
5. 10. 15. 20. 25. 30. 35. 40. 45. 50. 55. 60. 65. 70. 75. 80.
conservation !!!!!!!***!!!!**!*!!*!!!!!!!!**!!!!!!***!**!*!!*!!*!!*!!*!**!!!!!**!!!!**!*!!!!!
fa93e10˙AM ATGAAAGCTGTGGCAATCTTCTTGTGTTTTGTGGCCTACACATTCGCTGCCCCAGCGCCCGACAGCGGCAGCCAGGAGCA 80
fa93e10˙CI ATGAAAGCTGTGGCGTTGTTTATGTGTTTGCTGGGCTCCTCACTAGCTGCCCCTGCCCTTGACAGCGGCAGCAATGAGCA 80
fa93e10˙DR ATGAAAGCTGTGGCGCTGTTGATGTGTTTGCTGGGCTCTTCACTAGCTGCCCCTGCCCCTGACAGTGGCAGTAATGAGCA 80
fa93e10˙LW ATGAAAGCTGTGGCCTTGTTGATGTGTTTGCTGGGCTCCTCGCTAGCTGCACCTGCCCTCGACAGTGGCAGCAATGAGCA 80
fa93e10˙PN ATGAAAGCTCTGGTGTTCTTGATGTGTTTTGTGGGCTGCACAGTAGCCGCCCCAGTGCCTGAAAGTGGGAGCCAAGAGCA 80
fa93e10˙PP ATGAAAGCTGTGGCGTTGTTGATGTGTTTGCTGGGCTCATCGCTAGCAGCACCTGCCCCTGACAGCAGCAGCAATGAGCA 80
fa93e10-C1˙CC ATGAAAGCAGTGGCGTTCTTGATGTGTTTGCTGGGCTCTTCACTTGCTGCCCCTGCCCCTGACAGTAGCAGTAATGAGCA 80
fa93e10-C2˙CC ATGAAAGCTGTGGCATTCCTGATGTGTTTACTGGGCTCCTCAATAGCTGCCCCTGCCCCTGACAGTGACAGCAATGAGCA 80
fa93e10-C1˙SG ATGAAAGTGCTGGCGTTCTTGATGTGTTTGCTGGGCTCTTCACTAGCTGCCCCTGCCCCTGACAGTGGCAGCAATGAGCA 80
fa93e10-C2˙SG ATGAAAGCTGTGGCATTCTTGATGTGTTTGCTGGGCTCCTCACTAGCTGCCCCTGCCCCCGACAGTGGCAGCAATGAGCA 80
fa93e10-C1˙SA ATGAAAGTGCTGGCGTTCTTGATGTGTTTGCTGGGCTCTTCACTAGCTGCCCCTGCCCCTGACAGTGGCAGCAATGAGCA 80
fa93e10-C2˙SA ATGAAAGCTGTGGCATTCTTGATGTGTTTGCTGGGCTCCTCACTAGCGGCCCCTGCCCCTGACAGTGGCAGCAATGAGCA 80
fa93e10-C1˙SR ATGAAAGTGCTGGCGTTCTTGATGTGTTTGCTGGGCTCTTCACTAGCTGCCCCTGCCCCTGACAGTGGCAGCAATGAGCA 80
fa93e10-C2˙SR ATGAAAGCTGTGGCATTCTTGATGTGTTTGCTGGGCTCCTCACTAGCTGCCCCTGCCCCTGACAGTGGCAGCAATGAGCA 80

85. 90. 95. 100. 105. 110. 115. 120. 125. 130. 135. 140. 145. 150. 155. 160.
