGATGGAAAATCTACAATGAAGAATGAAGATGGAACTGAAAAAAGAGAAGGTGAGAACAAGGTAGA 452
SPARCl1-C2˙SR ......GGAAAGAAAGATGGAGAATCTACAATGAAGAACAAAGATGGAACTGAAAAAAGAGAAGGTGAGAACAAGGTAGA 452

480. 485. 490. 495. 500. 505. 510. 515. 520. 525. 530. 535. 540. 545. 550. 555.
conservation ********! !!*** !**!!*!!*!!*!! *!*!!**!*!!!** !*!*!*!**!!**!**!!!!**!*!* *!****
SPARCl1˙CI GGATGCAAAGGAGACTGACAGCAGTACTGATTCAGAGATACCAATGGATTTGGACTATGCAGCTGACCGTGATGCTTCA. 558
SPARCl1˙DR GGATTCAAAGGACACAGACAGCAGTACTGAGTCAGAGATACCAATGGATTTGGACTACACAACTGACAGAGATGCTTCT. 543
SPARCl1˙IP AGAA...GAGGAGGTAGGGAGTAGCACAGACTCGGAAATACCAGTAGATTTAGATTATTCTGCTGACAGTGTCTCTATA. 555
SPARCl1˙LW GGATGCAAAGGAGACTGACAGCAGTACTGAGTCAGAAATACCAATGGATTTGGACTATGCAGCTGACCGTGATGCGTCA. 552
SPARCl1˙PN AGAAGTGGAGGAACTGGGGAGTAGCACAGATTCAGAGATACCAATGGCTTTAGACTATGCTGCTGACAGTGAGACTATA. 528
SPARCl1˙PP GGATGCAAATGAAACTGACAGCAGTACTGAGTCAGAAATACCAATGGGTTTGGTCTATGCAGCTGATCGCGATGCGTCT. 558
SPARCl1-AM GGTGGTGGAGGAGCTGGGAAGCAGCACAGACTCCGAGATACCAGTAGATCTGGACTATGCTGCTGATGGAGAAGCTGGTG 556
SPARCl1-C1˙CC GGATGCAAATGAGACCGACAGCAGTACTGAGTCAGAGATCCCAATTGATTTGGACTATGCAGCTGACCGTGATGCTTCA. 558
SPARCl1-C2˙CC GGATGCAAATGAGACTGACAGCAGTACTGAGGCAGAGTTACCAATGGATTTTGACTATGCAGCTGATCGTGATGCTTCA. 570
SPARCl1-C1˙SG GGATGCAAATGAGACCGACAGCAGTACTGAGTCAGAGATCCCAATTGATTTGGACTATGCAGCTGACCGTGAGGCTTCA. 552
SPARCl1-C2˙SG GATTGCAAATGAGACTGACAGCAGTACTGAATCAGAGATACCAATGGATTTGGACTATGCAGCTGACCGTGATGCTTCA. 555
SPARCl1-C1˙SA GGATGCAAATGAGACCGACAGCAGTACTGAGTCAGAGATCCCAACTGATTTGGACTATGCAGCTGACCGTGAGGCTTCA. 552
SPARCl1-C2˙SA GGATGCAAATGAGACTGACAGTAGTACTGAATCAGAGATACCAATGGATTTGGACTATGCAGCTGATCGTGATGCTTCA. 561
SPARCl1-C1˙SR GGATGCAAATGAGACCGACAGCAGTACTGAGTCAGAGATCCCAATTGATTTGGACTATGCAGCTGACCGTGAGGCTTCA. 531
SPARCl1-C2˙SR GGATGCAAATGAGACTGACAGCAGTACTGAATCAGAAATACCAATTGATTTGGACTATGCAGCTGACCGTGATGCTTCA. 531

560. 565. 570. 575. 580. 585. 590. 595. 600. 605. 610. 615. 620. 625. 630. 635.
conservation *!******* *** *!!*!!*!!***** ***** ************* *** ** ****** * *******!* * *
SPARCl1˙CI ..CAGCCACTATCCATCAAGCTAGAGGAGGCCAAAGCTTCAACCATCAACACTATGGAAAAAGACATGCCTGAAACAATT 636
SPARCl1˙DR ..CAGCCACTACCAATCAAACTGGATGAGGCTAAAGTTTTAACCACT..................ATGGAGGACACGGTT 603
SPARCl1˙IP ..GAAACACGTAAAACCAATCTGGAGGAGAACAAGCCCTTAACCATTACGTTTGAAGGG.........GAAGAGAAGGTG 624
SPARCl1˙LW ..CAGCCACTATCCATCAAGCTAGAGGAGACCAAAGCTTCATCCGTCAACACTATGGAAAAAGATGCGGCGGAAACAATC 630
SPARCl1˙PN ..GACCCTGCACCCTCTAAGCTAGAGGAGACCAAACCCTCAATTAGCAAGCAGCTCTCAGAAGATGCTGAGAAAAACAAA 606
SPARCl1˙PP ..CAGCCACTCTCCACCAAGCTGGAG...............ACCAAAGCTTCTATGGAAAAAGATGTGGCGGAAACAATC 621
SPARCl1-AM TAGAGCCTCTACCCACCAAACTAGAAGACTCTGAACCTTCAGACATTAAAGCTGTTGAAGAACAAAAGGTGGAGAAGATG 636
SPARCl1-C1˙CC ..CAACCACTACCCACCAAGCTAGAG...GTTAGAGCTTCAACCATCAACGCTAAGGAAAAAGAGACGGAGGAAACAGCT 633
SPARCl1-C2˙CC ..CAGCCACTACCCATCAAGCTGGAAGAGGCCAAAGTTTCAACCATCAACACTTTGGGAAAAGAGATGGAGGGAACAGCT 648
SPARCl1-C1˙SG ..CAGCCACTACCCAGCAAGCTGGAGGAGGTCAAAGCTTCAACCATCAACAATAAGGAAAAAGAGACGGAGGAAACAGCT 630
SPARCl1-C2˙SG ..CAGCCACTAACCATCAAGCTGGAGGAGGCCAAAGTTTCAACCGTCAACACTATGGGAAAAAAGATGGAGGAAACGGCT 633
SPARCl1-C1˙SA ..CAGCCACTACCCAGCAAGCTGGAGGAGGTCAAAGCTTCAACCATCAACACTAAGGAAAAAGAGATGGAGGAAACAGCT 630
SPARCl1-C2˙SA ..CAGTCACTAACCATCAAGCTGGAGGAGGCCAAAGTTTCAACCGTCAACACTATGGGAAAAGAGATGGAGGAAACTGCT 639
SPARCl1-C1˙SR ..CAGCAACTACCCAGCAAGCTGGAGGAGGTCAAAGCTTCAACCATCAACACTAAGGAAAAAGAGACGGAGGAAACAGCT 609
SPARCl1-C2˙SR ..CAGCCAGTAACCATCAAGCTGGAGGAGGCCAAAGTTTCAACCGTCAACACTATGGGAAAAGAGATGGAGGAAACGGCT 609

