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Supplementary File 3. Ortholgous genes of ONAC genes. 

Os01g01470(ONAC020) Os11g03300(ONAC122) Os11g05614(ONAC017) Os02g56600(ONAC032)

Os01g29840(ONAC026) Os12g03040(ONAC131) Os12g05990(ONAC134) Os04g43560(ONAC008) 
 

Os02g34970(ONAC028) Os01g66120(OsNAC6) Os03g04070(ONAC022) Os11g04470(ONAC124) 
Os04g35660(ONAC079) Os05g34830(ONAC088) Os06g51070(ONAC095) Os12g04230(ONAC133) 

 
Os10g09820(ONAC111) Os01g64310(ONAC059) Os02g18460(ONAC044) Os11g03310(ONAC123) 
Os11g04960(ONAC125) Os05g37080(ONAC012) Os02g18470(ONAC046) Os11g03370(ONAC045) 

  Os08g23880(ONAC105) Os12g03050(ONAC132) 
 

Os12g22630(ONAC136) Os11g31330(ONAC025) Os03g39050(ONAC064) Os01g23710(ONAC030) 
Os12g22940(ONAC137) Os11g31340(ONAC127) Os05g25960(ONAC086) Os10g25620(ONAC112) 
Os12g23090(ONAC138) Os11g31360(ONAC128) Os07g09740(ONAC097) Os10g25630(ONAC113) 

 Os11g31380(ONAC129) Os07g09830(ONAC098) Os10g25640(ONAC114) 
  Os07g09860(ONAC099) Os10g26240(ONAC115) 
  Os07g13920(ONAC100) Os10g26250(ONAC116) 
  Os07g17180(ONAC101) Os10g26270(ONAC117) 
  Os07g27330(ONAC065) Os10g27360(ONAC118) 
  Os07g27340(ONAC102) Os10g27390(ONAC119) 
   Os10g29680(ONAC026) 
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Supplementary File 4. Summary of Experiment Procedures for Microarray Assays 

Obtained from Rice Array Database. 

S. No. Series Accession No. Sample Description 
No. of 

Replicates 
Reference 

(A) Abiotic stresses 

1 GSE6901 

IR64-7-day-old Seedling (control) 3 

[49] 
IR64-Drought stress 3 

IR64-Salt stress 3 

IR64-Cold stress 3 

Title: Expression Data For Stress Treatment in Rice Seedlings.  

Overall design: Seven-day-old rice seedlings grown under controlled conditions. For salt treatment (SS), the rice 

seedlings were transferred to a beaker containing 200 mM NaCl solution for 3 h. For desiccation (DS), rice seedlings 

were dried for 3 h between folds of tissue paper at 28 ± 1 °C, in a culture room. For cold treatment (CS), the seedlings 

were kept at 4 ± 1 °C for 3 h. The seedlings kept in water for 3 h, at 28 ± 1 °C, served as control (Seedling). Three 

biological replicates of each sample were used for microarray analysis. 

(B) Biotic stresses 

2 GSE7256 

mock inoculated leaf 3 DPI 2 

[52] 
mock inoculated leaf 4 DPI 2 

FR13 inoculated leaf 3 DPI  2 

FR13 inoculated leaf 4 DPI 2 

Title: Identification of Rice Genes Differentially Expressed upon Virulent Infection by  

Magnaporthe grisea.  
Overall design: Two-week old rice plants (cultivar Nipponbare) were treated with either Magnaporthe grisea (virulent 

isolate FR13) spore suspension in gelatine or gelatine alone. Two time points were taken (3 and 4 days post inoculation- 

DPI). Disease symptoms were not visible at 3 DPI whereas they were at 4 DPI. Two biological repeats were done. 

3 GSE18361 

Mock inoculated root 2 DPI 2 

[53] 

Mock inoculated root 4 DPI 2 

Mock inoculated root 6 DPI 2 

Guy11 inoculated root 2 DPI 2 

Guy11 inoculated root 4 DPI 2 

Guy11 inoculated root 6 DPI 2 

Title: Temporal Gene Expression Analyisis from Rice Root (cv. Nipponbare) Infected with Magnaporthe oryzae 

Strain Guy11.  

Overall design: The global transcriptome response overtime of Mock- and M. oryzae inoculated rice root tissue in vitro 

were investigated. Two independant replicates were performed for each treatment and samples were collected at 2, 4 and 

6 days post-inoculation. 
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Supplementary File 4. Cont. 

S. No. Series Accession No. Sample Description 
No. of 

Replicates 
Reference 

4 GSE10373 

IAC165, mock-infection 2 DPI 2 

[57] 

IAC165, infection S. hermonthica 2 DPI 2 

IAC165, mock-infection 4 DPI 2 

IAC165, infection S. hermonthica 4 DPI 2 

IAC165, mock infection 11DPI 2 

IAC165, infection S. hermonthica 11 DPI 2 

Nipponbare, Mock infection 2 DPI 2 

Nipponbare, infection S.hermonthica 2 DPI 2 

Nipponbare, Mock infection 4 DPI 2 

Nipponbare,infection S.hermonthica 4 DPI 2 

Nipponbare, Mock infection 11 DPI 2 

Nipponbare, infection S.hermonthica  

11 DPI 
2 

Title: Rice Cultivars Undergoing a Susceptible and Resistant Interaction with the Parasitic Plant  

Striga hermonthica.  
Overall design: Using rice cultivars Nipponbare, which exhibits resistance to Striga hermonthica, and IAC165, which is 

susceptible. Root tissue was harvested from two cultivars of rice that had been infected with Striga hermonthica (or from 

uninfected control tissue). Three time points were used (2, 4 and 11 days after infection or mock-inoculation) using two 

replicate chips per treatment/timepoint. 

5 GSE11025 

WuYun3-RSV infected 3 

[56] 
WuYun3-non-infected 3 

KT95-418-RSV infected 3 

KT95-418-non-infected 3 

Title: Comparative transcriptional profiling of two contrasting rice genotypes in response to rice stripe virus 

infection.  

Overall design: Two japonica rice genotypes WuYun3 and KT95-418 in response to RSV infection. Nine-day-old 20 rice 

seedlings were exposed to approximately 100 viruliferous small brown planthoppers (Laodelphax striatellus Fall) for two days 

to be innoculated by RSV. Then they were transplanted in insect-free greenhouse at 25 ± 3 °C with a daily photope. 

6 GSE16793 

XOC–time: 2 hai 4 

[55] 

XOC–time: 4 hai 4 

XOC–time: 8 hai 4 

XOC–time: 24 hai 4 

XOC–time: 96 hai 4 

XOO–time: 2 hai 4 

XOO–time: 4 hai 4 

XOO–time: 8 hai 4 

XOO–time: 24 hai 4 

XOO–time: 96 hai 4 

MOCK–time: 2 hai 4 

MOCK–time: 4 hai 4 

MOCK–time: 8 hai 4 

MOCK–time: 24 hai 4 

MOCK–time: 96 hai 4 
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Supplementary File 4. Cont. 

