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Figure S1. Cont. 
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Figure S1. The EIC and product ion scan chromatograms of G1 (a,c) and G2 (b,d) in LC-QTOF-MS 
negative mode. 
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Figure S2. The EIC (a) and product ion scan chromatogram (b) of G3 (RT: 9.4 min) in LC-QTOF-MS 
negative mode. 
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Figure S3. The EIC (a) and product ion scan chromatogram (b) of G4 in LC-QTOF-MS  
negative mode. 
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Figure S4. The EIC (a) and full scan chromatogram (b) of G5 in LC-QTOF-MS negative mode. 
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Figure S5. The EIC (a) and product ion chromatogram (b) of G6 in LC-QTOF-MS negative mode. 
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Figure S6. The EIC (a) and product ion chromatogram (b) of G7 in LC-QTOF-MS negative mode. 
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Figure S7. The EIC of S1 in LC-QTOF-MS negative mode. 
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Figure S8. Cont. 
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Figure S8. The EIC (a) and product ion chromatogram (b) of S2 in LC-QTOF-MS negative mode. 

 

 
Figure S9. Cont. 
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Figure S9. The Electron ionization mass spectra of TMS derivatives of M1(a), M2(b), M3(c), M5(d). 
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