
5. 10. 15. 20. 25. 30. 35. 40. 45. 50. 55. 60. 65. 70. 75. 80.
conservation ******!!*!***!!** **!*!!!!!!**!!*****!*!**!!!*!!***!***!!*! !!!******* **!**!*!*
SCPP9˙DR ATGAAGAACTTTGTTACAATCTTTATGGTACTAAGCATTACTGCTCATGCCACTTCAGCAAAGAAGCTTCTTGTGGTCAA 80
SCPP9˙LW ATGAAGAACTTTGTTGTCATCTTTATGGTACTGGCCATAATGGCTGATATCACCTCAGCCAAGCTGCACTTATTTTTTAG 80
SCPP9˙PP ATGAAGAACTTTGTTGTCATCTTTATGGTACTGGCCATAATGGCTGATATCACCACAGCCAAGAAGCTGCGTCTGATCAA 80
SCPP9-CI ATGAAGAACTTTGTTTTCGTCTTTATGGTTCTGACCATAATTGCTGATATCAGCTCAGCCAAGAAGCTGCGTCTGATCAA 80
SCPP9-C1˙CC ......AAGTACTTTATCATCTTTATGGTTCTGACTGTAATTGCTGATATCACCTCAGCTAAGAAGCTGCGACTTATCAG 74
SCPP9-C2˙CC ATGAAGAACTTTGTTATAACCATTATGGCTCTGACCGTAATTGCTGATATCACCTCAGCAAAGAAGCTGCGTCTGATCAA 80
SCPP9-C1˙SG ATGAAGAAATTTGTTATAATCTTTATGGTTCTGACCGTAATTGCTGATATCACCTCATCTAAGAAGCTTCATCTGATCAA 80
SCPP9-C2˙SG ATGAAGAACTTTGTTATGACCATTATGGTTCTGACCGTAATTGCTGATATTACCTCAGCTAAG...TTGCATCTGATTAA 77
SCPP9-C1˙SA ATGAAGAAATTTGTTATAATCGTTATGGTTCTGACTGTAATTGCTGATATCACCTCAGCTAAGAAGCTGCATCTGATCAA 80
SCPP9-C2˙SA ........................................................................CTGATCAA 8
SCPP9-C1˙SR ATGAAGAAATTTGTTATAATCTTTATGGTTCTGACCGTAATTGCTGATATCACCTCAGCTAAGAAGCTGCATCTGATCAA 80
SCPP9-C2˙SR ATGAAGAACTTTGTTATGACCATTATGGTTCTGACCGTAATTGCTGATATCACCTCAGCTAAGAAGCTGCGTCTGATCAA 80

85. 90. 95. 100. 105. 110. 115. 120. 125. 130. 135. 140. 145. 150.
conservation *!!!*******!****!!!!!!!!!!!!!!! !!!!!!**!!!!!!!****!!!!!!!!!!!!!!!!**!!!!**
SCPP9˙DR CGGTCTGAATGGTGGTCTGCTTACTGGTGTA......AATGGAGTGAACCCTCTGCTGCTGGGTGGTCTGAACCCACCAG 154
SCPP9˙LW AAGCTGCGTCTGATCAATGGTGTCTGGTTACCGGTGGGAATGGAGTTAACCCTCACTGGTGGGTGGTCTGAATCCACCCA 160
SCPP9˙PP CGGTCTGAATGGTGGTCTGGTTACTGGTGTA......AATGGAGTTAACCCTCAACTGGTGGGTGGTGTGAATCCACCCA 154
SCPP9-CI CGGTCTGAATGGTGGTCTGGTTACTGGTGTA......AATGGAGTTAACCCTCTACTGGTGGGTGGTCTGAACCCACCCA 154
SCPP9-C1˙CC CGGTCTGAATGGTGGTCTGGTTACTGGTGTA......AATGGACCTAACCCTGTACTGGTGGGTGGTCTGAATCCACCTG 148
SCPP9-C2˙CC CGGTCTGAATGGTGGTCTGGTTACTGGTGTA......AATGGAGTTAACCCTCTACTGGTGGGTGGTCTGAACCCACCCG 154
SCPP9-C1˙SG CGGTCTGAATGGAGGTCTGGTTACTGGTGTA......AATGGAGTTAACCCTCTACTGGTGGGTGGTCTGAACCCACCTG 154
SCPP9-C2˙SG CGGTCTGAATGGTGAACTGGTTACTGGGGTA......AATGGAGTTAACCCTCTGTTGGTGGGTGGTCTGAACACACATG 151
SCPP9-C1˙SA CGGTCTGAATGGAGGTCTGGTTACTGGTGTA......AATGGAGTTAACCCTCTACTGGTGGGTGGTCTGAACCCACCTG 154
SCPP9-C2˙SA TGGT............CTGGTTACTGGTGTA......AATGGAGTTAACCCTCTGTTGGTGGGTGGTCTGAACACACCTG 70
SCPP9-C1˙SR CGGTCTGAATGGAGGTCTGGTTACTGGTGTA......AATGGAGTTAACCCTCTACTGGTGGGTGGTCTGAACCCACCTG 154
SCPP9-C2˙SR CGGTCTGAATGGTGAACTGGTTACTGGTGTA......AATGGAGTTAACCCTCTGCTGGTGGGTGGTCTGAACACACCTG 154