S. No. Series Accession No. Sample Description 
No. of 

Replicates 
Reference 

Title: Comparative Transcriptional Profiling of Rice Undergoing Infection by X. oryzae pv. oryzae or by X. oryzae 

pv. oryzicola.  
Overall design: Plant Material: Oryza sativa ssp. japonica cv. Nipponbare plants were grown in growth chambers under a 

12 h, 28 °C light and a 12 h, 25 °C dark cycle. Bacterial Strains and preparation of inoculum: Xoo strain PXO99A and Xoc 

strain BLS256 were used. Fourteen days after sowing, and 2 h after the beginning of the light period, seedlings were 

inverted into inoculum, one flat each for Xoo, Xoc and Mock inoculum consisting of sterile 10 mM MgCl2 with 0.5% 

Tween-20, and vaccuum infiltrated at 500 mm Hg for two minutes, two consecutive times, in a custom-made chamber. 

Following inoculation, plants were returned to the growth chamber. The harvest of inoculated tissue at 2, 4, 8, 24 and 96 h 

was made using a separate randomized complete block design. Tissue was harvested from plants in four pots for each 

timepoint per inoculum per replication. Harvested tissue was immediately frozen in liquid nitrogen and stored at −80 °C 

until processing. Total RNA was initially isolated from frozen whole plant tissue using the hot TRIzol reagent protocol 

for barley. The RNA was purified using Qiagen RNeasy spin columns, and adjusted to a final concentration of 1 ug/uL. 

Probe synthesis, labeling, and hybridization were performed at the Iowa State University GeneChip Core facility. 
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Supplementary File 5. Heat map of 107 ONAC genes under various stress conditions. Heat 

map of 107 ONAC genes under abotic (salt, dry and cold) and biotic (M. oryzae, RSV, Xoo, 

Xoc, and S. hemonthica) stresses. Change values in treated samples as compared to its 

corresponding mock-treated (log2
(treated−signal intensity/mock−signal intensity) = log2

treated−signal intensity − 

log2
m°ck−signal intensity) were used for treeview (Supplementary File 2). 
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Supplementary File 6. ONAC gene family in rice. 

Locus Name 
ORF 

Length (bp) 

Protein 

Length (aa) 
Pseudomolecule Position pI 

Mol. 

Wt. (Da) 

LOC_Os03g60080 SNAC1 951 317 34166099–34167546 7.1466 35177.8 

LOC_Os02g36880 OsNAC1 1125 375 22258915–22260681 7.2026 40382.6 

LOC_Os04g38720 OsNAC2 1032 344 22994552–22996740 7.6435 36838.7 

LOC_Os07g12340 OsNAC3 831 277 6967999–6969311 6.4107 30860.9 

LOC_Os01g60020 OsNAC4 957 319 34694391–34692830 8.4406 35347 

LOC_Os11g08210 OsNAC5 990 330 4301783–4299149 5.4489 35522.8 

LOC_Os01g66120 OsNAC6 912 304 38401533–38398517 9.0566 32906.7 

LOC_Os06g33940 OsNAC7 1131 377 19746457–19743865 7.1204 41411.8 

LOC_Os01g15640 OsNAC8 1470 490 8797363–8792646 5.0112 54693.9 

LOC_Os09g33490 ONAC001 744 248 19748819–19750179 9.8914 26168.2 

LOC_Os01g09550 ONAC003 1461 487 4884872–4879148 7.9771 54334.9 

LOC_Os08g42400 ONAC005 699 233 26764597–26767134 10.2589 24691.1 

LOC_Os03g42630 ONAC006 972 324 23732858–23734467 6.7853 34848.3 

LOC_Os06g04090 ONAC007 1188 396 1701522–1699018 7.0686 42026.8 

LOC_Os04g43560 ONAC008 837 279 25588380–25590766 6.4017 30802.2 

LOC_Os07g37920 ONAC010 1278 426 22756479–22754883 7.3237 45096.2 

LOC_Os06g46270 ONAC011 915 305 28036857–28040642 7.8228 34083.6 

LOC_Os05g37080 ONAC012 825 275 21607056–21605846 5.2477 30459.4 

LOC_Os02g15340 ONAC013 1080 360 8582933–8584294 6.8724 39268.5 

LOC_Os07g48550 ONAC015 906 302 29041116–29040012 5.6443 34121.5 

LOC_Os01g01430 ONAC016 1023 341 216126-217664 6.4456 37760 

LOC_Os11g05614 ONAC017 885 295 2546609–2547577 6.5128 31246.8 

LOC_Os10g38834 ONAC018 1026 342 20671799-20678392 4.8801 37539.7 

LOC_Os06g01230 ONAC019 1179 393 155556–154091 7.5817 43970.4 

LOC_Os01g01470 ONAC020 963 321 240908–241977 6.7133 35726.5 

LOC_Os09g12380 ONAC021 1488 396 7077809–7076322 6.6384 52168.7 

LOC_Os03g04070 ONAC022 951 317 1863116–1861572 7.7186 34927.2 

LOC_Os02g12310 ONAC023 759 253 6404018–6405879 5.2857 28162.6 

LOC_Os05g34310 ONAC024 933 311 20247654–20246301 4.6038 33889.1 

LOC_Os11g31330 ONAC025 903 301 17822319–17824224 6.8377 32983.4 

LOC_Os01g29840 ONAC026 1002 334 16721326–16720227 6.7805 37382.6 

LOC_Os02g34970 ONAC028 615 305 20966976–20967797 6.7308 22802.4 

LOC_Os08g02300 ONAC029 1203 401 855394–857110 6.9338 42429 

LOC_Os01g23710 ONAC030 1383 461 13344258–13342044 4.0151 47459.1 

LOC_Os08g01330 ONAC031 975 325 211092–209881 6.3172 36235.2 

LOC_Os02g56600 ONAC032 996 332 34667723–34670142 7.4375 36318.6 

LOC_Os01g28050 ONAC033 798 266 15692133–15692930 8.1439 28832.2 

LOC_Os01g48460 ONAC034 873 291 27774546-27775418 9.3666 31267.71 

LOC_Os01g59640 ONAC035 1206 402 34491653–34489762 5.5009 45485.8 

LOC_Os05g35170 ONAC036 1350 450 20820419–20818302 4.5984 49739.4 

LOC_Os08g06140 ONAC037 2193 731 3392243–3388562 4.3979 80654.6 

LOC_Os01g71790 ONAC038 615 205 41583422–41584036 9.3206 22478.4 

LOC_Os03g21030 ONAC039 1077 359 11938012–11936702 5.6079 39199.2 

LOC_Os08g44820 ONAC040 1971 657 28146431–28142734 4.3379 71937.4 
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Supplementary File 6. Cont. 

Locus Name 
ORF 

Length (bp) 

Protein 

Length (aa) 
Pseudomolecule Position pI 

Mol. 