conservation !****!** !***!!!!!!!!!!!!!! *!!!!!*!!!!!!!!!!!!!!!!!*!!***!!*!!**!!! !!!!!!!!!**
fa93e10˙AM GCAGATAGCTGCCCATGCTAACACAGCCCTGCATCTGATGGAACTCTACAGGATGTATGGCCACCTGCAGCAACAGGGTG 160
fa93e10˙CI GGCAATTAATAGTCATGCTAACACAGCCCTGCAGTTGATGGAATTCTACAGAATATTAGGACAGCTACGGCAACAGGGTT 160
fa93e10˙DR GGCAATTGCTAGTCATGCAAACACAGCTTTGCAGTTGATGGAGCTCTACAGAATGCTAGGACAGCTGCGGCAACAGGGAT 160
fa93e10˙LW GGCAATTACTAGTCATGCTAACACAGCTCTGCAGTTGATGGAACTCTACAGAATGTTAGGACAGATGCAGCAACAGGGTT 160
fa93e10˙PN GCAGATAGCGGCCCACGCTCACACAGCCCTACAGCTGATGGAACTCTACCGACTGTATGGCCACCTGCAGCATCAGGGCG 160
fa93e10˙PP G...GTAGCTAGTCATGCTAACACAGCTGTGCAGTTGATGGAACTCAACAGATTGATAGCACAGATGCGGCAACAGGGTT 157
fa93e10-C1˙CC GCAG...GCTGGTCATGCTAACACAGCTCTGCAGTTGATGGAACTCTACAGAATGTTAGGACATCTGCAGCAACAGGGAT 157
fa93e10-C2˙CC GGCAATTATTAGTCATGCTAACACAGCACTGCAGTTGATGGAACTCTACAGAATGTTTGGACATCTGCGGCAACAGGGTT 160
fa93e10-C1˙SG GGCAATTATTGGTCATGCTAACACAGCTCTGCAGTTGATGGAACTCTACAGAATGTTAGGACATCTGCAGCAACAGGGTT 160
fa93e10-C2˙SG GGCAATTATTAGTCATGCTAACACAGCGCTGCAGTTGATGGAACTCTACAGAATGTTTGGACATCTGCGGCAACAGGGTT 160
fa93e10-C1˙SA GGCAATTATTGGTCATGCTAACACAGCTCTGCAGTTGATGGAACTCTACAGAATGTTAGGACATCTGCAGCAACAGGGTT 160
fa93e10-C2˙SA GGCAATTATTAGTCATGCTAACACAGCACTGCAGTTGATGGAACTCTACAGAATGTTTGGACATCTGCGGCAACAGGGGT 160
fa93e10-C1˙SR GGCAATTACTGATCATGCTAACACAGCTCTGCAGTTGATGGAACTCTACAGAATGTTAGGACATCTGCAGCAACAGGGTT 160
fa93e10-C2˙SR GGCAATTATTAGTCATGCTAACACAGCACTGCAGTTGATGGAACTCTACAGAATGTTTGGACATCTGCGGCAACAGGGTT 160

165. 170. 175. 180. 185. 190. 195. 200. 205. 210. 215. 220. 225. 230. 235.
conservation !!!**!!* !*!!!***!******!!**!*!**!******* **!! **!***!! !**!!!!*!**!*!!!!!
fa93e10˙AM TCGCAGCTCCTGCTCCAGCTCCAGTTCAGTACATCTACAAACCTATT...CAGAGCCCACCTAGCTCATGTTCCACCCAG 237
fa93e10˙CI TTGGTGTT...GTTCCTACT.........GTACCTGTGGCACCCGCGGCACCCGCAGCACCCGCGCCTGTTGATACCCAG 228
fa93e10˙DR ATGGTGCT...GTT...GCTGGTCCTCAACTGCCTGCCGCACCTGCAGCTCCCGTAGATCCTGCTCCTGTTGATACCCAG 234
fa93e10˙LW TTGGTGCC...GTTCCT...GGTGCTCAGCTGCCCGCAGCACCTGTGGCACCCGCAGCACCAGCGCCTGTTGATACCCAG 234
fa93e10˙PN TTGCAGCT......CCTGCTCCACTCCAGGTACAGGCTCAGCCTGCTCAAGCACCACAGCCGGTTCCTGTAGCTAATCAG 234
fa93e10˙PP TTGGTGCC...GCTCCTAATGATGCTCAGCTGCCTGCAGCACCCGTGGCACCCGCAGCACCAGCGCCTGTTGATACCCAG 234
fa93e10-C1˙CC TTGGTGCA...GTTCCTACTGGTGCTCAACTGCTTGCAGCACCTGCAGCGCCTGCAGCACCCGCACCTGTTGATGCCCAG 234