640. 645. 650. 655. 660. 665. 670. 675. 680. 685. 690. 695. 700. 705. 710. 715.
conservation *!**!************** ****************** ************* ***** ************** *!***
SPARCl1˙CI AAAGATGTGATACCCACAGCCACAATGGACTATGATTCCCGGCAATCCAGCAACGATTCAGAGGACATTGTAAAGGAGCA 716
SPARCl1˙DR GAAGATGTAATCCCCACAGCCACAGCAAGCTATGAATCCCAGCAATCCAACAGC.........GACATTGCAGAGGAACA 674
SPARCl1˙IP GACAATGAACTTCCCACAGTCATGGAAGACTATGATACCCCACCCAATCAAGATTACGAGGATCCCAAAGATGGACACCA 704
SPARCl1˙LW GAAGATGTGATCCCCACAGCCACAGTGGATTATGATTCCCAGCAATCCATCAACGAATCAGAGGACATTGCAGAGGAACA 710
SPARCl1˙PN GAAGAA.................................AACCAAGAAGAGCAAACTCACCAACCTTTGGCCAGAGATGA 653
SPARCl1˙PP GAAGATGTGATCCCCACAGCCATAATGGACTATGATTCCCTGCAATCCATCAACGACTCAGAGGACATTGCAGAGGAACA 701
SPARCl1-AM GACGATGAACTTCCCACAGCCATGGAGGACTACGATTCCCAGCAGCCCTCAGCAACAGATGACCAAGAAACCAAAGAA.. 714
SPARCl1-C1˙CC GAAGATGTGATTCCCACAGTCACAGTGGACTATGATTCTCAGCAATCCAACACTGACTCTGAGGACATTGCAGAAGAGCA 713
SPARCl1-C2˙CC GAAGATGTGATTCCCACAGTCACAGTGGACTATGAA.........TCCAACACTGACTCTGAGGACATTGCAGAGGAACA 719
SPARCl1-C1˙SG GAAGACGTGATTCCCACAGTCACAGTGGACTATGATTCTCAGCAATCCAACACTGACTCTGAGGACATTGCAGAAGAACA 710
SPARCl1-C2˙SG GAAGATGTGATTCCCTCAGTCACAGTGGACTATGATTCCCAGCAATCCGACACTGACTCTGAGGACATTGCAGAAGAACA 713
SPARCl1-C1˙SA GAAGACGTGATTCCCACAGTCACAGTGGACTATGATTCTCAGCAATCCAACACTGACTCTGAGGACATTGCAGAAGAACA 710
SPARCl1-C2˙SA GAAGATGTGATTCCCACAGTCACAGTGGACTATGATTCCCAGCAATCCAACACTGACTCTGAGGACATTGTAGAGGAACA 719
SPARCl1-C1˙SR GAAGACGTTATTCCCACAGTCACAGTGGACTATGATTCTCAGCAATCCAACACTGACTCTGAGGACATTGCAGAAGAACA 689
SPARCl1-C2˙SR GAAGATGTGATTCCCACAGTCACAGTGGACTATGATTCCCAGCAATCCAACACTGACTCTGAGGACATTGCAGAGGAACA 689
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720. 725. 730. 735. 740. 745. 750. 755. 760. 765. 770. 775. 780. 785. 790.
conservation *** **********! *!*** *!******* ***** ***************!!*****!***********
SPARCl1˙CI GGAAGTGCCAGCAGAGCAAACCCAAGATGAGCTGAAAAAGCCTTTTCAAGACTCT......GACAATGAAAAAAAGAAGA 790
SPARCl1˙DR AGAGGAACTAGAAGACCAAGCTCAAGAGGAGTTGAAAGAACCT............GAGAATGACATTGAAAAGGGGAAGA 742
SPARCl1˙IP AGAAAAAACATTTGACCAAGCTGACCAAGAT...............GAGCAGATCCTTTCAGATCCTGAGACTGACAAAA 769
SPARCl1˙LW GGAAGTGCCAGCAGAGCAAACACAAGATGAGCTGAAAGAGCCTTTTCAAGACTCTGAGAATGACAATGAAAAAAAGAAGA 790
SPARCl1˙PN GAAAGAGCCTCTCCAGGACACTGAGAATATCCAGAATGAT......ACTGATGAGGACAAAGACAAAGAGAGCAAAGAAG 727
SPARCl1˙PP GGAAGTGCCAACAGATCAAACACAAGATGAG.........CCTTTTCAAGACTCTGAGATTGACAATGAAAAAAAGAAGA 772
SPARCl1-AM .......TCAAGCCAAGAGCAGCAAAGTGATGAACCTCTGCCC...ACAGAGACGCCAAAAGACGAGCAGATGGAGACAT 784
SPARCl1-C1˙CC GGACGTGCCAGCAGAACAAACCCAAGATGAG.........CCTTTACAAGACTCTGAGAATGACAATGAACAAGAGAAGA 784
SPARCl1-C2˙CC GGATGTGCCAACAGAACAAACCCAAGATGAGCTTAAAGCACCTTTTCAAGTCTCTGAGAATGACAATGAAAAAGAGAAGA 799
SPARCl1-C1˙SG GGATGTGCCAGCAGAACAAACCCAAGATGAG.........CCTTTACAAGACTCTGAGAATGACAATGAACAAGAGAAGA 781
SPARCl1-C2˙SG GGACGTGCCAGCAGAACAAACCCAAGATGAGCTTAAAGAACCTTTTCAAGTCTCTGAGAATGACAATGAAAAAGAGAAGA 793
SPARCl1-C1˙SA GGATGTGCCAGCAGAACAAACCCAAGATGAG.........CCTTTACAAGACTCTGAGAATGACAGTGAACAAGAGAAGA 781
SPARCl1-C2˙SA GGACGTGCCAGCAGAACAAACCCAAGATGAGCTTAAAGAACCTTTTCAAGTCTCTGAGAATGACAATGAAAAAGAGAAGA 799
SPARCl1-C1˙SR GGATGTGCCAGCAGAACAAACCCAAGATGAG.........CCTTTACAAGACTCTGAGAATGACAATGAACAAGAGAAGA 760
SPARCl1-C2˙SR GGACGTGCCAGCAGAACAAACCCAAGATGAGCTTAAAGAACCTTTTCAAGTCTCTGAGAATGACAATGAAAAAGAGAAGA 769