Wt. (Da) 

LOC_Os01g70110 ONAC041 687 229 40571894–40572673 9.0865 24504.6 

LOC_Os09g32040 ONAC042 2109 703 19124534–19121884 4.6148 77265.1 

LOC_Os02g06950 ONAC043 1512 504 3529541–3522907 7.3686 57370.9 

LOC_Os02g18460 ONAC044 1512 504 10749004–10747493 3.8303 56826.5 

LOC_Os11g03370 ONAC045 1080 360 1268472–1269848 7.2499 39688.4 

LOC_Os02g18470 ONAC046 1677 559 10754223–10752547 4.4871 60250.4 

LOC_Os08g02160 ONAC049 1005 335 731319–733595 10.6566 36371.9 

LOC_Os02g38130 ONAC050 1182 394 23060334–23057308 5.4359 43588.6 

LOC_Os02g41450 ONAC051 759 253 24846732-24819818 9.3953 27232.3 

LOC_Os02g42970 ONAC052 1113 371 25855114–25853635 6.9409 41171 

LOC_Os02g51120 ONAC053 1161 387 31274715-31277298 8.3742 43414.02 

LOC_Os03g02800 ONAC054 1953 651 1088451–1092408 6.4741 72833.2 

LOC_Os03g01870 ONAC055 894 298 523094–524181 6.0358 34031.9 

LOC_Os03g03540 ONAC056 1101 367 1530620–1528263 5.4804 40399.9 

LOC_Os03g12120 ONAC057 2661 887 6364595–6357413 5.0466 99173.6 

LOC_Os03g21060 ONAC058 1179 393 11974928–11973139 8.5836 42195.4 

LOC_Os01g64310 ONAC059 771 257 37333473–37334807 5.1885 28275.4 

LOC_Os12g41680 ONAC060 1002 334 25767557–25772636 8.9766 36341.1 

LOC_Os10g21560 ONAC061 1182 394 10968129–10964968 4.6984 43648.7 

LOC_Os05g48850 ONAC062 945 315 27940851–27942092 9.4414 34100.3 

LOC_Os08g33910 ONAC063 1158 386 21215638–21217230 8.2696 43336.6 

LOC_Os03g39050 ONAC064 1329 443 21706809–21708250 3.8482 47292.7 

LOC_Os07g27330 ONAC065 2331 777 15901059–15898729 3.8532 82292.4 

LOC_Os03g56580 ONAC066 1089 363 32227328–32229113 6.8387 40558.4 

LOC_Os03g39100 ONAC069 1503 501 21724668–21726170 3.913 53942 

LOC_Os02g57650 ONAC070 1899 633 35297610–35301021 4.3167 69559.4 

LOC_Os03g59730 ONAC071 1491 497 34005662–34003039 8.5555 53563.9 

LOC_Os09g32260 ONAC072 1059 353 19255969–19253152 9.6575 39127.7 

LOC_Os01g48130 ONAC073 1008 336 27560681–27556008 9.0816 36302.7 

LOC_Os01g66490 ONAC075 1359 453 38611435–38614057 9.0804 48535 

LOC_Os03g61249 ONAC076 951 317 34783894–34784844 4.429 33994.6 

LOC_Os03g61319 ONAC077 951 317 34815087–34814137 4.429 33994.6 

LOC_Os03g62470 ONAC078 396 132 35378425–35378030 9.5997 14594.4 

LOC_Os04g35660 ONAC079 603 201 21733623–21734709 5.7758 22517.2 

LOC_Os04g39960 ONAC080 849 283 23789421–23790269 4.026 31081.4 

LOC_Os04g40140 ONAC081 627 209 23889226–23885498 4.1484 23131.6 

LOC_Os04g45340 ONAC082 579 193 26806613–26804262 5.4482 21070.6 

LOC_Os04g52810 ONAC083 852 284 31443397–31439595 9.8768 30939.6 

LOC_Os04g59470 ONAC084 858 286 35359459–35358602 6.3361 31658.5 

LOC_Os05g10620 ONAC085 1074 358 5788137–5784141 9.655 39112.1 

LOC_Os05g25960 ONAC086 1704 568 15089885–15091588 3.7817 60360.6 

LOC_Os05g34600 ONAC087 1254 418 20518998–20516305 6.7218 44660.6 

LOC_Os05g34830 ONAC088 969 323 20678001–20680343 8.5611 34595.2 

LOC_Os05g43960 ONAC089 1485 495 25581765–25580132 6.5105 54052.8 
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Locus Name 
ORF 

Length (bp) 

Protein 

Length (aa) 
Pseudomolecule Position pI 

Mol. 

Wt. (Da) 