fa93e10-C2˙CC TTGGTGCT...GTTCCTATTGGTGCTCAACTGCCTGCAGCACTCTCAGCGCCCGCAGCGCCCGCACCTGTTCATGCCCAG 237
fa93e10-C1˙SG TTGGTGCT...GTTCCTACTGGTGCTCAACTGCCTGCAGCA.........CCCGCAGAACCTGCACCTGCTGATGCCCAG 228
fa93e10-C2˙SG TTGGTGCT...GTTCCTACTGGTGCTCAACTGCCTGTATGTTAAAAATCACCTGCAGCGCCTGCACCTGTTGATGCCCAG 237
fa93e10-C1˙SA TTGGTGCT...GTTCCTACTGGTGCTCAACTGCCTGCAGCACCTGCAGCACCCGTAGCACCCGCACCTGCTGATGCCCAG 237
fa93e10-C2˙SA TTGGTGCT...GTTCCTACTGGTGTTCAACTGCCTGTACGTTAAAAATCACCTGCAGCGCCCGCACCTGTTGATGCCCAG 237
fa93e10-C1˙SR TTGGTGCT...GTTCCTACTGGTGCTCAACTGCCTGCAGCA.........CCTGCAGCACCCGCACCTGCTGATGCCCAG 228
fa93e10-C2˙SR TTGGTGCT...GTTCCTACTGGTGCTCAACTGCCTGTATGTTAAAAATCACCTGCAGCACCTGCACCTGTTGATGCCCAG 237

240. 245. 250. 255. 260. 265. 270. 275. 280. 285. 290. 295. 300. 305. 310.
conservation !!*!!*!!!*!**!! *!***!!!*!!*!!*!!**!*!!*!!!!!!****!*****!**!*!!***!!!!!!!!* !!
fa93e10˙AM GCACAGGCTCAGTCT...GTTCAACCTCAGCAACCCTTCCTGTTTAACTACCCAACCCTGCCCAGAGGAGGAGATAACTC 314
fa93e10˙CI CCTCAGGTTTCACCT...CAAGCACCACAACAGGGCTTTTTTTTCAACCCCGCTCTTTTTGCACCCAGAGGAGATGGGTC 305
fa93e10˙DR CCTCAGGTTTCACCT...CAAGTACCTCAGCAGGGATTTTTCTTCAACCCTGCTGCTTTCGCGCCCACAGGAGACGGATC 311
fa93e10˙LW CCTCAGGTTTCACCT...CAAGCACCACAGCAGGGCTTTTTTTTCAACCCCGCTCTTTTCGCACCCCGAGGAGATGGTTC 311
fa93e10˙PN CAAGACGTACCGAGTTTAAACATATCAAGACAAGGATTCTTGGTCAACTACCCTGCATTGCCCCCTAGAGAAGATGACTC 314
fa93e10˙PP CCTCAGGTTTCACCT...CAAGCTCCACAGCAGGGCTTTTTTTTCAACCCCGCTCTTTTCGCACCCCAAGGAGATGGGTC 311
fa93e10-C1˙CC CCTCAAGTTTCACCT...CAAGCACCACAGCAGGGCTTTTTTTTCAACCCCGCTCTTTTCGCACCCACAGGAGATGGATC 311
fa93e10-C2˙CC CCTCAGGTTTCACCT...CAAGCACCACAGCAGGGCATTTTCTTCAAC...............CCCACAGGAGATGAATC 299
fa93e10-C1˙SG CCTCAAGTTTCACCT...CAAGCACCACAACAGGGCTTTTTTTTCAACCCCGCTCTTTTCGCACCCACAGGAGATGGATC 305
fa93e10-C2˙SG CCTCAGGTTTCACCT...CAAGCACCACAGCAGGGCATTTTTTTCAACCCCGCTCTTTTCGCACCCACAGGAGATGGGTC 314
fa93e10-C1˙SA CCTCAAGTTTCACCT...CAAGCACCACAGCAGGGCTTTTTTTTCAACCCCGCTCTTTTCGCACCTACAGGAGATGGATC 314
fa93e10-C2˙SA CCTCAGGTTTCACCT...CAAGCACCACAGCAGGGCATTTTTTTCAACCCCGCTCTTTTCGCACCCACAGGAGATGGGTC 314
fa93e10-C1˙SR CCTCAAGTTTCACCT...CAAGCACCACAGCAGGGCTTTTTTTTCAACCCCGCTCTTTTCGCACCCACAGGCGATGGATC 305
fa93e10-C2˙SR CCTCAGGTTTCACCT...CAAGCACCACAGCAGGGCATTTTTTTCAACCCCGCTCTTTTCGCACCCACAGGAGATGGGTC 314

315. 320. 325. 330. 335. 340. 345. 350. 355. 360. 365. 370. 375. 380. 385. 390.