155. 160. 165. 170. 175. 180. 185. 190. 195. 200. 205. 210. 215. 220. 225. 230.
conservation !**!!!!!!!!!!!*!!!*!!!!!!*!!!!!!!!!!!*!!**!!!!**!! !!*!!*!**!!*!*!!!!*!!!!!!*!
SCPP9˙DR TGGTTGCTGGAGGTGCTGCGGTTATAGGACAGCCTCCTATTCCACAGTTT...CTTCCCGCGGCTGCTCTTCCTCCATAT 231
SCPP9˙LW TGTTTTCTGGTGGTGCTGCTGTTATAGGACAGCCTCCGTTTACACAATTT...CTGCCTGGAGCCGCTCTTTCTCCATAT 237
SCPP9˙PP TATTTTCTGGTGGTGCTGCTGTTATAGGACAGCCTCCGTTTACACAATTT...CTGCCTGGAGCCGCTCTTCCTCCATAT 231
SCPP9-CI TTCTTTCTGGTGGTGCTGCTGTTATAGGACAGCCTCCATTAACACAGTTT...CTGCCTGCAGCCGCCCTTCCTCCATAT 231
SCPP9-C1˙CC TGCTTTCTGGTGGTCCAGCTGTTATTGGACAGCCTCCGTTAGCGCAGACAAATACTAACTCTTCTGCTCTTTTTCCATAT 228
SCPP9-C2˙CC TGCTCTCTGGTGGTCCTGGTGTTATAGGACAGCCTCCATTAGCACAGATT...CTGCCTGCTGCGGCTCTTCCTCCATAT 231
SCPP9-C1˙SG TGCTTTCTGGTGGTCCTGTTGTTATTGGACAGCCTCCATTAGCACAGATT...CTGCCCGCTGCTGCTCTTCCTCCATAT 231
SCPP9-C2˙SG TGCTTTCTGGTGGTCCTGCTGTTATAGGACAGCTTCCATTAGCATAGATT...CTGCCTGCTGCTTTTCTTCCTCCATTT 228
SCPP9-C1˙SA TGCTTTCTGGTGGTCCTGTTGTTATTGGACAGCCTCCATTAGCACAGATT...CTGCCTGCTGCTGCTCTTCCTCCATAT 231
SCPP9-C2˙SA TGCTTTCTGGTGGTCCTGCTGTTATAGGACAGCCTCCATTAGCACAGATT...CTGCCTGCTGCTGTTCTTCCTCCATTT 147
SCPP9-C1˙SR TGCTTTCTGGTGGTCCTGTTGTTATTGGACAGCCTCCATTAGCACAGATT...CTGCCTGCTGCTGCTCTTCCTCCATAT 231
SCPP9-C2˙SR TGCTTTCTGGTGGTCCTGCTGTTATAGGACAGCCTCCATTAGCACAGATT...CTGCCTGCTGCTGTTCTTCCTCCATTT 231