LOC_Os06g01480 ONAC090 1095 365 294071–289311 6.8291 41570.2 

LOC_Os06g15690 ONAC091 1257 419 8879085-8883818 4.9322 46875.17 

LOC_Os06g23650 ONAC092 1122 374 13804017–13805815 8.8051 39174.2 

LOC_Os06g36480 ONAC094 1704 568 21421990–21414174 7.6262 61990.6 

LOC_Os06g51070 ONAC095 879 293 30894523–30893477 8.208 32961.4 

LOC_Os07g04560 ONAC096 1032 344 2023158–2025061 4.8438 37925.3 

LOC_Os07g09740 ONAC097 1995 665 5189805–5191799 3.8664 69835.8 

LOC_Os07g09830 ONAC098 2121 707 5230976–5228856 3.8305 74581.8 

LOC_Os07g09860 ONAC099 2037 679 5246674–5244638 3.7749 71427.5 

LOC_Os07g13920 ONAC100 1125 375 7957180–7956056 4.1254 40338.6 

LOC_Os07g17180 ONAC101 1818 606 10109609–10111749 3.7925 64333.4 

LOC_Os07g27340 ONAC102 1914 638 15906886–15908799 3.9196 68294.2 

LOC_Os07g48450 ONAC103 1041 347 28985797–28988032 7.3901 37533.5 

LOC_Os08g10080 ONAC104 882 294 5850647–5846863 8.5858 32201.6 

LOC_Os08g23880 ONAC105 1344 448 14454209–14455552 4.574 49725.8 

LOC_Os08g33670 ONAC106 1005 335 21028959–21025544 5.635 36651.4 

LOC_Os08g40030 ONAC107 1023 341 25353753–25351524 7.2318 36957.8 

LOC_Os09g24560 ONAC108 903 301 14619069–14617482 6.1276 32301.8 

LOC_Os09g38000 ONAC109 1101 367 21902714–21905059 4.9939 40137.1 

LOC_Os09g38010 ONAC110 657 219 21907637–21910215 7.3004 25268.4 

LOC_Os10g09820 ONAC111 1491 497 5318635–5314994 4.3715 55433.9 

LOC_Os10g25620 ONAC112 1599 533 13272947–13270789 4.7697 57452.2 

LOC_Os10g25630 ONAC113 780 260 13278980–13277838 3.7944 27484.9 

LOC_Os10g25640 ONAC114 588 196 13280721–13279353 10.7103 21919.3 

LOC_Os10g26240 ONAC115 519 173 13592052–13592674 10.6411 19373.3 

LOC_Os10g26250 ONAC116 549 183 13593467–13594281 4.1862 19923.9 

LOC_Os10g26270 ONAC117 660 220 13597984–13599963 3.4994 22589.3 

LOC_Os10g27360 ONAC118 1266 422 14436872–14438849 5.8521 44968.9 

LOC_Os10g27390 ONAC119 1632 544 14446549–14448670 7.5557 56440.7 

LOC_Os10g33760 ONAC120 975 325 17849088–17851397 5.6091 35637 

LOC_Os10g42130 ONAC121 990 330 22669292–22671877 6.0989 35994.7 

LOC_Os11g03300 ONAC122 1176 392 1233928–1236052 6.5683 43336.3 

LOC_Os11g03310 ONAC123 867 286 1240058–1245394 8.2112 32169.6 

LOC_Os11g04470 ONAC124 1077 359 1866995–1865567 4.2699 38932.3 

LOC_Os11g04960 ONAC125 1356 452 2124798–2126649 4.3665 50632.3 

LOC_Os11g07700 ONAC126 804 268 3930937–3930134 9.2053 28532.7 

LOC_Os11g31340 ONAC127 834 278 18294409–18296934 6.5818 30334.2 

LOC_Os11g31360 ONAC128 873 291 18301326–18303603 9.3513 32255.2 

LOC_Os11g31380 ONAC129 723 241 18311804–18313703 6.5016 26253.9 

LOC_Os11g45950 ONAC130 411 137 27804967–27804177 9.4699 15533.5 

LOC_Os12g03040 ONAC131 1182 394 1139026–1141362 6.6421 43589.7 

LOC_Os12g03050 ONAC132 1191 397 1146995–1148742 9.1777 43848.1 

LOC_Os12g04230 ONAC133 1098 366 1791193–1790084 4.3027 39587.4 

LOC_Os12g05990 ONAC134 9024 308 2762322–2763606 7.1786 32505.3 
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Locus Name 
ORF 

Length (bp) 

Protein 

Length (aa) 
Pseudomolecule Position pI 

Mol. 

Wt. (Da) 

LOC_Os12g07790 ONAC135 1716 572 3938092–3936377 4.6271 60152.9 

LOC_Os12g22630 ONAC136 1413 471 12786650-12788062 5.0387 50829.5 

LOC_Os12g22940 ONAC137 1254 418 12971077–12972330 5.8881 44398.2 

LOC_Os12g23090 ONAC138 1215 405 13054197–13055584 6.5149 43811.6 

LOC_Os12g29330 ONAC139 783 261 17391342–17392732 9.9389 28012.5 

LOC_Os12g43530 ONAC140 1128 376 27009616–27007586 7.6376 41331 

LOC_Os01g47670 ONAC141 1095 365 27270375–27269167 6.7948 40538.3 

LOC_Os03g61650 ONAC142 1095 365 34945841–34946935 4.4502 38297 

LOC_Os04g42940 ONAC143 1188 396 25401527–25400256 8.1485 43979.4 

LOC_Os05g26026 ONAC144 963 321 15159435–15158473 7.1051 34617.8 

LOC_Os05g26049 ONAC145 963 321 15127611–15128573 7.1051 34617.8 

LOC_Os05g27749 ONAC146 1218 406 16456152–16454935 8.2226 43447.4 

LOC_Os05g28129 ONAC147 1218 406 16397417-16398634     

LOC_Os07g31410 ONAC148 636 212 18606147–18606782 10.0233 22050.9 

LOC_Os10g27380 ONAC149 1128 376 14443785–14445504 4.8979 40454.5 

LOC_Os11g04360 ONAC150 1248 438 1811713–1813623 6.8707 46125.2 

LOC_Os11g31370 ONAC151 381 127 18307265–18308037 8.1475 14458.6 

The locus ID, gene name, open reading frame, protein length, pseudo molecule position, Pl and Mol weight 

(Da) of the ONAC genes are given. 
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Supplementary File 7. Sequences of ONAC genes. The genomic sequence, cDNA sequence 

and protein sequence of the ONAC genes are obtained from Rice genome annotation project 

(http://rice.plantbiology.msu.edu). 

LOC_Os03g60080 (SNAC1) sequence information 

Genomic sequence length: 1448 nucleotides 

CDS length: 951 nucleotides 

Protein length: 316 amino acids 

Putative Function: NAC domain-containing protein 67, putative, expressed 

Genomic Sequence 

> SNAC1 

CATTCGAGAAATCCCTCACAACCCACAACATTTTCAAACAACGCAAAGCAGTAGCAGCAG 

CGAGAAGCAAGCAAGAAGCGATGGGGATGGGGATGAGGAGGGAGAGGGACGCGGAGGCGG 

AGCTGAACCTGCCGCCGGGGTTCAGGTTCCACCCCACGGACGACGAGCTGGTGGAGCACT 

ACCTGTGCAGGAAGGCGGCGGGGCAGCGCCTGCCGGTGCCGATCATCGCCGAGGTGGATC 

TCTACAAGTTCGACCCGTGGGATCTGCCCGAGCGCGCGCTGTTCGGCGCCAGGGAGTGGT 

ACTTCTTCACCCCGCGGGATCGCAAGTATCCTAATGGGTCACGCCCCAACCGCGCCGCCG 

GCAACGGGTACTGGAAGGCCACCGGCGCCGACAAGCCCGTCGCGCCGCGGGGGCGCACGC 

TTGGGATCAAGAAGGCGCTCGTGTTCTACGCCGGCAAGGCGCCGCGAGGGGTCAAGACTG 

ATTGGATCATGCATGAGTACCGGCTCGCCGATGCTGGCCGCGCCGCCGCGGGCGCCAAGA 

AGGGATCTCTCAGGGTAAGCTTAGCTCAGATTCATCCGAATTACTAGCAATGATCCTTGC 

TTCGATCGAAGATTATTCGGTGGGAGTGATGATCGATAATTGGATCGTGGTCTGATCTGA 

TCTGGTGTGAATTGTTTGTGCAGTTGGATGATTGGGTGCTGTGTCGGCTGTACAACAAGA 

AGAACGAGTGGGAGAAGATGCAGCAGGGGAAGGAGGTGAAGGAGGAGGCGTCCGACATGG 

TTACGTCGCAGTCGCACTCGCACACCCACTCGTGGGGCGAGACGCGCACGCCGGAGTCGG 

AGATCGTGGACAACGACCCCTTCCCGGAGCTGGACTCGTTCCCGGCGTTCCAGCCTGCGC 

CGCCGCCGGCGACGGCGATGATGGTGCCCAAGAAAGAATCGATGGACGACGCCACCGCGG 

CCGCCGCCGCCGCCGCCACCATCCCCAGGAACAACAGCAGCCTGTTCGTGGACCTGAGCT 

ACGACGATATCCAGGGCATGTACAGCGGCCTCGACATGCTGCCGCCGGGCGACGACTTCT 

ACTCGTCGCTCTTCGCGTCGCCGCGGGTGAAGGGGACGACGCCACGCGCCGGCGCCGGCA 

TGGGCATGGTCCCGTTCTGAGGTGACGGCGACGCGATCGAACAGGTGGTGATCGATGCTG 

CAACGTGTGTAAATATACAGCGCCGGCTGGGTCAAGAGATGGCTCGGGTGACGCGCGCGC 

GGCGTGTCCTGGCGTTGGCGCCGGGGCATTCTTTAGTTTTTCATCTTTTCATCATCTCAG 

ATGGTAGATACAAAACAGTGTATGTATGTAGCTCTGTTTCTCTCTATAGAACCCCAACAA 

ATTTTGTTGTTGATGTTGTTTATCTTCATATGCTTTGATCTTGAAATCGTCTACCTTACT 

ACTGCCGA 

CDS 

> SNAC1 

ATGGGGATGGGGATGAGGAGGGAGAGGGACGCGGAGGCGGAGCTGAACCTGCCGCCGGGG 

TTCAGGTTCCACCCCACGGACGACGAGCTGGTGGAGCACTACCTGTGCAGGAAGGCGGCG 

GGGCAGCGCCTGCCGGTGCCGATCATCGCCGAGGTGGATCTCTACAAGTTCGACCCGTGG 
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GATCTGCCCGAGCGCGCGCTGTTCGGCGCCAGGGAGTGGTACTTCTTCACCCCGCGGGAT 

