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Figure S1. The mass spectrum of Dp44Mt.

—&— simulated
—A— simulated

—e— HSA(exp)
0 'R —&— HSA + Dp44mT(1:2)

200 210 220 230 240
wavelength(nm)

Figure S2. The CD spectra of interaction of Dp44Mt and HSA: Dp44mT and HSA: Dp44mT
concentration were 0.0 and 20 uM, respecively. Cusa = 10 uM, pH =7.4 and T = 288 K. Simulated as
indicated in the figure.
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Figure S3. The interaction of Dp44mT with HAS and DNA: (a) Dp44mT was located in the site IIIA;
(b) Dp44mT was located in the site IIA site; (c) interaction of Dp44mT with DNA; (d) interaction of
Dp44mT with environment residues (in the figure UnkO = Dp44mT). Dark green dash lines (d,e)
indicated hydrogen bonds. The eye-like curved dark red lines represented the hydrophobic residues
in contact.