235. 240. 245. 250. 255. 260. 265. 270. 275. 280. 285. 290. 295. 300. 305.
conservation !!!!!!!!!!!*!!*!! ****** **!!!!!!!**!**!!*!*!!!!*! !!!*!!**! !!*!!!!*!!!!!*!!**!
SCPP9˙DR GTGCTTCAG...CCTCCAGTGGCACCAGCTCCCTTCGGCCTTCCTAACGCTGGAGCT...CTGCCTTACCCCTTCCCTCC 305
SCPP9˙LW GTGCTTCAGCAGCCACCTGTGGCCGCAGTTCCCTACGCTCCACCCAACATGGGACCTCAGTTGGCTTATCCTTTCGCTCC 317
SCPP9˙PP GTGCTTCAGCAGCCACCCGTGGCCGCAGTTCCCTACGCCCCACCCAACATGGGACCTCAGTTGGCGTATCCTTTTGCTCC 311
SCPP9-CI GTGCTTCAGCAGCCGCCTGTGGCCGCAGTTCCCTACGCTCCACCCAACATTGGACCTCAGATGGCTTATCCTTTCGCTCC 311
SCPP9-C1˙CC GTGCTTCAGCAGCCACCA......CCAGTTCCCTTCAGTCCCCTCAACATCGGACCTCAGTTGGCTTACCCTTTTGTTTC 302
SCPP9-C2˙CC ATACTTCAGCAGCCACCTGTGGCCGCAGTTCCCTATGGTCCCCTCAATTTTGGACCTCAGCTGGCTTACCCTTTCGCTTC 311
SCPP9-C1˙SG GTGCTTCAGCAGCCACCA.........GTTCCCTTCGGTCCCCCCAACATCGGACCTCAGTTGGCTTACCCTTTCGCGTC 302
SCPP9-C2˙SG GTGCTTCAGCACCCACCTGTGGCCGCAGTTCCCTATGGTCCCCCCAACATTGGACCTCAGCTGGCTTACCCTTTCGCTTC 308
SCPP9-C1˙SA GTGCTTCAGCAGCCACCA.........GTTCCCTTCGGTCCCCCCAACATCGGACCTCAGTTGGCTTACCCTTTCGCGTC 302
SCPP9-C2˙SA GTGCTTCAGCACCCACCTGTGGCCGCAGTTCCCTATGGTCCCCCCAACATTGGACCTCAGCTGGCTTACCCTTTCGCTTC 227
SCPP9-C1˙SR GTGCTTCAGCAGCCACCA.........GTTCCCTTCGGTCCCCCCAACATCGGACCTCAGTTGGCTTACCCTTTCGCGTC 302
SCPP9-C2˙SR GTGCTTCAGCACCCACCTGTGGCCACAGTTCCCTATGGTCCCCCCAACATTGGAAGCTGGCTTACTTACCCTTTCGCTTC 311