795. 800. 805. 810. 815. 820. 825. 830. 835. 840. 845. 850. 855. 860. 865. 870.
conservation ***!********!**********!*** *!** **!*** ** *******!****!**!! ******** ** ** ***
SPARCl1˙CI GTGATCAACAGGATGAGAAGAACAGCATTGAACCTGAGACTACTATTTTTTCTAGTGGCAAGAAGGCAAAGAAGGAGAAG 870
SPARCl1˙DR ATGATCAGCAGGATGAGAAGAACATCCTTGAACCTGGT.........ATTTCTGAAGGCAAGATGGCTAAAAAGGATAAG 813
SPARCl1˙IP GCAACACAGATGAAGACAAGGAGAGTATGGAACTGGCAGAAACGAAACTCTCTGAAGAAAAAGAGGAA............ 837
SPARCl1˙LW GTGATCAACAGGATGAGAGGGACAGCACTGAACCTGAGACCACTATTCTTTCTAGTGGCAAGAAGGCAAAGAAGGAGAAG 870
SPARCl1˙PN CTCAGCTCCAGAATATGAAGAACAGTGTAGAACCTGTGGACAACAATCTACCTGAAGAAAAAGAAGTA............ 795
SPARCl1˙PP GTGATCAACAGGATGAGAAGGGCAGCATTGAACCTGAGACCACTATTATTTCTAGGGGCAAGAAGGCAAAGAAAGAGAAG 852
SPARCl1-AM TTCAGGACATGGACAGGGACCAAAACACTGCTGATGAAGACAACACTCTTCCCAATGAAAAAGAAGTA............ 852
SPARCl1-C1˙CC GTGATCAACAGGATAAGAAGAACAGCAGTGAATCTGAGGATGCTATTCTTTCTAGTGGCAAGAAGACAAAGAAGGAGAAG 864
SPARCl1-C2˙CC GTGATCAACAGGATGAAAAGAACAGCACTGAATCTGAGGCTACAATTCTTTCTAGTGGCAAAAAGGCA............ 867
SPARCl1-C1˙SG GTGATCAACAGGATGAGAAGAACAGCACTGAATCTGAGGGTGCTATTCTTTCTAGTGGCAAGAAGACAAAGAAGGAGAAG 861
SPARCl1-C2˙SG GTGATCAACAGGATGAAAAGAACAGCACTGAATCTGAGGCTACAATTCCTTCTAGTGGCAAAAAGGCG............ 861
SPARCl1-C1˙SA GTGATCAACAGGATGAGAAGAACAGCACTGCATCTGAGGATGCTATTCTTTCTAGTGGCAAGAAGACAAAGAAGGAGAAG 861
SPARCl1-C2˙SA GTGATCAACAGGATGAAAAGAACAGCACTGAATCTGAGGCTACAATTCCTTCTAGTGGCAAAAAGGCAAAAAAGGACAAG 879
SPARCl1-C1˙SR GTGATCAACAGGATGAGAAGAACAGCAATGCATCTGAGGATGCTATTCTTTCTAGTGGCAAGAAGACAAAGAAGGAGAAG 840
SPARCl1-C2˙SR GTGATCAACAGGATGAAAAGAACAGCACTGAATCTGAGGCTACAATTCTTTCTAGTGGCAAAAAGGCAAAAAAGGAGAAG 849

875. 880. 885. 890. 895. 900. 905. 910. 915. 920. 925. 930. 935. 940. 945. 950.
conservation ** ******** ****** **** *****!****!****!********!**!*****!**!****!***!*** *!!***
SPARCl1˙CI AAGAAGCAGAAGAATGAAAGTAATAGACATGGAAAGACCAAAGCCAAGAAGCAGCGAAACAACCAGCAGCTGGAGAAGAT 950
SPARCl1˙DR AAG......AAGAATGAAAGTAAAAGCAATGGAAAGGGAAAAGGCAAAAAACAGCGGAACAGTGAGCTGCTTGAGAAGAT 887
SPARCl1˙IP GAGAAGGACACAAATGAAGGTGTCGGCCATGCTGAAGGAAGACACAAGAAACAGATGAGGAACATGAGACTGAGAAAAGC 917
SPARCl1˙LW AAGCAGCAAAAGAATGAAAGTAATACACATGGAAAGGCCAAAGCCAAGAAGCAGCGAAACAACCAGCAGCTGGAGAAGAT 950
SPARCl1˙PN GAGAAGCACACCAATGAACATGATAGCCATGCAAAGGGCAAAGACAAGAAGCAGAAGAAGACCCAGCGCCTAAGAAAAAT 875
SPARCl1˙PP AAACAGCAGAAGAATGAAAGTAATACACATGGAAAGGCCAAGGCCAAGAAGCGGAGAAACAACCAGCAGCTGGAGAAGAT 932
SPARCl1-AM ..................GAAACAAATGCTAATAAGGGTAAAGGTCGTAAGCAGAAGAAGAGTCAGCGACAGAGGAACAT 914
SPARCl1-C1˙CC AAAAAGCAGAAGAATGAAGGCAACAGCCATGGAAAGAGCAAACACAAGAGGCTACGAAACAATCAGCACCTCGAGAAGAT 944
SPARCl1-C2˙CC AAGAAGGAGAAAACTGAAAGTAAAAGCCATGGAAAGGGCAAAGCCAAGACGCAGCAAAACATCCAGCAGCTGGAGAAGAT 947
SPARCl1-C1˙SG AAAAAGCTGAAAAATGAAGGTAACAGCCATGGAAAGAGCAAACCCAAGAAGCAGCGAAACAACCAGCAGCTGGGGAAGAT 941
SPARCl1-C2˙SG AAAAAGCAGAAGAATGAAAGTAAAAGCCATGGAAAGGACAAAGCCAAGAAGCAGCGAAACAACCAGAAGCCGGAGAAGAT 941
SPARCl1-C1˙SA AAAAAGCAGAAAAATGAAGGTAACAGCCATGGAAAGAGCAAACCCAAGAAGCAGCGAAACAACCAGCAGCTGCGGAAGAT 941
SPARCl1-C2˙SA AAAAAACAGAAGAATGAAAGTAAAAGCCATGGAAAGGGCAAAGCCAAGAAGCAGCGAAACAACCAGAAGCCGGAGAAGAT 959
SPARCl1-C1˙SR AAAAAGCAGAAAAATGAAGATAACAGCCATGGAAAGAGCAAACCCAAGAAGCAGCGAAACAACCAGCAGCTGGGGAAGAT 920
SPARCl1-C2˙SR AAAAAGCAGAAGAATGAAAGTAAAAGCCATGGAAAGGGCAAAGCCAAGAAGCAGCGAAACAACCAGAAGCCGGAGAAGAT 929

955. 960. 965. 970. 975. 980. 985. 990. 995. 1000. 1005. 1010. 1015. 1020.
conservation *!!*!!*!!!!***!**** ********** ************ * ** ******!!*!**!**!** *** *!
SPARCl1˙CI GCAAAGTGACCAAGCCAGTGCAATGGAAGCCAATGAAGAACAT......GCTCAGAGGAAAGACCCAGAAAAAGTGGTGG 1024
SPARCl1˙DR GCAGAGTGACCAGGCCGGTGCAATAGAAGACACTGAAGAACTT......GCTCAGAAGAAAGACCAAGAAAAAGTGACAG 961
SPARCl1˙IP ACAGAGTGACCAGGCTTTGAGTGCTGATGTGTCCTCAGAGCAT......TCTCAAAACCAAGAGCCAGAGAAAGAGACAG 991
SPARCl1˙LW GCAGAGTGACCAAGCCAGTGCAATGGAAGCCGATGAGGAACGT......GCACAGAGGCAAGACCCAGAAAAAGTGGTGG 1024
SPARCl1˙PN GCAGAGTGACCAGCCCTCATTGGCTGAGGGTCCAACAGAGCACACTGAAAATGAAAAGAAAGAGCCAGAAAGCACACTTG 955
SPARCl1˙PP GCAGAGTGACCAAGCCACTGCAATGGAAGCCAATGAG........................GACCCAGAAAAAAGGGTGG 988
SPARCl1-AM GCACAGCGACCAGCCCCCAATGGCCGAAGGTCCATCAGAGCACGATCAGACCCAAGAGAAAGAGCCGGAAAGCTCGGAAG 994
SPARCl1-C1˙CC GCAGAGTGACCAAGCA.....................GAACAT......AATCATAGGAAAGACCCAGAAAAACTGGAGG 997
SPARCl1-C2˙CC GCAGAGTGACCAAGCCAGTACAGTGGAAGCAACTGAAGAACAT......ACTCATAGGAAAGACCCAGAAAAACTGGAGG 1021
SPARCl1-C1˙SG GCAGAGTGACCAAGCCAGTACAATGGAAGCAACTGAAGAACAT......AACCATAGGAAAGACCCAGAAAAACTGGAGG 1015
SPARCl1-C2˙SG GCAAAGTGACCAAGCCAGTACAATGGAAGCAACTGAAGAACAT......ACTCGTAGGAAAGACCAGGGAAAACTGGAGG 1015
SPARCl1-C1˙SA GCAGAGTGACCGAGCCAGTACAATGGAAGCAACTGAAGAACAT......AACCATAGGAAAGACCCAGAAAAACTGGAGG 1015
SPARCl1-C2˙SA GCAGAGTGACCAAGCCAGTACAATGGAAGCAACTGAAGAACAT......ACTCATAGGAAAGACCAGGAAAAACTGGAGG 1033
SPARCl1-C1˙SR GCAGAGTGACCAAGCCAGTACAATGGAAGCAACTGAAGAACAT......AACCATAGGAAAGACCCAGAAAAACTGGAGG 994
SPARCl1-C2˙SR GCAGAGTGACCAAGCCAGTACAATGGAAGCAACTGAAGAACAT......ACTCATAGGAAAGACCAGGAAAAACTGGAGG 1003