conservation *!!!!!!!!!!*!** !!*!!*!*!**!!!* !!!!!*!!*!!*!!*!!!!*! ***!!*!!**
fa93e10˙AM TGATGAGGAAGCACAGCCTAATTACGCTGCA...TTTTACCCTCCCCACGGCTTCCCAGCTGTACCAGCAGCACCGGCGG 391
fa93e10˙CI AGATGAGGAAGGAGCACCACAGTTTCGTGGG...TTTTACCCTCCCTACGGCTAC...............CAGCCTGGCC 367
fa93e10˙DR TGATGAGGAAGTTGCTCCACAGTATCGTGGA...TTTTACCCACACTATGGTTACCAC............CAGCCTGCCC 376
fa93e10˙LW AGATGAGGAAGGAGCACCACTGTATCGTGGG...TTTTACCCTCCCTACGGCTAC...............CAGCCTGCCC 373
fa93e10˙PN TGATGAGGAAGCACAGCCCCAACATGTTGGTGCATTCTACCCACCGTATGGCTACCCAGCTGTACCTGCAGCCCCCGCAG 394
fa93e10˙PP AGATGAGGAAGGAGCACCACAGTTTCGTGGG...TTTTACCCTCCCTACGGCTTC...............CAGCCTGCCC 373
fa93e10-C1˙CC AGATGAGGAAGGAACTCCACAGTTTCGTGGG...TTTTACCCTCCCTACGGCTAC...............CAGCCTGCCC 373
fa93e10-C2˙CC AGATGAGGAAGGAGCACCGCAGTTTCGTGGG...TTTTATCCTCCCTATGGCTAC...............CAGCCTGCCC 361
fa93e10-C1˙SG AGATGAGGAAGGAGTTCCACAGTTTCGTGGG...TTTTACCCTCCCTACGGCTAC...............CAGCCTGCCC 367
fa93e10-C2˙SG AGATGAGGAAGGAGCACCGCAGTTTCGTGGG...CTTTATCCTCCTTACGGCTAC...............CAGCCTGCCC 376
fa93e10-C1˙SA AGATGAGGAAGGAGCTCCACAGTTTCGTGGG...TTTTACCCTCCCTACGGCTAC...............CAGCCTGCCC 376
fa93e10-C2˙SA AGATGAGGAAGGAGCACCGCAGTTTCGTGGG...TTTTATCCTCCTTACGGCTAC...............CAGCCTGCCC 376
fa93e10-C1˙SR AGATGAGGAAGGAGCTCCACAGTTTCGTGGG...TTTTACCCTCCCTACGGCTAC...............CAGCCTGCCC 367
fa93e10-C2˙SR AGATGAGGAAGGAGCACCGCAGTTTCGTGGG...TTTTATCCTCCCTACGGCTAC...............CAGCCTGCCC 376
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395. 400. 405. 410. 415. 420. 425. 430. 435. 440. 445. 450. 455. 460. 465.