310. 315. 320. 325. 330. 335. 340. 345. 350. 355. 360. 365. 370. 375. 380. 385.
conservation * !!!!*!!!!! !!*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!***!**!*!!!!**!!*!!*!!!!!!!!!!
SCPP9˙DR CGCTAATGGGGGCTTGCCGTATTTCGTGGCTGGACTTCCTAATCAACCTGCCGTAATTCCTCCTCAGCAACAAGTTGCGG 385
SCPP9˙LW CTCTAACGGGGGGCTGCCGTATTACATTGGTGGGCCCCAGAATCAACCAGGGTTATTCCCTCCTCAGCAGCAAGTTGCGG 397
SCPP9˙PP CTCTAACGGGGGGCTGCCGTATTACATTGGTGGGCCCCAGAATCAACCAGGGATATTCCCTCCTCAGCAGCAAGTTGCGG 391
SCPP9-CI CTCTAACGGGGGGCTGCCGTATTACATTGGTGGGCCCCAGAATCAACCAGGCATAATCCCTCCTCAGCAACAAGTTGCGG 391
SCPP9-C1˙CC ATCTAATGGGGGGTTGCTGTATTACATTGGTGGACCCCAGAATCAACCAGCCATGATCCCTCTGCAACAACAAGCTGCGA 382
SCPP9-C2˙CC ACCTAATGGGGGTTTGCCATATTACATTGGTGGGCCCCAGAATCAACCAGCCATAATGCCTCCG...CAGCAAGTTATGG 388
SCPP9-C1˙SG ACCTAATGGGGGACTGGCGTATTACATTGGTGGACCCCAGAATCAACCAGCCATGATCCCTCTGCAGCAACAAGTTGCGG 382
SCPP9-C2˙SG ACCTAATGGGGGTTTGCCGTATTACATTGGTGGGCCCCAGAATCAACCAGCCATAATGCCTCCGCAGCAACAAGTTGCGG 388
SCPP9-C1˙SA ACCTAATGGGGGACTGGCGTATTACATTGGTGGACCCCAGAATCAACCAGCCATGATCCCTCCGCAGCAACAAGTTGCGG 382
SCPP9-C2˙SA AACTAATGGGGGTTTGCCGTATTACATTGGTGGGCCCCAGAATCAACCAGCCATAATGCCTCCGCAGCAACAAGTTGCGG 307
SCPP9-C1˙SR ACCTAATGGGGGACTGGCGTATTACATTAGTGGACCCCAGAATCAACCAGCCATGATCCCTCCGCAGCAACAAGTTGCGG 382
SCPP9-C2˙SR ACCTAATGGGGGTTTGCCGTATTACATTGGTGGGCCCCAGAATCAACCAGCCATAATGCCTCCGCAGCAACAAGTTGCGG 391