1025. 1030. 1035. 1040. 1045. 1050. 1055. 1060. 1065. 1070. 1075. 1080. 1085. 1090. 1095. 1100.
conservation ***********!!************* *** *!*!!!*!!*!!*!!*!*! ********************** ******
SPARCl1˙CI AGCCCACTGAAAACACAGAGTCTAAAGCCAGAAAGAAGAATGGGAAATGGACTCGTTTGGTGGGGATGAATCCAGTACAG 1104
SPARCl1˙DR AGGCCACTGAAAATACAGAGTCCAAACCCAGAAAGAAGAATGGCAAATGGACTCGCTTGGTGGGGATGAATCCAGTACAG 1041
SPARCl1˙IP AAATTACACCCAACTTGGTG.........CAGACGAAGAAGGGGAAATGGGCCTCCCTACTGGGAATGAACCCTGTGCAG 1062
SPARCl1˙LW AGCCCACTGAAAACACAGAGCCTAAATCCAAAAAGAAGAATGGGAAATGGACTCGTTTGGTGGGGATGAATCCTGTACAG 1104
SPARCl1˙PN GTGCACTGCAGAAGACCAAG.........AAAAGGAAGAACGGGAAGTGGCGTTCTCTGGTAGGAATTAACCCAGTGCAG 1026
SPARCl1˙PP AGCCCACTGAAAATACAGAGCCTAAATCCAAAAAGAAGAATGGGAAATGGACTCGTTTGGTGGGGATGAATCCTGTACAG 1068
SPARCl1-AM GTGCTCTGCAGAAAGCTAAG.........AGGAGGAAAAACGGGAAGTGGGTAAGA........................ 1041
SPARCl1-C1˙CC AGCCCACTGAAAATACAGAGCCTAAAACCAAAAAGAAGAATGGGAAATGGTCTCGCTTGGTGGGGATGAATCCCGTACAG 1077
SPARCl1-C2˙CC AGCCCACTGAAAATACAGAGCCTAAACCCAAAAAGAAGAATGGGAAATTGACTCGCTTGGTGGGGATGAATCCAGTACAA 1101
SPARCl1-C1˙SG AGCCCACTGAAAATACAGAGCCTAAAACCAGAAAGAAGAATGGGAAATGGTCTCGCTTGGTGGGGATGAATCCTGTACAG 1095
SPARCl1-C2˙SG AGCCCACTGAAAATACAGAGCCTAAACCCAGAAAGAAGAATGGAAAATGGACTCGCTTGGTGGGGATGAATCCCGTACAA 1095
SPARCl1-C1˙SA AGCCCACTGAAAATACAGAACCTAAAACCAGAAAGAAGAATGGGAAATGGTCTCGCTTGGTGGGGATGAATCCTGTACAG 1095
SPARCl1-C2˙SA AGCCCACTGAAAATACAGAGCCTAAACCCAGAAAGAAGAATGGAAAATGGACTCGCTTAGTGGGGATGAATCCCATACAA 1113
SPARCl1-C1˙SR AGCCCACTGAAAATACAGAGCCTAAAACCAGAAAGAAGAATGGGAAATGGTCTCGCTTGGTGGGGATGAATCCTGTACAG 1074
SPARCl1-C2˙SR AGCCCACTGAAAATACAGAGCCTAAACCCAGAAAGAAGAATGGAAAATGGACTCGCTTGGTGGGGATGAATCCCGTACAA 1083
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1105. 1110. 1115. 1120. 1125. 1130. 1135. 1140. 1145. 1150. 1155. 1160. 1165. 1170. 1175.
conservation ** ****** ******************** ***** ******* ********* ********* ****** ***
SPARCl1˙CI ATTAGGGCCACTATGGAGCTTTACCCTGAC......ATTCGACCTACCCATCGGCCCAGTGGACAGGGGGTGCCAGCTGA 1178
SPARCl1˙DR ATTAGGGCCACTATGGATCTTTACCCAGAT......GTTCGCCTCACCCGTCACTCCAATGGGCAGGGGGTGCCAGCTGA 1115
SPARCl1˙IP TTCAGGGCTGCAGTGGATCTTTTCCCCAAA......AAGAATTTCACTGTGCATATGTACATGTAATCATTATATCCAGA 1136
SPARCl1˙LW ATTAGGGCCACTATGGAGCTTTACCCTGAC......ATTCGGCCCACACATCGGCCCAGCAGACAGGGGGAGCCAGCTGA 1178
SPARCl1˙PN ATTCGGGCAACAGTGGAGCTGTTCCCCAGACCTGTGGTCAGGTCCAGACTCGGAGCCGACGGCCAGGAAGCTCCCGCCGA 1106
SPARCl1˙PP ATTAGGGCCACTATGGAGCTTTACCCTGAC......ATTCGGCCCAGCAGA............CAGGGGGAGCCAGCTGA 1130
SPARCl1-AM ................................................................................ 1041
SPARCl1-C1˙CC ATCAGGGCCGCTATGGAGCTTTACCCTGAC......ATTCGACCCACCCATCGGCCCAGCGGACAGGGGTTGTCAGATGA 1151
SPARCl1-C2˙CC ATTAGGGCCACTATGGAGCTTTACCCTGAC......ATTCGACCCACCCGTTGGCCCAGTGGACAGGGGTTACCAGTTGA 1175
SPARCl1-C1˙SG ATCAGGGCCGCTATGGAGCTTTACCCTGAC......ATTCGACCCACCCATCGGCCCAGTGGACAGGGGTTGCCAGATGA 1169
SPARCl1-C2˙SG ATTAGGGCCACTATGGAGCTTTACCCTGAC......ATTCGACCCACCCATCGGCCCAGTGGACAGGGGTTGCCAGCTGA 1169
SPARCl1-C1˙SA ATCAGGGCCGCTATGGAGCTTTACCCTGAC......ATTCGACCCACCCATCGGCCCAGTGGACAGGGGTCGTCAGATGA 1169
SPARCl1-C2˙SA ATTAGGGCCACTATGGAGCTTTACCCTGAC......ATTCGACCCACCCATCGGCCCAGTGGACAAGGGTTGCCAGCTGA 1187
SPARCl1-C1˙SR ATCAGGGCCGCTATGGAGCTTTACCCTGAC......ATTCGACCCACCCATCGGCCCAGTGGACAGGGGTTGCCAGATGA 1148
SPARCl1-C2˙SR ATTAGGGCCACTATGAAGCTTTACCCTGAC......ATTCGACCCACCCATCGGCACAGTGGACAGGGGTTGCCAGCTGA 1157