CGCAAGTATCCTAATGGGTCACGCCCCAACCGCGCCGCCGGCAACGGGTACTGGAAGGCC 

ACCGGCGCCGACAAGCCCGTCGCGCCGCGGGGGCGCACGCTTGGGATCAAGAAGGCGCTC 

GTGTTCTACGCCGGCAAGGCGCCGCGAGGGGTCAAGACTGATTGGATCATGCATGAGTAC 

CGGCTCGCCGATGCTGGCCGCGCCGCCGCGGGCGCCAAGAAGGGATCTCTCAGGTTGGAT 

GATTGGGTGCTGTGTCGGCTGTACAACAAGAAGAACGAGTGGGAGAAGATGCAGCAGGGG 

AAGGAGGTGAAGGAGGAGGCGTCCGACATGGTTACGTCGCAGTCGCACTCGCACACCCAC 

TCGTGGGGCGAGACGCGCACGCCGGAGTCGGAGATCGTGGACAACGACCCCTTCCCGGAG 

CTGGACTCGTTCCCGGCGTTCCAGCCTGCGCCGCCGCCGGCGACGGCGATGATGGTGCCC 

AAGAAAGAATCGATGGACGACGCCACCGCGGCCGCCGCCGCCGCCGCCACCATCCCCAGG 

AACAACAGCAGCCTGTTCGTGGACCTGAGCTACGACGATATCCAGGGCATGTACAGCGGC 

CTCGACATGCTGCCGCCGGGCGACGACTTCTACTCGTCGCTCTTCGCGTCGCCGCGGGTG 

AAGGGGACGACGCCACGCGCCGGCGCCGGCATGGGCATGGTCCCGTTCTGA 

Protein 

> SNAC1 

MGMGMRRERDAEAELNLPPGFRFHPTDDELVEHYLCRKAAGQRLPVPIIAEVDLYKFDPW 

DLPERALFGAREWYFFTPRDRKYPNGSRPNRAAGNGYWKATGADKPVAPRGRTLGIKKAL 

VFYAGKAPRGVKTDWIMHEYRLADAGRAAAGAKKGSLRLDDWVLCRLYNKKNEWEKMQQG 

KEVKEEASDMVTSQSHSHTHSWGETRTPESEIVDNDPFPELDSFPAFQPAPPPATAMMVP 

KKESMDDATAAAAAAATIPRNNSSLFVDLSYDDIQGMYSGLDMLPPGDDFYSSLFASPRV 

KGTTPRAGAGMGMVPF* 

 

LOC_Os02g36880 (OsNAC1) sequence information 

Genomic sequence length: 1849 nucleotides 

CDS length: 1125 nucleotides 

Protein length: 374 amino acids 

Putative Function: No apical meristem protein, putative, expressed 

Genomic Sequence 

> OsNAC1 

GTTTTAATTTCCCCCTTAACCACTTCATCACTTCTCTCGTCGATCTAGTCTAAAAGGTTA 

GCAAATATCCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCCTTTTCTCGTTCTTCTTT 

GTTCTTGCTAGCTAGCTCGCTATTGCTAACTCGTTTGTGTTAATATTCTGGGTCCTTTGC 

TTAATGGTTGGTGTTGGTTTTTTCTGATGAATTGCTCGATCGTTTATGTGTCAGGTTTAG 
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TAGATGCGATTAGCCAGGCAGCAGCAGCAGGTGGTGGTGGCTGCGACGATGGAGCATGAC 