conservation **!!*!!*!!*!! *!!!!!!!!!!!!!!!!*!!*!**!!*!!!!** *********!**!! !**!*****! *
fa93e10˙AM CACCAGCAGCCCCACTGAACTCCGATGAAGCCGAGGGAGCAGAAGAG......GCCGAGGCCGTAGAAGCAGAACCAGCA 465
fa93e10˙CI AGCCGGCTGCTCCATTGAACTCAGATGAGGCCGAAGGGGCAGAAGAA...............GCAGAGGCGGAGGAGGGT 432
fa93e10˙DR AGCCAGCAGCTCCATTGAACTCAGATGAGGCTGAGGGAGCAGAAGCA.........GAGGGTGCAGAGGCAGAAGCTGGT 447
fa93e10˙LW AGCCGGCTGCTCCACTGAACTCAGATGAGGCCGAAGGAGCGGAAGAAGCAGAGGCAGAGGCAGCGGAGGCTGCTGAGGCA 453
fa93e10˙PN CCCCACTAACCCCACTGAATTCAGACGAGGCTGAGGGTGCGGAAGAA......GCTGAAGGTGCCGAGGCAGCAGAAGCC 468
fa93e10˙PP AGCCGGCTGCTCCACTGAACTCAGATGAGGCCGAAGGAGCGGAAGAA......GCAGAGGCAGCGGAGGGTGCTGAGGCA 447
fa93e10-C1˙CC AGCCGGCTGCTCCGTTGAACTCAGATGAGGCCGAAGGGGCAGAAGAA......GCAGAGGGTGCAGAAGCAGCAGAAGCA 447
fa93e10-C2˙CC AGCGGGCTGCTCCTTTGAACTCAGATGAGGCAGAAGGAGCCGAGGCT..............................GGA 411
fa93e10-C1˙SG AGCCGGCTGCTCCGTTGAACTCAGATGAGGCTGAAGTGGCAGAAGAA......GCAGAGGGTGCAGAAGCAGCAGAAGCA 441
fa93e10-C2˙SG AGCCGGCTGCTCCTTTGAACTCAGATGAGGCAGAAGGGGCAGAAGAA......GCAGAGGGTGCAGAGGCAGCAGAAGGA 450
fa93e10-C1˙SA AGCCGGCTGCTCTGTTGAACTCAGATGAGGCCGAAGTGGCAGAAGAA......GCAGAGGGTGCAGAAGCAGCTGAG... 447
fa93e10-C2˙SA AGCCGGCTGCTGCTTTGAACTCAGATGAGGCCGAAGGGGCAGAAGAA......GCAGAGGGTGCAGAAGCAGCAGAAGGA 450
fa93e10-C1˙SR AGCCGGCTGCTCCGTTGAACTCAGATGAGGCCAAAGTGGCAGAAGAA......GCAGAGGGTGCAGAAGCAGCAGAAGCA 441
fa93e10-C2˙SR AGCCGGCTGCTCCTTTGAACTCAGATGAGGCCGAAGGGGCAGAAGAA......GCAGAGGGTGCAGAAGCAGCAGAAGGA 450

470. 475. 480. 485. 490. 495. 500.
conservation ** ******!!**!**!* *!*****!*!!!!*!*!*!***!***
fa93e10˙AM GCTGAAGCCGAA..........................................CCG...GCAGCCGAAGCCGAACCTGC 500
fa93e10˙CI ACTGAG...GGTACCGAA....................................CCTGAACCTACTGGAACCGCTTCACC 473
fa93e10˙DR GCTGAAGCTGGTGCTGAAGCTGGTGCCGAAGCTGGAGCTGAAGTTGGAGCCGAAGCTGAACCTGCTGGAACCGCTGCCAC 527
fa93e10˙LW GCCGAGGCCGGAGCCGAA....................................CCCAAACCTGCTGAAACCACTTCAAC 497
fa93e10˙PN ......GAAGGTGCCGAG....................................GCAGCAGAGGCTGAAGCTGAACCAGT 506
fa93e10˙PP GCCGAGGCCGGAGCCGAA....................................CCTGAACCTGCTAGAACCGCTTTACC 491
fa93e10-C1˙CC GCTGAGGCTGGAGCCGAA....................................CCTGAACCTGCTGGAACCGCTGCAAC 491
fa93e10-C2˙CC GCCGAGGCTGGAGCCGAA....................................CCTGAACCTGCTGGAGCCGCCGCAGT 455
fa93e10-C1˙SG GCTGAGGCTGGAGCCGAA....................................CCTGAACCTGCTGGAACTGCTGCAAC 485
fa93e10-C2˙SG GCCGAGGCTGGAGCCCAA....................................CCTGAACCTGCTGGAACTGCTGCAAT 494
fa93e10-C1˙SA ......GCTGGAGCCGAA....................................CCTGAACCTGCTGGAACCGCTGCAAC 485
fa93e10-C2˙SA GCTGAGGCTGGAGCCCAA....................................CCTGAACCTGCTGGAACTGCTGCAAT 494
fa93e10-C1˙SR GCTGAGGCTGGAGCCGAA....................................CCTGAACCTGCTGGAACCGCTGCAAA 485
fa93e10-C2˙SR GCCGAGACTGGAGCCCAA....................................CCTGAGCCTGCTGGAACTGCTGCAAT 494

505. 510. 515. 520. 525. 530. 535. 540. 545. 550. 555. 560. 565. 570. 575. 580.