1180. 1185. 1190. 1195. 1200. 1205. 1210. 1215. 1220. 1225. 1230. 1235. 1240. 1245. 1250. 1255.
conservation ****** *********************** ***************** *********** *******************
SPARCl1˙CI CCCCTGTGAGAACTTTCGCTGTAAAAGAGGGAAGACATGCAAAATAAATGATGAGAACAAACCCGTCTGTGTGTGTCAGG 1258
SPARCl1˙DR CCCCTGTGAAAATTTCCGCTGCAAAAGAGGGAAAACTTGCAAACTGAACGATGAGAACAAGCCCCTCTGTGTGTGTCAGG 1195
SPARCl1˙IP CTCATGTGAGAACTTCCACTGTAAGCGAGGGAAGACATGCAAGCTGAACGATATGAAGAAGCCCAGCTGTGTGTGTCAGG 1216
SPARCl1˙LW CCCTTGTGAGAACTTTCGCTGTAAAAGAGGAAAGACATGCAAAATGAACGATGAGAACAAGCCCGTCTGTGTGTGTCAGG 1258
SPARCl1˙PN CCCATGTGAGAACTTCCACTGTAAGCGAGGGAAGACATGCAAACTGAACGAAGAACAGAAGCCAACTTGTGTGTGTCAAG 1186
SPARCl1˙PP CCCCTGTGAGAACTTTCGCTGTAAAAGAGGAAAGACATGCAAAATGAACGATGAGAACAAGCCCGTCTGTGTGTGTCAGG 1210
SPARCl1-AM ................................................................................ 1041
SPARCl1-C1˙CC CCCCTGCGAGAACTTTCGCTGTAAAAGAGGAAAGACGTGCAAAATGAATGATGAGAACAAACCTGTCTGTGTGTGTCAGG 1231
SPARCl1-C2˙CC CCCCTGTGAGAACTTTCGCTGTAAAAGAGGGAAGACATGCAAAATGAACGATGAGAACAAGCCCGTCTGTGTGTGTCAGG 1255
SPARCl1-C1˙SG CCCCTGTGAGAACTTTCGCTGTAAAAGAGGAAAAACATGCAAAATGAATGATGAGAACAAACCCGTCTGTGTGTGTCAGG 1249
SPARCl1-C2˙SG CCCCTGCGAGAACTTTCGCTGTAAAAGAGGGAAGACATGCAAAATGAACGATGACAACAAGCCCGTCTGTGTGTGTCAGG 1249
SPARCl1-C1˙SA CCCCTGCGAGAACTTTCGCTGTAAAAGAGGAAAGACATGCAAAATGAATGATGAGAACAAACCCGTCTGTGTGTGTCAGG 1249
SPARCl1-C2˙SA CCCCTGCGAGAGCTTTCGCTGTAAAAGAGGGAAGACATGCAAAATGAACGATGAGTACAAGCCCGTCTGTGTGTGTCAGG 1267
SPARCl1-C1˙SR CCCCTGCGAGAACTTTCGCTGTAAAAGAGGAAAGACATGCAAAATGAATGATGAGAACAAACCCGTCTGTGTGTGTCAGG 1228
SPARCl1-C2˙SR CCCCTGCGAGAACTTTCGCTGTAAAAGAGGGAAGACATGCAAAATGAACGAGGAGAACAAGCCCGTCTGTGTGTGTCAGG 1237

1260. 1265. 1270. 1275. 1280. 1285. 1290. 1295. 1300. 1305. 1310. 1315. 1320. 1325. 1330. 1335.
conservation ************************************* ***** ************************************
SPARCl1˙CI AGCCGTCAGAATGTCCCCCCAGTGTAAACGATTTTGACCATGTATGCGGAACTGACAATAAGACATATGACACATCCTGT 1338
SPARCl1˙DR AGCCGACAGAATGTCCTCCTAATGTAAACGATTTTGAACATGTCTGCGGAACTGACAATAAGACATATGACTCATCTTGT 1275
SPARCl1˙IP ATCCTGCAGACTGTCCTCCAGGTCTCAGTGAGTTTGACCATGTGTGTGGAACAGATAACCAGACTTATGACTCATACTGC 1296
SPARCl1˙LW AGCCGTCAGAATGTCCTCCCAGTGTAAATGATTTTGACCATGTTTGCGGAACTGACAATAAGACATATGACACATCCTGT 1338
SPARCl1˙PN AACCTGCAGACTGTCCTCCAAGTGTCGCTGAATTTGAACATGTGTGTGGAACAGACAACCAGACATACGACACCTCCTGC 1266
SPARCl1˙PP AGCCGTCAGAATGTCCTCCCAGTGTAAATGATTTTGACCATGTTTGCGGAACTGACAATAAGACATATGACACATCCTGT 1290
SPARCl1-AM ................................................................................ 1041
SPARCl1-C1˙CC AGCCGTCAGAATGTCCTCTCAGTGTAAATGATTTTGAGCATGTATGTGGAACTGACAATAAGACATATGACACATCCTGT 1311
SPARCl1-C2˙CC AGCCGTCAGAATGTCCTCCCAGTGTAAATGATTTAGACCATGTATGCGGAACAGACAATAAGACATATGACACATCCTGT 1335
SPARCl1-C1˙SG AGCCATCAGAATGTCCTACCAGTGTAAATGATTTTGAGCATGTATGTGGAACTGACAATAAGACATATGACACATCCTGT 1329
SPARCl1-C2˙SG AGCCGTCAGAATGTCCTCCCAGTGTAAATGATTTAGACCATGTATGCGGAACTGACAATAAGACATATGACACATCCTGT 1329
SPARCl1-C1˙SA AGCCGTCAGAATGTCCTACCAGTGTAAATGATTTTGAGCATGTATGCGGAACTGACAATAAGACATATGACACATCCTGT 1329
SPARCl1-C2˙SA AGCCGTCAGAATGTCCTCCCAGTGTAAATGATTTAGACCATGTATGCGGAACTGACAATAAGACATATGACACATTCTGT 1347
SPARCl1-C1˙SR AGCCGTCAGAATGTCCTACCAGTGTAAATGATTTTGAGCATGTATGCGGAACTGACAATAAGACATATGACACATCCTGT 1308
SPARCl1-C2˙SR AGCCGTCAGAATGTCCTCCCAGTGTAAATGATTTAGACCATGTATGCGGAACTGACAATAAGACATATGACACATCCTGT 1317