GTGCACCACCACCGGCAGATGATGCAGCAGCAGCAGCAGCAGGAGATGGACCTGCCGCCG 

GGCTTCCGGTTCCACCCCACCGACGAGGAGCTCATCACGCACTACCTCCTCCGCAAGGCC 

GCCGACCCCGCCGGGTTCGCCGCGCGCGCCGTCGGAGAGGCCGACCTCAACAAGTGCGAG 

CCATGGGACCTGCCATGTAAGCCAAGCTTAGCTAGCTACTCTCGATCTCTCTCAAGTCTC 

AAACAGTCGCGCGTACGTATGATCGCTAGTGAGTAGTACTAGGTTTGATTTTTCATGTGA 

TTTATGGGGGTGATCAGAGATGTGTGTGTACGTGTGCGCATGCAGCGAGGGCGACGATGG 

GGGAGAAGGAGTGGTACTTCTTCTGCGTGAAGGACCGGAAGTACCCGACGGGGCTGAGGA 

CGAACAGGGCGACGGAGTCCGGGTACTGGAAGGCGACGGGGAAGGACCGGGAGATCTTCA 

GGGGGAAGGCCCTCGTCGGCATGAAGAAGACGCTCGTCTTCTACACCGGGAGGGCCCCCC 

GCGGCGGCAAGACCGGATGGGTCATGCACGAGTACCGCATCCACGGCAAGCACGCCGCCG 

CCAATTCCAAGGTACGTACGTGAGCGTTGATTTGGTTGCACGCGCGCGCGTTCGTGTGTG 

CCATGTCGCGATCTGATGGGTGGTCTGGTTGGTTGGGTGCAGCAGGATCAGGAGTGGGTG 

CTGTGCAGGGTGTTCAAGAAGAGCCTCGAGCTGGCGCCGGCGGCGGCGGCGGCGGTCGGC 

AGGAGAGGCGCGGGCGCGGGGACGGACGTTGGGCCGTCGTCGATGCCCATGGCGGACGAC 

GTCGTCGGCCTCGCCCCGTGCGCGCTCCCGCCGCTGATGGACGTGTCTGGCGGCGGCGGT 

GGCGCCGGCACAACCTCGCTGTCAGCGACCGCGGGCGCGGCGGCGGCGCCGCCGCCAGCG 

CACGTGACCTGCTTCTCCAACGCGCTGGAGGGCCAGTTCCTGGACACACCGTACCTCCTC 

CCCGCCGCCGATCCCGCGGATCACCTCGCCATGTCCTCCGCCTCGCCGTTCTTGGAGGCC 

CTGCAGATGCAGTACGTCCAGGACGCCGCCGCCGCCGGAGGAGCGGGCATGGTGCACGAG 

CTGCTCATGGGCGGCGGCTGGTATTGCAACAAGGGCGAGAGGGAGAGGCTGAGCGGCGCC 

TCGCAGGACACCGGCCTCACGTCGTCGGAGGTGAACCCCGGCGAGATCTCGTCGTCGTCG 

CGGCAGCAACGCATGGATCATCACGACGCGTCCCTCTGGGCCTATTGAAATATTCATTCA 

TCATCATTGAAAATTGCATTAGCCATTATTATTAGTACTGTTGGCCACCGATTATTGATT 

GTGTTGTAATATTGGTATTGTTGATTATAATTAATTAGTACGCCAAAGAGACAAATCACA 

AGAGAACGAAGTGTGTATGCTGTAGATTAATTCCGTATGTTTGTGAAAATATTCTTGAAC 

CCAAGTGAATGTTACTAGTGCTTTTCAGATGCTCATGTTTGGAGCGCCG 

CDS 

> OsNAC1 

ATGCGATTAGCCAGGCAGCAGCAGCAGGTGGTGGTGGCTGCGACGATGGAGCATGACGTG 

CACCACCACCGGCAGATGATGCAGCAGCAGCAGCAGCAGGAGATGGACCTGCCGCCGGGC 

TTCCGGTTCCACCCCACCGACGAGGAGCTCATCACGCACTACCTCCTCCGCAAGGCCGCC 

GACCCCGCCGGGTTCGCCGCGCGCGCCGTCGGAGAGGCCGACCTCAACAAGTGCGAGCCA 

TGGGACCTGCCATCGAGGGCGACGATGGGGGAGAAGGAGTGGTACTTCTTCTGCGTGAAG 

GACCGGAAGTACCCGACGGGGCTGAGGACGAACAGGGCGACGGAGTCCGGGTACTGGAAG 

GCGACGGGGAAGGACCGGGAGATCTTCAGGGGGAAGGCCCTCGTCGGCATGAAGAAGACG 

CTCGTCTTCTACACCGGGAGGGCCCCCCGCGGCGGCAAGACCGGATGGGTCATGCACGAG 

TACCGCATCCACGGCAAGCACGCCGCCGCCAATTCCAAGCAGGATCAGGAGTGGGTGCTG 

TGCAGGGTGTTCAAGAAGAGCCTCGAGCTGGCGCCGGCGGCGGCGGCGGCGGTCGGCAGG 

AGAGGCGCGGGCGCGGGGACGGACGTTGGGCCGTCGTCGATGCCCATGGCGGACGACGTC 

GTCGGCCTCGCCCCGTGCGCGCTCCCGCCGCTGATGGACGTGTCTGGCGGCGGCGGTGGC 

GCCGGCACAACCTCGCTGTCAGCGACCGCGGGCGCGGCGGCGGCGCCGCCGCCAGCGCAC 

GTGACCTGCTTCTCCAACGCGCTGGAGGGCCAGTTCCTGGACACACCGTACCTCCTCCCC 

GCCGCCGATCCCGCGGATCACCTCGCCATGTCCTCCGCCTCGCCGTTCTTGGAGGCCCTG 
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CAGATGCAGTACGTCCAGGACGCCGCCGCCGCCGGAGGAGCGGGCATGGTGCACGAGCTG 

CTCATGGGCGGCGGCTGGTATTGCAACAAGGGCGAGAGGGAGAGGCTGAGCGGCGCCTCG 

CAGGACACCGGCCTCACGTCGTCGGAGGTGAACCCCGGCGAGATCTCGTCGTCGTCGCGG 

CAGCAACGCATGGATCATCACGACGCGTCCCTCTGGGCCTATTGA 

Protein 

> OsNAC1 

MRLARQQQQVVVAATMEHDVHHHRQMMQQQQQQEMDLPPGFRFHPTDEELITHYLLRKAA 

DPAGFAARAVGEADLNKCEPWDLPSRATMGEKEWYFFCVKDRKYPTGLRTNRATESGYWK 

ATGKDREIFRGKALVGMKKTLVFYTGRAPRGGKTGWVMHEYRIHGKHAAANSKQDQEWVL 

CRVFKKSLELAPAAAAAVGRRGAGAGTDVGPSSMPMADDVVGLAPCALPPLMDVSGGGGG 

AGTTSLSATAGAAAAPPPAHVTCFSNALEGQFLDTPYLLPAADPADHLAMSSASPFLEAL 

QMQYVQDAAAAGGAGMVHELLMGGGWYCNKGERERLSGASQDTGLTSSEVNPGEISSSSR 

QQRMDHHDASLWAY* 

 

LOC_Os04g38720 (OsNAC2) sequence information 

Genomic sequence length: 2189 nucleotides 

CDS length: 1032 nucleotides 

Protein length: 343 amino acids 

Putative Function: no apical meristem protein, putative, expressed 

Genomic Sequence 

> OsNAC2 

TATTTCCTCTATACAACGATTTCCTCTTGTCACCCTGAATCTACTTCTGCTGCAAAAGGT 

AATTAGCATATCCTAACTATTTATCACCTCATCCCTCAAGTGTGTTCTTCTACTTTCTTA 

GATGTACTTTTTAAACTTTTCTGTGCATAAACATCTCATGTGCTGATTCTTTTTGTGTGT 

TCTATGTGCTTGCATACCATGTCCGTTTGGTTCGATTCGATTTTTTAAGCATCCGTGTGG 

TTTGTTTTTGTTCTAGCTTAGCTAGCTAGCTAGCAAAGAGGTGTCATGGATACATACCAG 

CTTTAATTTGATTTGGTTTGCTCTACCTTTAAAAGTGTGTGAATCATCTCCGGTCCTAGT 

TTATGCATATCTGTGTGCATATGTACAAATGTTTCAGGACAGGAGTTGGCATAACAGCTA 

ACAAATCTTACATATATAGCAGCAATAAGCAAGGAGCAGTTAGCCAGGTAAAGCTCTAGC 

TAGCTAGCTTAGGCAGCAATGGAGCAGCATCAGGGCCAGGCAGGCATGGACTTGCCCCCT 

GGCTTCCGCTTCCACCCGACCGACGAGGAGCTGATCACGCACTACCTCGCCAAGAAGGTC 
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GCCGACGCCCGCTTCGCCGCCCTCGCCGTCGCCGAGGCCGACCTCAACAAGTGCGAGCCC 

