
5. 10. 15. 20. 25. 30. 35. 40. 45. 50. 55. 60. 65. 70. 75.
conservation !!!!*! !!!!!*!!!!!*!!!!!!**!!!!!*!!*!!!!!!**!!!*!!!!!!**!****!* ***!!**!**!!*!
SCPP7˙PN ATGCAACCCCTCATCTTCTTGGCATGCATTGTTGGAGTGGCCCTCGGTGCTCCGCAAGCAATA...TACTACGAGTTAGA 77
SCPP7˙PP ATGAGATCCCTCATTTTGCTGGCATTTGTCATCGGTGCGGCCTACTGCGCTCCGCAATTAATG...TATTATAAGCTAGA 77
SCPP7˙AM ATGAAATCCCTCGTTTTGTTGGCATGTGTCATTGGAGTGGCCCTCTGCGCTCCGATCTGCTTG...GTTGAGTCTTATTG 77
SCPP7˙CI ATGAGATCCCTCATTTTGCTGGCATTTGTCATTGGAGTGGCCTACTGCGCTCCGCAAATGCTG...TATTATGAGCTAGA 77
SCPP7˙DR ATGAGATCCCTCATTTTGCTGGCATTCGTCATTGGAGTTGCTTATTGCGCTCCGCAAGTGATG...TATTATGAGGTAGA 77
SCPP7-LW ATGAGATCCCTCATTTTGCTGGCATTTGTCATCGGTGTGGCCTACTGCGCTCCGGTACCAACTGATGTATATGAGCTAGA 80
SCPP7-C1˙CC ATGAGAACTCTCTTTTTGCTGGCATTTGTCATTGGAGTGGCCTACTGCGCTCCGCAATCGATG...TATTATGAACTAGA 77
SCPP7-C2˙CC ATGAGAGCCCTCATTTTGCTGGCATTAGTCATTGGAGTGGCCTACTGCGCTCCGCAATTGATG...TATTATGAGCTAGA 77
SCPP7-C1˙SG ATGAGAACCCTCTTTTTGCTGGCATTTGTCATTGGAGTGGCCTACTGTGCTCCGCAATTGATG...TATTATGAGCTAGA 77
SCPP7-C2˙SG ATGAGAGCCCTCATTTTGCTGGCATTAGTCATTGGAGTGGCCTACTGTGCTCCGCAATTGATG...TATTATGAGCTAGA 77
SCPP7-C1˙SA ATGAGAACCTTCTTTTTGCTGGCATTTGTCATTGGAGTGGCCTACTGTGCTCCACAATTGATG...TATTATGAGCTAGA 77
SCPP7-C2˙SA ATGAGAGCCCTCATTTTGCTGGCATTAGTCATTGGAGTGGCCTACTGCGCTCCGCAATTGATG...TATTATGAGCTAAA 77
SCPP7-C1˙SR ATGAGAACCCTCTTTTTGCTGGCATTTGTCATTGGAGTGACCTACTGTGCTCCGCAATTGATG...TATTATGAGCTAGA 77
SCPP7-C2˙SR ATGAGAGCCCTCATTTTGCTGGCATTAGTCATTGGAGTGGCCTACTGTGCTCCGCAATTGATG...TATTATGAGCTAGA 77