conservation *** ***!!* *****!**!**!!**!****!!* *!*!!!***!! *!*!* *** ***!*!**!!*
fa93e10˙AM AGCTGAAGCGGTCCCAGCAGCCGAAGCGGTCCCAGCAGTCGACCCTGCAGTCGACTTAGCAGTCGACCCATTAGTTCCTG 580
fa93e10˙CI TGTCGATGCAGCTGCAGTAAACGAAATCCTACCC...GTTGATGTCGCTGTGGATGTTCCCGTCGAACCT.......... 540
fa93e10˙DR TGTTGATGCTGCTGCTGCCAATGAGATCCTACCT...GTTGATGTCGCT...............GAACCA.......... 579
fa93e10˙LW TGTTGATGCCGCTGTTGCAAACGAGATCCTACCC...GTTGATGCTGCTGTTGCAAACGAGATCCTACCCGTTGATGTCG 574
fa93e10˙PN GTCCGAGGCC...CCAGTCACTGACCTAGCCCCT...ACTGCTACTGCTGTTGAC...CCTGTGGTTCCTGTAGCTGCAA 577
fa93e10˙PP TGTCGATGCCGCTGTCGCAAACGAGATCCTACCC...ATTGATGTCCCTGTGGATGTTCCCGTCGAACCC.......... 558
fa93e10-C1˙CC TGTTGATGCTACTGCCGTAAACGAGATCGCACCC...GTGGATGTTGCTGTAGAGGTTCCTGTTGAACCT.......... 558
fa93e10-C2˙CC C......GCTACTGCCGCAAATGAGATCGCACCT...GTTGATGTTGCCGTAGATGTTACTGTTGAACCT.......... 516
fa93e10-C1˙SG TGTTGATGCTACTGCCGTAAACGAGATCGCACCC...GTGGATGTTGCCATAGAGGCTCCTGTTGAACCT.......... 552
fa93e10-C2˙SG T......GCTCCTGCCGCAAATGAGATCGCACCC...ATTGATGTTGCCGTAGATGTTGCTGTTGAACCT.......... 555
fa93e10-C1˙SA TGTTGATGCTACTGCTGTAAACGAGATTGCACCC...ATGGATGTTGCCATAGAGGTTCCTGTTGAACCT.......... 552
fa93e10-C2˙SA T......GCTACTGCCGCAAATGAGATCGCACCC...GTTGATGTTGCCGTAGATGTTGCTGTTGAACCT.......... 555
fa93e10-C1˙SR TGTTGATGCTACTGCCGTAAACGAGATCGCACCC...GTGGATGTTGCCATAGAGGTTCCTGTTGAACCT.......... 552
fa93e10-C2˙SR T......GCTACTGCCGCAAACGAGATCCCACCC...GTTGATGTTGCCGTAGATGTTGCTGTTGAACCT.......... 555

585. 590. 595. 600. 605. 610. 615. 620. 625. 630. 635. 640. 645. 650. 655. 660.
