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Supplemental Figure S1: Treatment with ATRA or DEAB does not alter protein expression of ALDH1A1 or
ALDH1A3 isozymes. (A) MDA-MB-468 and (B) SUM159 human breast cancer cells were treated in culture for 48
hours with 5uM ATRA, 100uM DEAB or EtOH as a vehicle control. Cell lysates were collected and subjected to
immunoblotting to assess ALDH1A1 and ALDHIA3 protein expression. Top panels show representative
immunoblots. Bottom plots show quantitative densitometric analysis (n=3 blots). In all cases, data represents the

mean + SEM normalized to vehicle control.
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Supplemental Figure S2: ALDH1A3 mRNA expression is higher than ALDH1A1 mRNA expression in sorted
ALDH" breast cancer cell populations. MDA-MB-468 breast cancer cells were subjected to FACS using the
Aldefluor® assay as described in the Materials and Methods. Unsorted and sorted ALDH" cell populations were
subjected to qRT-PCR to assess ALDH1A1 and ALDH1AS3 expression (n=3). Data represents the mean +/- SEM. * =
significantly different than ALDH1A1 (p<0.05).
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