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CCCTCAAATA CCACTGAACCCAGCACAGTIGCCTCCGTTGCA
CCCTCAAATA CAGCTGAACCCAGCACAGTTGCCCCCGTTGCA
CCCTCAGATTAAC. ........ CCGCTCAGATCECCTCCACTGCA
ACCACAGCAG CAAATGCCCCAAGTATTGCTGCCTCCCAATCA
ACCTCAAATA CAGCTGAACCCAGCACAGTIGCCCCCGTTGCA
CCCTCAAATA CAGCTGAACCCAGCACAGTIGCCCCCATTGCT
TCCTCAAATA CAGCTGAACCCAGCACAGCTGCCCCCGTTGCA
CCCTCAAATA CAGCTGAACCCAGCACAGTIGCCCCCATTGCT
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TCCTCAAATA CAGCTGAACCCAGCACAACTGCCCCCGTTGCA
CCCTCAAATA CAGCTGAACCCAGCACAGTTGCCCCCATTGECT
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