conservation * ** *!**!* !!!*!*!**!** !!****!!**!!!!**!!!**
fa93e10˙AM CCTCCGCAAACATCCCTGCCGCCGATGTCCTCGCAGCTGCCACTGCCATAGCTGCCGACCCGGCCCTTGTCCCCCAGGGG 660
fa93e10˙CI .................TCTCCTGAAGTCATC...ACTGCTGCTGCT...GCCGTTGATCCGGCCCTCATCCCCGAGGCA 597
fa93e10˙DR .................GCTGCTGATGTCATC...GCTGCTGCCGTTGCGGCTGTAGATCCTGCCCTCAGCCCAGAGGCC 639
fa93e10˙LW CTGTGGATGTTCGAACCTGCTCCCGAATCATC...GCTGCTGCTGCTGCTACTGTTGATCCGGCCCTCATCCCCGAGGCA 651
fa93e10˙PN ACGCCCCTACAACAGACGTCCTTAATGCTGCC...GCTGCCGCAGCTGCTGCTGTTGATCCTACTCTGGTCCCCCAGGAG 654
fa93e10˙PP .................CTTCCCGAAGTCATC...GCTACTGCTGCC......GTTGATCCGGCCATCATCCCCGAGGCA 612
fa93e10-C1˙CC ..........................GTCATT...GCTGCTGTTGTT............CCGTCTCTCATCCCTGAGGTA 597
fa93e10-C2˙CC .................GCTACCGAAGTCATT...GCTTCTGCTGTT............CCATTTCTCATCCCTGAGGTA 564
fa93e10-C1˙SG ..........................GTCATT...GCTGCTGTTGTT............CCGTCTCTCATCCCTGAGGTA 591
fa93e10-C2˙SG .................GCTACCGAAGTCTTT...GCTTCTGCTGTT............CCATTCCTCATCCCTGAGGTA 603
fa93e10-C1˙SA ..........................GTCATT...GCTGCTGTTGTT............CCGTCTCTCATCCCTGAGGTA 591
fa93e10-C2˙SA .................GCTACCGAAGTATTT...GCATCTGCTGTT............CCATTCCTCATCCCTGAGGTA 603
fa93e10-C1˙SR ..........................GTCATT...GCTGCTGTTGTT............CCGTCTCTCATCCCTGAGGTA 591
fa93e10-C2˙SR .................GCTACCGAATTCTTT...GCTTCTGCTGTT............CCATTCCTCATCCCTGAGGTA 603

665. 670. 675. 680. 685. 690. 695. 700. 705. 710.
conservation *!**!*!! !!**!!!!*!!*!!!!!*****!*!!*!!!!!*!!*!** **!**
fa93e10˙AM GCGCCGGTGGCTATTGAGATCGACACCACAGTGGTGGGGCCAGAGGTTGGCGCT 714
fa93e10˙CI CCGGCAGCTGCCGTGGAAATTGACACCGCTTTGGTGGGGCCTGATGTTGCTGCA 651
fa93e10˙DR CCGGCTGTGGCAATGGAAATCGACACCACTGTTGTTGGGCCTGATGTGGCTGCT 693
fa93e10˙LW CCGGCAGTTGCTGTGGAAATTGACACT...TTGGTGGGGCCTGATGTTGCTGCT 702
fa93e10˙PN GCACCACTGGCTGTGGAGATTGACACCACAGTTGTGGGGCTGGAC......... 699
fa93e10˙PP CTGGCAGTTGGTGTGGAAATTGACACCACTTTGGTCGGGCCTGATGTTGCTGAT 666
fa93e10-C1˙CC CCAGCAGTCGCTGTGGAAATCGACACCAATTTGGTGGGGCCTGATGCTACTGCT 651
fa93e10-C2˙CC CCGGCAGTCGCTGTGGACACTGACACCACTTTGGTGGGGCCTGATGCCACTGCT 618
fa93e10-C1˙SG CCAGCAGTCGCTGTGGAAATCGACACCGCTTTGGTGGGGCCTGATGCTGCTGCT 645
fa93e10-C2˙SG CCGGCAGTTGCTGTGGAAATCGACACTACTTTGGTGGGGCCTGATGCCACTGCT 657
fa93e10-C1˙SA CCAGCAGTCGCTGTGGAAATCGACACCACTTTGGTGGGGCCTGATGCT...GCT 642
fa93e10-C2˙SA CCGGCAGTTGCTGTGGAAATCGACACTACTTTGGTAGGGCCTGATGCCACTGCT 657
fa93e10-C1˙SR CCAGCAGTCGCTGTGGAAATCGACACCACTTTGGTGGGGCCTGATGCTGCTGCT 645
fa93e10-C2˙SR CCGGCAGTTGCTGTGGAAATCGACACTACTTTGGTGGGACCTGATGCCACTGCT 657

X non conserved

X ≥ 55% conserved

X ≥ 85% conserved
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