80. 85. 90. 95. 100. 105. 110. 115. 120. 125. 130. 135. 140. 145. 150. 155.
conservation !**!!!****!!****!*!*** !!!!*!******!!*!! *! !!!!!**!* ***!!*!!!!!**!*!!*!
SCPP7˙PN GTACAAGCCTGTCCACGTGGCTCCGCAGGGTGCCGCTGCTGCCCCGGCTGCCCCCGTCGCCGCTCCTGTCGAGCTGGAGA 157
SCPP7˙PP GTACAAACCTGTCATGGCTCCA...CAGGCTCTTCCTGCGGCCGCCGCTGCAGCT......AGACCTTCTGAAATAGAGA 148
SCPP7˙AM GATCAACATGGCTCTTGCTGCC...CCGGGTGCCCCCGTCGCTGCTGCTGCTGCC......GTGCCCTCTGAGGTGGAGA 148
SCPP7˙CI GTACAAACCTGTAATGGCTCAA...CAGGCTCGTCCTGCTGGGGCCGCTGCACCT......AGTCCTTCTGAAATAGAGA 148
SCPP7˙DR GTACAAACCTGTAATGGCTCCA...CAGGCTCAGCAAGCGGCCCCTGCTGCAGCA......AGACCCTCTGAAATCGAGC 148
SCPP7-LW GTACAAACCTGTCATGGCTCCA...CAGGCTCTTCCTGCGGCCGGCGCTGCAGCT......AAACCTTCTGAAATAGAGA 151
SCPP7-C1˙CC GTACAAACCTGTCCTGGCTCCA...CAGGGTCTTCCTGCGGCTGCTGCTGCAGCT......AGACCTTCTGAAGTCGAAA 148
SCPP7-C2˙CC GTACAAACCTGTCCTGGCTTCA...CAGGCTCTTCCTGCGGCTGCTGCTGCAGCT......AGACCTTCTGAAGTTGAGA 148
SCPP7-C1˙SG GTACAAACCGGTCCTGGCTCCA...CAGGCTCTTGCTGCGGCTGCCGCTGCAGCT......AGACCTTCTGAAGTCGAAA 148
SCPP7-C2˙SG GTACAAACCTGTCCTGGCTCCA...CAGGCTCTTCCTGCGGCCGCTGCTGCAGCT......AGACCTTCTGAAGTCGAAA 148
SCPP7-C1˙SA GTACAAACCGGTCCTGGCTCCA...CAGGCTCTTGCTGCGGCTGCCGCTGCAGCT......AGACCTTCTGAAGTCGAAA 148
SCPP7-C2˙SA GTACAAACCTGTCCTCGCTCCA...CAGGCTCTTCCTGCGGCCGCTGCTGCAGCT......AGACCTTCTGAAGTCGAAA 148
SCPP7-C1˙SR GCTCCACAGTGTGTATAATGATCTACAGGCTCTTGTTGCGGCTGCCGCCGCAGCT......AGACCTTCTGAAGTCGAAA 151
SCPP7-C2˙SR GTACAAACCTGTCCTGGCTCCA...CAGGCTCTTCCTGCGGCCGCTGCTGCAGCT......AGACCTTCTGAAGTCGAGA 148

160. 165. 170. 175. 180. 185. 190. 195. 200. 205. 210. 215. 220. 225. 230.
conservation !**! *!*!*****!********!**!!!*******!*!**!**!!!***!**!!!!!!!!*!!*!!*!!!!!!!!!!!!
SCPP7˙PN TACTTCTGGCAGCTCAGAATCGT...GCTGGAGCTCCTGCCCTCCCTGCTCGTGGCTTCATCAAACACGAGATTCCCCAG 234
SCPP7˙PP TTCTTCTGGCTGCTCAACAGGCTGCAGCTGGAGGTTCTGGTCAACCTATCCGTGGCTTCATTAAACATGAGATTCCCCAG 228
SCPP7˙AM TCCTCCTGGCTCAGCAGGCAGCTGCAGCT......CACGCCCTTCCTGCTCGTGGCTTCATCAAACACGAGATTCCCCAG 222
SCPP7˙CI TTCTTTTGGCAGCTCACCAGGCTGCAGCTGGAGTTCCTGCTCAACCTGTCCGTGGCTTCATCAAACACGAGATTCCCCAG 228
SCPP7˙DR TTCTTTTGGCAGCTCAGCAGGCTGCAGCTGGAGTTCCTGCTCAACCCGTCCGTGGCTTCATTAAACACGAGATTCCTCAG 228
SCPP7-LW TTATGAAAGTTAAGGCTGGGGGCGCAGCGGGCAAATCGTCATTCCCTACACAAGCGTTCATCAAGTACTCTCTCCCCAAG 231
SCPP7-C1˙CC TTCTCTTGGCAGCTCAGCAGGCTGCAGCTGGAGTTCCTGCTCAACCTGTCCGTGGCTTCATTAAGCATGAGATTCCCCAG 228
SCPP7-C2˙CC TTCTTTTGGCAGCTCAGCAGGCTGCAGCTGGAGTTCCTGGTCAACCTGTCCACGGCTTCATTAAGCATGAGATTCCCCAG 228
SCPP7-C1˙SG TTTTCTTGGCAGCTCAGCAGGCTGCAGCTGGAGTTCCTGCTCAACCTGTCCGTGGCTTCATTAAGCATGAGATTCCCCAG 228
SCPP7-C2˙SG TTCTTTTGGCAGCTCAGCAGGCTGTAGCTGGAGTTCCTGGTCAACCTGTACGCGGCTTCATTAAGCATGAGATTCCCCAG 228
SCPP7-C1˙SA TTCTCTTGGCAGCTCAGCAGGCTGCAGCTGGAGTTCCTGCTCAACCTGTCCGTGGCTTCATTAAGCATGAGATTCCCCAG 228
SCPP7-C2˙SA TTCTTTTGGCAGCTCAGCAGGCTGTAGCTGGAGTTCCTGGTCAACCTGTACGCGGCTTCATTAAGCATGAGATTCCCCAG 228
SCPP7-C1˙SR TTCTCTTGGCAGCTCAGCAGGCTGCAGCTGGAGTTCCTGCTCAACCTGTCCGTGGCTTCATTAAGCATGAGATTCCCCAG 231
SCPP7-C2˙SR TTGTAATCATGAAACTCTAGATGGCGCATTCAGTTCCTGGTCAACCTGTACGCGGCTTCATTAAGCATGAGATTCCCCAG 228