1340. 1345. 1350. 1355. 1360. 1365. 1370. 1375. 1380. 1385. 1390. 1395. 1400. 1405. 1410. 1415.
conservation ***** ******************************************************** *****************
SPARCl1˙CI CAGCTCTTTGCCACGAAGTGTGGTCTTGATGGAACCAAAATAGGCCACAGACTTCACCTGGACTACACTGGATCCTGTAA 1418
SPARCl1˙DR CACCTTTTTGCTACCAAGTGTGGTCTTGAGGGAACCAAATTAGGTCACAGGCTTCATCTGGACTACACTGGATCATGCAA 1355
SPARCl1˙IP CAGCTTTTTGCCATCAAGTGCAGCCTTGAGGGCAGCAAGAAAGGGCACAGACTACATCTGGACTACAGCGGCTCCTGCAA 1376
SPARCl1˙LW CAGCTCTTTGCCACCAAGTGTAGCCTTGACGGGACCAAAATAGGCCACAGACTTCACCTGGACTACACTGGGTCCTGCAA 1418
SPARCl1˙PN CAGCTCTTTGCCACCAAGTGTGGCCTTGAGGGCACCAAGAAAGGTCACAAACTGCACCTGGACTACACAGGCTCCTGCAA 1346
SPARCl1˙PP CAGCTCTTTGCCACCAAGTGTAGTCTTGACGGGACCAAAGTAGGCCACAGACTTCACCTGGACTACTCTGGGTCCTGCAA 1370
SPARCl1-AM ................................................................................ 1041
SPARCl1-C1˙CC CAGCTTTTTGCCACCAAGTGTGGCCTTGAGGGGACCAAAATAGGCCACAGACTTCACCTGGATTACACTGGATCCTGCAA 1391
SPARCl1-C2˙CC CAGCTCTTTGCAACCAAGTGTGGCCTTGAGGGGACAAAAATAGGCCACAGACTTCACCTGGAATACACTGGATCCTGCAA 1415
SPARCl1-C1˙SG CAGCTTTTTGCCACCAAGTGTGGCCTTGAGGGGACCAAAATAGGCCACAGACTTCACCTGGATTACACTGGATCCTGCAA 1409
SPARCl1-C2˙SG CAGCTCTTTGCCACCAAGTGTGGCCTTGAGGGGACCAAAATAGGCCACAGACTTCACCTGGATTACACTGGATCCTGCAA 1409
SPARCl1-C1˙SA CAGCTTTTTGCCACCAAGTGTGGCCTTGAGGGGACCAAGATAGGCCACAGACTTCACCTGGATTACACTGGATCCTGCAA 1409
SPARCl1-C2˙SA CAGCTCTTTGCCACCAAGTGTGGCCTTGAGGGGACCAAAATAGGCCACAGACTTCACCTGGATTACACTGGATCCTGCAA 1427
SPARCl1-C1˙SR CAGCTTTTTGCCACCAAGTGTGGCCTTGAGGGGACCAAAATAGGCCACAGACTTCACCTGGATTACACTGGATCCTGCAA 1388
SPARCl1-C2˙SR CAGCTCTTTGCCACCAAGTGTGGCCTTGAGGGGACCAAAATAGGCCACAGACTTCACCTGGATTACACTGGATCCTGCAA 1397

1420. 1425. 1430. 1435. 1440. 1445. 1450. 1455. 1460. 1465. 1470. 1475. 1480. 1485. 1490. 1495.
conservation ***************** ****** ***************************** ** *********** ****** ***
SPARCl1˙CI ATTTATTGCTCCATGTCTAGAGTCAGAACTGGTGCAGTTCCCTCTGCGCATGCGGGACTGGCTGAAGAACGTGCTTCTGC 1498
SPARCl1˙DR ATTTATTGCTCCATGTGTGGAGTCAGAGCTGGTGCAGTTCCCACTGCGAATGCGGGACTGGCTGAAGAACGTGCTTCTGC 1435
SPARCl1˙IP ATTTATTCCACCATGTCTGAAGACAGAGCTGATACATTTTCCACTGCGCATGAGAGACTGGCTGAAGAATGTGCTGCTGC 1456
SPARCl1˙LW ATTTATTGCTCCATGTCTAGAGTCAGAGCTGGTGCAGTTCCCTCTACGTATGCGGGATTGGCTGAAGAATGTGCTTCTGC 1498
SPARCl1˙PN ATTTATCCCACCATGCCTGAGCACAGAACTTGTGCAGTTTCCACTTCGTATGAGGGACTGGCTGAAGAACGTGCTGCTGC 1426
SPARCl1˙PP ATATATA......TACCTATTGGTGTTTTAGATGTATTTTCCAAAGAGATCTCAACAATGTCTTAGAAATTACATTTTGG 1444
SPARCl1-AM ................................................................................ 1041
SPARCl1-C1˙CC ATTTATTCCTCCATGTCCAGAGTCAGAGCTGGTGCAGTTCCCTCTGCGTATGCGAGATTGGCTGAAGAATGTGCTTTTGC 1471
SPARCl1-C2˙CC ATTTATTCCTCCATGTCCAGAGTCGGAGCTGGTGCAGTTCCCTCTGCGTATGCGGGATTGGCTGAAGAACGTGCTTCTGC 1495
SPARCl1-C1˙SG ATTTATTCCTCCATGTCCAGAGTCGGAGCTGGTGCAGTTCCCTCTGCGTATGCGAGATTGGCTGAAGAATGTGCTTTTGC 1489
SPARCl1-C2˙SG ATTTATTCCTCCATGTCCAGAGTCGGAGCTGGTGCAGTTCCCTCTGCGTATGCGGGATTGGCTGAAGAATGTGCTTCTGC 1489
SPARCl1-C1˙SA ATTTATCCTTCCATGTCCAGAGTCGGAGCTGGTGCAGTTCCCTCTGCGTATGCGAGATTGGCTGAAGAACGTGCTTTTGC 1489
SPARCl1-C2˙SA ATTTATTCCTCCATGTCCAGAGTCGGAGCTGGTGCAGTTCCCTCTGCGTATGCGGGATTGGCTGAAGAACGTGCTTCTGC 1507
SPARCl1-C1˙SR ATTTATTCCTCCATGTCCAGAGTCGGAGCTGGTGCAGTTCCCTCTGCGTATGCGAGATTGGCTGAAGAACGTGCTTTTGC 1468
SPARCl1-C2˙SR ATTTATTCCTCAATGTCCAGAGTCGGAGCTGGTGCAGTTCCCTCTGCGTATGCGGGATTGGCTGAAGAACGTGCTTCTGC 1477
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1500. 1505. 1510. 1515. 1520. 1525. 1530. 1535. 1540. 1545. 1550. 1555. 1560. 1565. 1570. 1575.
conservation ********** ***** *********************************** ***************************
SPARCl1˙CI AGTTATATGAACATGACTCCATGTCTCCTGGCTTTCTCACAGCTAAACAAAGAATCAGGGTTCAGAAGATTTATGAGAGT 1578
SPARCl1˙DR AGTTATATGAGCATGACTCCATGTCTCCTGGCTTTCTCACAGCTAAACAGAGAATCAGGGTTCAGAAGATCTATGAGAGC 1515
SPARCl1˙IP AGCTCTACGAACAAGAC...............TTCCTTACAGCCAAGCAGAGATCCAGAGTTCAGAAGATGTACGAGAAT 1521
SPARCl1˙LW AGTTATACGAGCATGACTCCATGTCTCCTGGCTTTCTCACAGCTAAACAAAGAATCAGGGTTCAGAAGATCTATGAGAGC 1578
SPARCl1˙PN AGCTCTATGAGCACGACTCAGTGACTCCTGGCTTCCTCACGGCCAAGCAGAGAGCCAGGGTTCAGAAGCTGTATGAGAAT 1506
SPARCl1˙PP TTTAGCAAGACACAAAGTCTCAGAGGAGGCAG...ATGAAACTATGGAGGAGGATGAAGGTCCAGAAAAAGACAAAGAAG 1521
SPARCl1-AM ................................................................................ 1041
SPARCl1-C1˙CC AGTTATATGAGCATGAATCCATGTCTCCTGGCTTTCTCACAGCTAAACAAAGTATCAGGGTTCAGAAGATCTATGAGAGT 1551
SPARCl1-C2˙CC AGTTATATGAGCATGAATCCATGTCTCCTGGCTTTCTCACAGCTAAACAAAGAATCAGGGTTCAGAAGATCTATGAGAGT 1575
SPARCl1-C1˙SG AGTTATATGAACATGAATCCATGTCTCCTGGCTTTCTCACAGCTAAACAAAGTATCAGGGTTGAGAAGATCTTTGAGAGT 1569
SPARCl1-C2˙SG AGTTATATGAGCATGAATCCATGTCTCCTGGCTTTCTCACAGCTAAACAAAGAATCAGGGTTCAGAAGATCTATGAGAGT 1569
SPARCl1-C1˙SA AGTTATATGAACATGAATCCATGTCTCCTGGCTTTCTCACAGCTAAACAAAGTATCAGGGTTCAGAAGATCTTTGAGAGT 1569
SPARCl1-C2˙SA AGTTATATGAGCATGAATCCATGTCTCCTGGCTTTCTCACAGCTAAACAAAGAATCAGGGTTCAGAAGATCTATGATAGT 1587
SPARCl1-C1˙SR AGTTATATGAACATGAATCCATGTCTCCTGGCTTTCTCACAGCTAAACAAAGTATCAGGGTTCAGAAGATCTTTGAAAGT 1548
SPARCl1-C2˙SR AGTTATATGAGCATGAATCCATGTCTCCTGGCTTTCTCACAGCTAAACAAAGAATCAGGGTTCAGAAGATCTATGAGAGT 1557

