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Table S1. Correlation among age, gender, thymic histology, Masaoka classification, MG onset,

MG Osserman classification, and methylation levels of the studied genes in blood tumor tissue of all

TAMG patients (n = 69). The effect of clinical and pathological features on mean methylation levels

was assessed by means of analysis of variance (ANOVA), including age at sampling and gender as

covariates. Linear regression analysis was performed to search for a correlation between age and

methylation levels in the blood and tumor tissue.

Age Gender Histology Masaoka MG Onset Osserman
MTHFR blood p=0.65;r=-0.05 p=093 p=0.79 p=0.59 p=0.25 p=0.35
MTHEFR tumor p=0.98;r=0.001 p=095 p=0.08 p=0.68 p=0.37 p=0.58
DNMT3Ablood p=017;r=-0.16 p=096 p=0.18 p=0.29 p=0.82 p=0.84
DNMT3A tumor p=0.28;r=013 p=077 p=032 p=045 p=0.72 p=0.81
DNMT3Bblood p=0.70;r=-0.05 p=038 p=0.52 p=097 p=0.75 p=091
DNMT3B tumor p=011;r=019 p=068 p=0.63 p=0.83 p=0.80 p=0.56
DNMT1blood p=072;r=-004 p=085 p=0.53 p=024 p=0.62 p=048
DNMTI tumor p=0.94,7=0.008 p=057 p=0.56 p=0.43 p=0.14 p=0.30