235. 240. 245. 250. 255. 260. 265. 270. 275. 280. 285. 290. 295. 300. 305. 310.
conservation !!*!**!!!! !!!*!!**!!!!!!!!*!*!!!!!*!!***!!!****!***!*!**!!*!!*!**!!*!*!!**!!*!!
SCPP7˙PN CCTGCAGGCCGTGAGAGCATTGAAGTTCTCTACCCATTTGACTTTGCCCCCGCTGCCCCAGCCGTTCCTGTTGCTCCAGC 314
SCPP7˙PP CCCGCCGGCAAAGAAAGTATTGAAGTTCTGTACCCCTTCGGCTTTCCTGAACCTGCCCCTGCTGTCCCAGCTGCCCCGGC 308
SCPP7˙AM CCTGCAGGCAGAGATAGCATTGAAGTTCTCTACCCATTCGGCTTTGCTCCCGCTGCCCCGGCTGCCCCGGCTGCCCCAGC 302
SCPP7˙CI CCCGCAGGCAAAGAAAGTATTGAAGTTCTGTACCCCTTCGGCTTTCCTCAACCTGCCCCAGCTGCCCCTGCTGTCCCAGC 308
SCPP7˙DR CCCGCAGGCAAAGAGAGCATTGAAGTTCTGTACCCCTTCGACTTC...CGTCCAGCCCCTGCTGCCCCTGTTGTCCCTGC 305
SCPP7-LW GCTCCGGGCAGAAAAAGCGTGGAAATTTTTTACCCCTATGACTTCAGTCGGCAC...CAGGACCAACCAAATGTTCCCCT 308
SCPP7-C1˙CC CCTGGAGGCAGAGAAAGCATTGAAGTTCTGTACCCATTCGGCTTTCCTCAAGCTGTTCCAGCTGCCCCTGCTGTTCCTGC 308
SCPP7-C2˙CC CCCGCAGGCAAAGAAAGTGTTGAAGTTCTGTACCCATTCAGCTTTCCTCAACCTGCTCCAGCTGCTCCAGCTGTTCCAGC 308
SCPP7-C1˙SG CCCGGAGGCAGAGAAAGCATTGAAGTTCTGTACCCATTCGACTTTCCTCAAGCTGCTCCAGCTGCCCCTGCTGTTCCTGC 308
SCPP7-C2˙SG CCCGCAGGCAAAGAAAGTGTTGAAGTTTTGTACCCATTCAGCTTTCCTCAACCTGCTCCAGCTGCTCCTGCTGTTCCTGC 308
SCPP7-C1˙SA CCCGGAGGCAGAGAAAGCATTGAAGTTCTGTACCCATTCGGCTTTCCTCAAGCTGCTCCAGCTGCCCCTGCTGTTCCTGC 308
SCPP7-C2˙SA CCCGCAGGCAAAGAAAGTGTTGAAGTTTTGTACCCATTCCGCTTTCCTCAACCTGCTCCAGCTGCTCCAGCTGCTCCTGC 308
SCPP7-C1˙SR CCCGGAGGCAGAGAAAGCATTGAAGTTCTGTACCCATTCGGCTTTCCTCAAGCTGCTCCAGCTGCCCCTGCTGTTCCTGC 311
SCPP7-C2˙SR CCCGCAGGCAAAGAAAGTGTTGAAGTTTTGTACCCATTCAGCTTTCCTCAACCTGCTCCAGCTGCTCCAGCTGCTCCTGC 308