1580. 1585. 1590. 1595. 1600. 1605. 1610. 1615. 1620. 1625. 1630. 1635. 1640. 1645. 1650. 1655.
conservation ***** ** ******************** ***** *******************************************
SPARCl1˙CI GAGAGGCGTCTTCATGCAGGCGATCACACCGCCGAGCTTCTACAGCAGGACTTTGAGAAGAACTACAACATGTACATCTA 1658
SPARCl1˙DR GAGAGACGTCTTCATGCAGGAGATCACCCTGTTGAAATTCTGCAGCAGGACTTTGAGAAGAACTACAACATGTACATCTA 1595
SPARCl1˙IP GAGAGGCGTCTCCATGCAGGCGATCACCCAGTTGAGCTCTTGGTTCGGGACTTTGAAAAGAATTACAACATGTACATATA 1601
SPARCl1˙LW GAGAGGCGTCTTCATGCAGGCGATCACCCCGTCTAGCTTCTACAGCAGGACTTTGAGAAGAACTACAACATGTACATCTA 1658
SPARCl1˙PN GAGCGGCGTCTCCATGCAGGGGACCATTCCATTGAATTGCTGGCTCAGGACTTTGAGAAAAACTACCCTATGTACATCTA 1586
SPARCl1˙PP TTAAGGAGACTGAGG.........AGGAGGAGGGAAAGGAAAAGGGAGAATCTACAATGGAGAATGAAGATGTAACTGAG 1592
SPARCl1-AM ................................................................................ 1041
SPARCl1-C1˙CC GAGAGACGTCTTCATGCAGACGATCACCCCGTTGAGATTCTACAGCAGGACTTTGAGAAGAACTACAACATGTACATCTA 1631
SPARCl1-C2˙CC GAGAGACGCCTTCATGCAGGCGATCACCCTGTTGAACTTCTACAGCAGGACTTTGAGAAGAACTACAACATGTACATCTA 1655
SPARCl1-C1˙SG GAGAGACGTCTTCATGCAGGCGATCACCCCGTTGAGATTCTACAGCAGGACTTTGAGAAGAACTACAACATGTACATCTA 1649
SPARCl1-C2˙SG GAGAGACGGCTTCATGCAGGCGATCACCCTGTTGAACTTCTACAGCAGGACTTTGAGAAGAACTACAACATGTACATCTA 1649
SPARCl1-C1˙SA GAGAGATGTCTTCATGCAGGCGATCACCCTGTTGAGATTCTACAGCAGGACTTTGAGAAGAACTACAACATGTACATCTA 1649
SPARCl1-C2˙SA GAGAGACGGCTTCATGCAGGCGATCACCCTGTTGAACTTCTACAGCAGGACTTTGAGAAGAACTACAACATGTACATCTA 1667
SPARCl1-C1˙SR GAGAGACGTCTTCATGCAGGTGATCACCCCGTTGAGATTCTACAGCAGGACTTTGAGAAGAACTACAACATGTACATCTA 1628
SPARCl1-C2˙SR GAGAGACGGCTTCATGCAGGCGATCACCCTGTTGAACTTCTACAGCAGGACTTTGAGAAGAACTACAACATGTACATCTA 1637

1660. 1665. 1670. 1675. 1680. 1685. 1690. 1695. 1700. 1705. 1710. 1715. 1720. 1725.
conservation ****** ************************** ************* ***********************
SPARCl1˙CI TCCAGTG.........CACTGGCAGTTTGCACAAATGGACCAACATCCTTCAGACAGGTTTCTTACTCACTCTGAGCTGG 1729
SPARCl1˙DR TCCAGTG.........CACTGGCAGTTTGCACAGATGGACCAGCATCCTTCAGACAGGTTTTTGACTCACTCTGAGCTGG 1666
SPARCl1˙IP CCCAGTG.........CATTGGCAGTTTGCACAAATGGACCAACATCCATCAGACAGGTTCCTGTCTCACTCAGAGCTTG 1672
SPARCl1˙LW TCCAGTG.........CACTGGCAGTTTGCACAAATGGACCAACATCCTTCAGACAGGATTCTTTCTCACTCTGAGCTGG 1729
SPARCl1˙PN TCCTGTC.........CACTGGCAGTTCGCGCAGATGGATCAGCATCCATCAGACAGGTTTCTGTCTCACTCGGAGCTGG 1657
SPARCl1˙PP AAGAGTGAAGATATCTCACAGGAAAATAGCTTCTATGGAAAATTCTTAAAAGTGTAAGATTCTTTCTCACTCTGAGCTGG 1672
SPARCl1-AM ................................................................................ 1041
SPARCl1-C1˙CC TCCAGTG.........CACTGGCAGTTTGCACAGATGGACCAGCATCCTTCAGACAAGTTTCTTTCTCACTCTGAGCTGG 1702
SPARCl1-C2˙CC TCCAGTT.........CACTGGCAGTTTGCACAGATGGACCAGCATCCTTCAGACAGGTTTCTTTCTCATTCGGAGCTGG 1726
SPARCl1-C1˙SG TCCAGTG.........CACTGGCAGTTTGCACAGATGGACCAGCATCCTTCAGACAAGTTTCTTTCTCACTCTGAGCTGG 1720
SPARCl1-C2˙SG TCCAGTT.........CACTGGCAGTTTGCACAGATGGACCAACATCCTTCAGACAGGTTTCTTTCTCATTCTGAGCTGG 1720
SPARCl1-C1˙SA TCCAGTG.........CACTGGCAGTTTGCACAGATGGACCAGCATCCTTCAGACAAGTTTCTTTCTCACTCTGAGCTGG 1720
SPARCl1-C2˙SA TCCAGTT.........CACTGGCAGTTTGCACAGATGGACCAACATCCTTCAGACAGGTTTCTTTCTCATTCTGAGCTGG 1738
SPARCl1-C1˙SR TCCAGTG.........CACTGGCAGTTTGCACAGATGGACCAGCATCCTTCAGACAAGTTTCTTTCTCACTCTGAGCTGG 1699
SPARCl1-C2˙SR TCCAGTT.........CACTGGCAGTTTGCACAGATGGACCAACATCCTTCAGACAGGTTTCTTTCTCATTCTGAGCTGG 1708