TGGGACCTGCCATGTAAGCAACCTCTCCTCTACTTAATTACCTCTGCAATCTGCATGCAG 

TGATGAACTGATGATTGATATATACATGGATCATTGGATTGGCTAGCTAGCTAACATCTG 

TTGATGCTGCGATGGAATTATTGGCAGCTCTGGCGAAGATGGGGGAGAAGGAGTGGTACT 

TCTTCTGCCTCAAGGACAGGAAGTACCCGACGGGGCTGAGGACGAACAGGGCGACGGAGT 

CCGGGTACTGGAAGGCCACGGGGAAGGACAAGGACATCTTCAGACGGAAGGCCCTCGTCG 

GCATGAAGAAGACGCTCGTTTTCTACACGGGGCGCGCTCCCAAGGGGGAGAAGTCTGGCT 

GGGTCATGCACGAGTACCGCCTCCACGGCAAGCTCCACGCCGCCGCCCTCGGCTTCCTCC 

ACGGCAAGCCCGCGTCGTCCAAGGTACACGAACGCACGTACGCCGCGTGCGTGTGTTTGG 

TTGTGACCAGTTTGATCGATCGATCGATCGATCGATTGAGCAGGCCGGACTGACACGCCG 

TGGGTTTTTCTTGTTGGTGCGTAGAACGAGTGGGTGTTGTGCAGGGTGTTCAAGAAGAGC 

CTCGTGGAGGTGGGCGCGGCGGGAGGGAAGAAGGCGGCCGTGGTGACGATGGAGATGGCG 

AGGGGAGGGTCGACGTCGTCGTCCGTGGCGGACGAGATCGCCATGTCGTCCGTCGTCCTC 

CCTCCGCTGATGGACATGTCCGGAGCCGGCGCCGGCGCCGTCGACCCGGCGACGACGGCG 

CACGTGACCTGCTTCTCCAACGCGCTGGAGGGCCAGTTCTTTAACCCGACGGCAGTACAC 

GGGCACGGCGGCGGCGACTCCTCGCCGTTCATGGCGAGCTTCACGCAGTACGGGCAGCTG 

CACCACGGCGTGAGCCTGGTGCAACTCCTGGAGAGCTGCAACGGCTACGGCGGCCTCGTC 

GACATGGCAGCGTCCGGCAGCCAGCTGCAGCCGGCGGCGTGCGGCGGCGAGCGGGAGAGG 

CTTAGCGCGTCGCAGGACACCGGCCTCACCTCCGACGTGAACCCGGAGATCTCGTCATCC 

TCCGGCCAAAAATTCGACCACGAGGCCGCGCTATGGGGCTACTAAGGTTTGATATGATCA 

GCGCCGTGTACGTTAATCGCGGGCGATTAGCGAAGTAGCGATTACTGTAAATAAAACCAT 

GAGATCGCGATCGAGGCATCTACCAAGGTTCGCTTAATTTGCTTGTACCTATAGGTGTAG 

ATTATTTGGTGATTTGGGAGATGTAATTAGCATTGTTTGTTTGTAATTCGTATCAGAATG 

ATCGATGCAGTATTGTTTGGAGGGTTAGTTAAGCAATTGGCCACTCCTCAGTTGCCAGTT 

AATTAGTTAGAGTTGCTTAATTTAGCTCTTTCTAAAAAGCTAGCAGAGACTAATAGCTAA 

CTGTGATCTCATCCTGAACCTAAAAGTTTGACCTGCTGTGTGATATAGTAGCTGGTACCA 

TCAGCTATAGCTAATCTAGCATTTAAAGC 

CDS 

> OsNAC2 

ATGGAGCAGCATCAGGGCCAGGCAGGCATGGACTTGCCCCCTGGCTTCCGCTTCCACCCG 

ACCGACGAGGAGCTGATCACGCACTACCTCGCCAAGAAGGTCGCCGACGCCCGCTTCGCC 

GCCCTCGCCGTCGCCGAGGCCGACCTCAACAAGTGCGAGCCCTGGGACCTGCCATCTCTG 

GCGAAGATGGGGGAGAAGGAGTGGTACTTCTTCTGCCTCAAGGACAGGAAGTACCCGACG 

GGGCTGAGGACGAACAGGGCGACGGAGTCCGGGTACTGGAAGGCCACGGGGAAGGACAAG 

GACATCTTCAGACGGAAGGCCCTCGTCGGCATGAAGAAGACGCTCGTTTTCTACACGGGG 

CGCGCTCCCAAGGGGGAGAAGTCTGGCTGGGTCATGCACGAGTACCGCCTCCACGGCAAG 

CTCCACGCCGCCGCCCTCGGCTTCCTCCACGGCAAGCCCGCGTCGTCCAAGAACGAGTGG 

GTGTTGTGCAGGGTGTTCAAGAAGAGCCTCGTGGAGGTGGGCGCGGCGGGAGGGAAGAAG 

GCGGCCGTGGTGACGATGGAGATGGCGAGGGGAGGGTCGACGTCGTCGTCCGTGGCGGAC 

GAGATCGCCATGTCGTCCGTCGTCCTCCCTCCGCTGATGGACATGTCCGGAGCCGGCGCC 

GGCGCCGTCGACCCGGCGACGACGGCGCACGTGACCTGCTTCTCCAACGCGCTGGAGGGC 

CAGTTCTTTAACCCGACGGCAGTACACGGGCACGGCGGCGGCGACTCCTCGCCGTTCATG 

GCGAGCTTCACGCAGTACGGGCAGCTGCACCACGGCGTGAGCCTGGTGCAACTCCTGGAG 

AGCTGCAACGGCTACGGCGGCCTCGTCGACATGGCAGCGTCCGGCAGCCAGCTGCAGCCG 
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GCGGCGTGCGGCGGCGAGCGGGAGAGGCTTAGCGCGTCGCAGGACACCGGCCTCACCTCC 

GACGTGAACCCGGAGATCTCGTCATCCTCCGGCCAAAAATTCGACCACGAGGCCGCGCTA 

TGGGGCTACTAA 

Protein 

> OsNAC2 

MEQHQGQAGMDLPPGFRFHPTDEELITHYLAKKVADARFAALAVAEADLNKCEPWDLPSL 

AKMGEKEWYFFCLKDRKYPTGLRTNRATESGYWKATGKDKDIFRRKALVGMKKTLVFYTG 

RAPKGEKSGWVMHEYRLHGKLHAAALGFLHGKPASSKNEWVLCRVFKKSLVEVGAAGGKK 

AAVVTMEMARGGSTSSSVADEIAMSSVVLPPLMDMSGAGAGAVDPATTAHVTCFSNALEG 

QFFNPTAVHGHGGGDSSPFMASFTQYGQLHHGVSLVQLLESCNGYGGLVDMAASGSQLQP 

AACGGERERLSASQDTGLTSDVNPEISSSSGQKFDHEAALWGY* 

 