315. 320. 325. 330. 335. 340. 345. 350. 355. 360. 365. 370. 375. 380. 385. 390.
conservation *!**!!*!**!**!!****!* !!*!**** *! * * * * * ** * ** ** * * **
SCPP7˙PN TGTTCCTGTAGCACCAGCTGTTCCTGCAGCTCCTGTTGTCCAGCCTTCTCCT...CCCAGGAGCGATGATGATGATGATG 391
SCPP7˙PP TGCCCCAGTTGTCCCAGTTGCTCCTGCTGCCCCAGCT..................CCTGTTCCAAAGGATGATGATGATG 370
SCPP7˙AM CGCACCTGCTGTCCCAGTTGCCCCTGTAGCTCCTGTTGCCCGGGCC.........CCTCTTCCCAGGAGTGATGATGATG 373
SCPP7˙CI TGTCCCAGCTGCCCCAGCAGTACCTGTGGCACCCGCGGCACCCGCAGCACCCGCGCCTGTT................... 369
SCPP7˙DR TGCCCCAGCTGCCCCAGCTGCCCCAGCTGCCCCAGTTGCTCCTGCTGCCCCGGCTCCCGTTCCAAAGGATGATGATGATG 385
SCPP7-LW GATACCTCAACTTCCAAATCTGCCCGCAGCACCTGTGGCACCCGCAGCACCAGCGCCTGTT................... 369
SCPP7-C1˙CC TGTTCCTGCTGCCCCTGCTGCCCCTGCTGCCCCAGTACAGTCCAAACTGAACGCCCCTGTTCCAAAGGACGATGATGATG 388
SCPP7-C2˙CC TGTTCCTGCTGTTCCTGCTGCCCCTGCTGCCCCAGCAGCACCCGCAGCACCCGCACCTGTTCATGTAAACCCTTCTCATT 388
SCPP7-C1˙SG TGTTCCTGCTGCCCCAGCAGCACCCGCAGAACCT.............................................. 342
SCPP7-C2˙SG TGTTCCTGCTGCCCCTGCTGCCCCAGTACAGTCAAACTGAAAAATTGCCCCTGTTCCAAAG......GACGATGATGATG 382
SCPP7-C1˙SA TGCGCCTGCTGCCCCAGCAGCACCTGCAGCACCCGTAGCACCCGCA.................................. 354
SCPP7-C2˙SA TGTTCCTGCTGCCCCTGCTGCCCCAGTACAGTCAAACTGAAAATTTGCCCCTGTTCCAAAG......GACGATGATGATG 382
SCPP7-C1˙SR TGTTCCTGCTGCCCCAGCAGCACCTGCAGCACCC.............................................. 345
SCPP7-C2˙SR TGTTCCTGCTGCCCCATCAGCGCCAGCTGCCCCTGCAGCACCTGCAGCACCTGCACCTGTT................... 369

1



395. 400. 405.
conservation * **
SCPP7˙PN ACCATGATGACTAA 405
SCPP7˙PP ATCATGATGACTAA 384
SCPP7˙AM ATGAGAACGAT... 384
SCPP7˙CI .............. 369
SCPP7˙DR ATCAAGATGACTAA 399
SCPP7-LW .............. 369
SCPP7-C1˙CC ATCATGATGACTAA 402
SCPP7-C2˙CC CAAAATCAGAC... 399
SCPP7-C1˙SG .............. 342
SCPP7-C2˙SG ATCATGATGACTAA 396
SCPP7-C1˙SA .............. 354
SCPP7-C2˙SA ATCATGATGACTAA 396
SCPP7-C1˙SR .............. 345
SCPP7-C2˙SR .............. 369

X non conserved

X ≥ 55% conserved

X ≥ 85% conserved
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