1730. 1735. 1740. 1745. 1750. 1755. 1760. 1765. 1770. 1775. 1780. 1785. 1790. 1795. 1800. 1805.
conservation **** ************** ***** ******************************* **********************
SPARCl1˙CI CTCCGCTGCGCGTTCCACTGGTTCCCATGGAGCATTGCACCTCAGTCTTTTTCCAAAAGTGTGATGCCGACAAGGACAAA 1809
SPARCl1˙DR CTCCGCTGCGCGTTCCTCTAGTTCCCATGGAGCATTGCACCTCAGTCTTCTTTCAAATGTGTGATGCCGACAAGGACAAA 1746
SPARCl1˙IP CTCCTCTGCGTGCCCCTCTGGTTCCTATGGAGCACTGCACTTCAGTTTTTTTCCACGAGTGTGATGCAGACAAGGACAAG 1752
SPARCl1˙LW CTCCTCTGCGCGTTCCCTTGGTTCCCATGGAGCATTGCACCTCTGTCTTTTTCCAGAAGTGTGATGCTGACAAGGACAAA 1809
SPARCl1˙PN CTCCTCTGCGTGTTCCATTGGTTCCCATGGAGCATTGCACTTCAGTCTTTTTCCAGGAATGCGACGCAGACAAGGACAAG 1737
SPARCl1˙PP CTCCTCTGCGCGTTCCCCTGGTTCCCATGGAGCATTGCACCTCTGTCTTTTTCCAAAAGTGTGATGCTGACAAGAACAAA 1752
SPARCl1-AM ................................................................................ 1041
SPARCl1-C1˙CC CTCCACTGCGCGTCCCCCTAGTTCCAATGGAGCATTGCACCTCAGTCTTTTTCCAAAAGTGTGATGCTGACAAGGACAAA 1782
SPARCl1-C2˙CC TTCCATTGCGGGTTCCCCTAGTTCCAATGGAGCATTGCACCTCAGTCTTTTTCCAAAGGTGTGATGCTGACAAGGACAAA 1806
SPARCl1-C1˙SG CTCCACTGCGCGTTCCCCTAGTTCCAATGGAGCATTGCACCTCAGTCTTTTTCCAAAAGTGTGATGCTGACAAGGACAAA 1800
SPARCl1-C2˙SG CTCCACTGCGCGTTCCCCTAGTTCCAATGGAGCATTGCACCTCAGTCTTTTTCCAAAGATGTGATGCTGACAAGGACAAA 1800
SPARCl1-C1˙SA CTCCACTGCGCGTTCCCCTAGTTCCAATGGAGCATTGCACCTCAGTCTTTTTCCAAAAGTGTGATGCTGACAAGGACAAA 1800
SPARCl1-C2˙SA CTCCACTGCGCGTTCCCCTAGTTCCAATGGAGCATTGCACCTCAGTCTTTTTCCAAAGATGTGATGCTGACAAGGACAAA 1818
SPARCl1-C1˙SR CTCCACTGCGTGTTCCCCTAGTTCCAATGGAGCATTGTACCTCAGTCTTTTTCCAAAAGTGTGATGCTGACAAGGACAAA 1779
SPARCl1-C2˙SR CTCCACTGCGCGTTCCCCTAGTTCCAATGGACCATTGCACCTCAGTCTTTTTCCAAAGATGTGATGCTGACAAGGACAAA 1788

1810. 1815. 1820. 1825. 1830. 1835. 1840. 1845. 1850. 1855. 1860. 1865. 1870. 1875. 1880.
conservation ************************************************** ****** *****************
SPARCl1˙CI CTAGTCTCCTTCAAAGAGTGGTGCAGCTGCTTTGGCATTAAGGAAGAGGATATGGATACCAATCTGCTGTTCTGA 1884
SPARCl1˙DR CTGGTCTCCTTCAAAGAGTGGTGCAGCTGCTTTGGCATTAAGGAAGAGGATATGAATACCAATCTGCTGTTCTGA 1821
SPARCl1˙IP CTACTCTCTTTCAGGGAGTGGTGCCAGTGTTTCGGCATCAAGGATGAGGACATGGACACCAAGCTTCTGTTCTAA 1827
SPARCl1˙LW CTTGTCTCCTTCAAAGAGTGGTGCAGCTGCTTTGGCATTAAAGAAGAGGATATGGATTCTAATCTGCTGTTCTGA 1884
SPARCl1˙PN CTGGTCTCCTTCAGGGAGTGGTGCCAATGTTTCGGCATCAAGGACGAGGACATGGATACCAAGCTGTTGTTCTAA 1812
SPARCl1˙PP CTAGTCTCCTTCAAAGAGTGGTGCAGCTGCTTTGGCATTAAAGAAGAGGATATGGATTCTAATCTGCTGTTCTGA 1827
SPARCl1-AM ........................................................................... 1041
SPARCl1-C1˙CC CTGGTCTCCTTCAAGGAGTGGTGCAGCTGCTTTGGCATTAAGGAAGATGATATGGATGCCAATCTGCTGTTCTGA 1857
SPARCl1-C2˙CC CTGGTCTCCTTCAAGGAGTGGTGCAGCTGCTTTGGCATTAAGGAAGAGAACATGGATACCAATCTGCTGTTTTGA 1881
SPARCl1-C1˙SG TTGGTCTCCTTCAAGGAGTGGTGCAGCTGCTTTGGCATTAAGGAAGAGGATATGGATGCCAATCTGCTGTTCTGA 1875
SPARCl1-C2˙SG CTGGTCTCCTTCAAGGAGTGGTGCAGCTGCTTTGGCATTAAGGAAGAGGACATGGATACCAATCTGCTGTTCTGA 1875
SPARCl1-C1˙SA TTGGTCTCCTTCAAGGAGTGGTGCAGCTGCTTTGGCATTAAGGAAGAGGATATGGATGCCAATCTGCTGTTCTGA 1875
SPARCl1-C2˙SA CTGGTCTCCTTCAAGGAGTGGTGCAGCTGCTTTGGCATTAAGGAAGAGGACATGGATACCAATCTGCTGTTCTGA 1893
SPARCl1-C1˙SR TTGGTCTCCTTCAAGGAGTGGTGCAGCTGCTTTGGCATTAAGGAAGAGGATATGGATGCCAATCTGCTGTTCTGA 1854
SPARCl1-C2˙SR CTGGTCTCCTTCAAGGAGTGGTGCAGCTGCTTTGGCATCAAGGAAGAGGACATGGATACCAATCTGCTGTTCTGA 1863

X non conserved

X ≥ 55% conserved

X ≥ 85% conserved
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