390. 395. 400. 405. 410. 415. 420. 425. 430. 435. 440. 445. 450.
conservation !!!!!!!!!!!!!!**!!!!*!*!!*!!!!!! *!!!!!*!! !!*!!!!!****!!!!!!!!!
SCPP9˙DR CTGGACAAGGACCTGCTGGAAATAATCAAGCCGTTGGG...TTGCCACAA.........GGCTCACTGGGAAGATTTAAG 453
SCPP9˙LW CTGGACAAGGCCCTATTGGAAACAATCAAGCTGCAGGCCTAATACCACCA.........GGTTCACTGACTAGATTTAAG 468
SCPP9˙PP CTGGACAAGGCCCTGTTGGAAACAATCAAGCTGCAGGCCCAATACCACCA.........GGTTCACTGACTAGATTTAAG 462
SCPP9-CI CTGGACAAGGCCCTACTGGAAATAACCAAGCT.........GTACCACCA.........GGCTCACTGACTAGATTTAAG 453
SCPP9-C1˙CC CTGGACAAGGCCCTACTGGAAACAATCAAGCT.........GTACCACCA.........GGCTCACTGAATAGATTTAAG 444
SCPP9-C2˙CC CTGGACAAGGCCCTACTGGAAATAATCAAGCT.........GTACCATCA.........GGCTCACTAACTAGATTTAAG 450
SCPP9-C1˙SG TTGGACAAGGCACTACTGGAAATAACCAAGCT.........GTACCACCA.........GGCTCACTGACTAGATTTAAG 444
SCPP9-C2˙SG CTGGACAAGGCCCTACTGGATATAATCAAGCT.........GTACCATCATTTGATGAAGCAATTACTGGCAAAACCATT 459
SCPP9-C1˙SA CTGGACAAGGCCCTACTGGAAATAATCAAGCT.........GTACCTCCA.........GGCTCACTGACTAGATTTAAG 444
SCPP9-C2˙SA CTGGACAAGGCCCTACTGGAAATAATCAAGCT.........GTACCATCA.........GGCTCACTAACTAGATTTAAG 369
SCPP9-C1˙SR CTGGACAAGGCCCTACTGGAAATAATCAAGCT.........GTACCACCA.........GGCTCACTGACTAGATTTAAG 444
SCPP9-C2˙SR CTGGACAAGGCCCTACTGGATATAATCAAGCT.........GTACCATCA.........GGCTCACTAACTAGATTTAAG 453
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455. 460. 465. 470. 475. 480. 485. 490. 495. 500. 505. 510. 515. 520. 525. 530.
conservation !!!!!*!!*!!!!!!!!!!!!!!****!!!***!!!!!!!***!!!!*!!!!!*!!!!!*!!!*!!!*!!!**!!!!!*!
SCPP9˙DR CGATCATTTATCAGAAGGACCACAGCAAGACCACCTGTCTCAGTCACCCAGATGCCTGCTCAGCTCAGCCCTACTGTGTC 533
SCPP9˙LW CGCTCCTTCCTCAGAAGGACCACA...AGACCACCTGTCTCCATCACCCAGATCCCAGCTCAGGTCAGCCCAACTGTGTC 545
SCPP9˙PP CGCTCCTTCCTCAGAAGGACCACA...AGACCCCCTGTCTCAGTCACCCAGATCCCAGCTCAGGTCAGCCCAACTGTGTC 539
SCPP9-CI CGCTCCTTCCTCAGAAGGAACACTGCGAGACCACCTGTCTCAATCACCCAGATGCCAGCTCAGCTCAGCCCTACTGTGTC 533
SCPP9-C1˙CC CGCTCCTTCCTCAGAAGGACCACAGCAAGACCACCTGTTAATAATTATTTTATGCCAGCTCAAGTCAACCCTGCTGTGTC 524
SCPP9-C2˙CC CGCTCTTTTCTCAGAAGGACCACTGCAAGACCACCTGTCTTAATCACCCAGATGCCAGCTCAGGTCAACCCTGCTGTGTC 530
SCPP9-C1˙SG CGCTCCTTCCTCAGAAGGACCACAGCAAGA...CCTGTCTCAATCACCCAGATGCCAGTTCAGATCAACCCTGCTGTGCC 521
SCPP9-C2˙SG CGCTCCTTCCTCAGAAGGACCACTGCAAGACCACCTGTCTCAATCACCCAGATGCCAGCCCAGGTCAACCCTGCTGTGTC 539
SCPP9-C1˙SA CGCTCCTTCCTCAGAAGGACCACAGCAAGA...CCTGTCTCAATCACCCAGATGCCAGCTCAGATCAACCCTGCTGTGCC 521
SCPP9-C2˙SA CGCTCCTTCCTCAGAAGGACCACTGCAAGACCACCTGTCTCAATCACCCAGATGCCAGCCCAGGTCAACCCTGCAGTGTC 449
SCPP9-C1˙SR CGCTCCTTCCTCAGAAGGACCACAGCAAGA...CCTGTCTCAATCACACAGATGCCAGCTCAGATCAACCCTGCTGTGCC 521
SCPP9-C2˙SR CGCTCCTTCCTCAGAAGGACCACTGCAAGACCACCTGTCTCAATCACCCAGATGCCAGCCCAGGTCAACCCTGCTGTGTC 533

535. 540. 545. 550.
conservation !!!!!!!************
SCPP9˙DR TGGAAATACTGTTGGCTAA 552
SCPP9˙LW TGGAAAT............ 552
SCPP9˙PP TGGAAAT............ 546
SCPP9-CI TGGAAATTCTGTGGGGTAA 552
SCPP9-C1˙CC TGGAAACCCTGTTGGGTAA 543
SCPP9-C2˙CC TGGAAATCCTGTTGGGTAA 549
SCPP9-C1˙SG TGGAAATCCTGTTGGGTAA 540
SCPP9-C2˙SG TGGAAATCCTGTTGGGTAA 558
SCPP9-C1˙SA TGGAAATCCTGTTGGGTAA 540
SCPP9-C2˙SA TGGAAATCCTGTTGGGTAA 468
SCPP9-C1˙SR TGGAAATCCTGTTGGGTAA 540
SCPP9-C2˙SR TGGAAATCCTGTTGGGTAA 552

X non conserved

X ≥ 55% conserved

X ≥ 85% conserved
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