LOC_Os07g12340 (OsNAC3) sequence information 

Genomic sequence length: 1313 nucleotides 

CDS length: 831 nucleotides 

Protein length: 276 amino acids 

Putative Function: NAC domain-containing protein 67, putative, expressed 

Genomic Sequence 

> OsNAC3 

ACATCCAACAACCCACCACCCTCATTCCCTCAAGTCCCAAGATCGAACACCTCGTGTCCA 

TGGCGGCGGCGAAGCGGCGAGTGCGCGACGCGGAGGCGGACCTGAACCTCCCGCCGGGCT 

TCCGCTTCCACCCCACCGACGAGGAGCTGGTGGCGCACTACCTCTGCCCGCGCGCCGCGG 

GCCGCGCCGCCCCGGTCCCCATCATCGCCGAGCTCGACCTCTACCGCCACGACCCATGGG 

ACCTCCCCCACCGCGCCCTCTTCGGCCGCCGCGAGTGGTACTTCTTCACCCCGCGCGACC 

GCAAGTACCCCAACGGCTCCCGCCCCAACCGCGCCGCCGCCTCGGGCTACTGGAAGGCCA 

CCGGCGCCGACAAGCCCGTGCTGCACAACGGCAGGACGGCCGGGATCAAGAAGGCGCTCG 

TGTTCTACCACGGCAAGCCCCCCCGCGGCGTCAAGACGGAGTGGATCATGCACGAGTACC 

GCCTCGCCAAGAAGGGCGGCGCCGCCGCCGCCGCGGGCGCGGGCGCGCTCAGGCTGGATG 

ACTGGGTGCTGTGCCGGCTGTACAACAAGAAGAACGAGTGGGAGAAGATGCAGAGCAGGA 

AGGAGGAGGAGGAGGCCATGGCGGCGGCGCAGTCGTGGGGGGAGACGCGGACGCCGGAGT 

CGGAGGTCGTCGACAGCGACGCGTTCCCGGAGATGGACTACTCGCTGCCGGCGGCGTCGT 

TCGACGACGCCCTGCTGCCCAAGGAGGAGGCGCGCGACGACGACTGGCTCATGGGGATGA 

GCCTCGACGACCTCCAGGGCCTCGGCTCGCTGCTGCAGGCCGACGACCTCTCCATGCTCG 
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CGCCGCCGCCGGCGGCGAAGACGGAGCCGCTCGGCGCGCCATTCTTCTGAGCTCTCTCTC 

TCTCTCTCTCTCTCTCTCTCTCTGTGACTGCACCACTGTATATAAATTCAGAGTTTTCAG 

ACATGTTCAGTATTCAGAGTTCTCAGGCAAGTTCAGAATTCAGAGATGGTTAAGGATTAG 

TGGCTTATGAGCAGTATGATATGCAGGTTAGTTTCTAGTTTAGCAGTGTTACTCCAGATT 

GGAGATTTGATTAATGATTTGATTCTAATTAATGTAGTATACTGAGTGTTACTCATCATC 

ACAGATTCATCAGAGCTGTGTCAAGTGACAATTCTTTTTTTTTTTATTTCCTGGATCAAG 

TTCACCATGTTGTGCTCAAGATTTGTGGATAAATGCACATCCATCCTTGAATTGGCATTG 

CTTATGTTCTTTTCATTCGATGATTTAACAAGGATTTGATACAAGTTGAGACT 

CDS 

> OsNAC3 

ATGGCGGCGGCGAAGCGGCGAGTGCGCGACGCGGAGGCGGACCTGAACCTCCCGCCGGGC 

TTCCGCTTCCACCCCACCGACGAGGAGCTGGTGGCGCACTACCTCTGCCCGCGCGCCGCG 

GGCCGCGCCGCCCCGGTCCCCATCATCGCCGAGCTCGACCTCTACCGCCACGACCCATGG 

GACCTCCCCCACCGCGCCCTCTTCGGCCGCCGCGAGTGGTACTTCTTCACCCCGCGCGAC 

CGCAAGTACCCCAACGGCTCCCGCCCCAACCGCGCCGCCGCCTCGGGCTACTGGAAGGCC 

ACCGGCGCCGACAAGCCCGTGCTGCACAACGGCAGGACGGCCGGGATCAAGAAGGCGCTC 

GTGTTCTACCACGGCAAGCCCCCCCGCGGCGTCAAGACGGAGTGGATCATGCACGAGTAC 

CGCCTCGCCAAGAAGGGCGGCGCCGCCGCCGCCGCGGGCGCGGGCGCGCTCAGGCTGGAT 

GACTGGGTGCTGTGCCGGCTGTACAACAAGAAGAACGAGTGGGAGAAGATGCAGAGCAGG 

AAGGAGGAGGAGGAGGCCATGGCGGCGGCGCAGTCGTGGGGGGAGACGCGGACGCCGGAG 

TCGGAGGTCGTCGACAGCGACGCGTTCCCGGAGATGGACTACTCGCTGCCGGCGGCGTCG 

TTCGACGACGCCCTGCTGCCCAAGGAGGAGGCGCGCGACGACGACTGGCTCATGGGGATG 

AGCCTCGACGACCTCCAGGGCCTCGGCTCGCTGCTGCAGGCCGACGACCTCTCCATGCTC 

GCGCCGCCGCCGGCGGCGAAGACGGAGCCGCTCGGCGCGCCATTCTTCTGA 

Protein 

> OsNAC3 

MAAAKRRVRDAEADLNLPPGFRFHPTDEELVAHYLCPRAAGRAAPVPIIAELDLYRHDPW 

DLPHRALFGRREWYFFTPRDRKYPNGSRPNRAAASGYWKATGADKPVLHNGRTAGIKKAL 

VFYHGKPPRGVKTEWIMHEYRLAKKGGAAAAAGAGALRLDDWVLCRLYNKKNEWEKMQSR 

KEEEEAMAAAQSWGETRTPESEVVDSDAFPEMDYSLPAASFDDALLPKEEARDDDWLMGM 

SLDDLQGLGSLLQADDLSMLAPPPAAKTEPLGAPFF* 

 

LOC_Os01g60020 (OsNAC4) sequence information 
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Genomic sequence length: 1562 nucleotides 

CDS length: 957 nucleotides 

Protein length: 318 amino acids 

Putative Function: NAC domain transcription factor, putative, expressed 

Genomic Sequence 

> OsNAC4 

ACGAACCGACTTGGTCGCCACGGAAGCGCAGCATCAACAAAGGCAGCAGCAGCAGCAGCA 

GCAGCAGCAGCGTTGGTGGTGGTGGTGTGTCATCACCAACATTTTCACGAGAGGAGAAGG 

ATGGAAATGGCGGCGGCGGTTGGGGGCAGCGGGAGGAGGGACGCGGAGGCGGAGCTGAAC 

CTGCCGCCGGGCTTCCGTTTCCACCCGACCGACGAGGAGCTCGTGGTGCACTACCTCTGC 

CGCAAGGTTGCCCGGCAGCCGCTCCCCGTCCCAATCATCGCCGAGGTCGACCTCTACAAG 

CTCGACCCCTGGGATCTCCCTGGTACGTACGCCTCTTCTTTTCTTGGTACTCTCCGTCGA 

TCTGTTCATCCATTGGTTTGGTTTTGTGTCTGATGTTTGTGTGGTTTTGTGTGTGCGCAG 

AGAAGGCGTTGTTCGGGAGGAAAGAGTGGTACTTCTTCACGCCGAGGGACCGGAAGTACC 

CGAACGGGTCGAGGCCGAACCGCGCAGCGGGGAGAGGGTACTGGAAGGCGACGGGAGCCG 

ACAAGCCGGTGGCGCCCAAGGGGAGCGCGAGGACGGTGGGGATCAAGAAGGCGCTCGTGT 

TCTACTCCGGGAAGGCGCCGAGGGGGGTCAAGACGGACTGGATCATGCACGAGTACCGCC 

TCGCCGACGCCGACCGCGCCCCGGGCGGCAAGAAGGGCTCACAGAAGGTAGGCGTCGTGA 

CGACGCGTACTCCGACGCATTCGATTGGTGATGATGTTGAACTGATTGATGCTGATGTCG 

ATCTCGCCGTGTTTTGTTCCTCTGCAGCTGGACGAGTGGGTGCTGTGCCGGCTGTACAAC 

AAGAAGAACAACTGGGAGAAGGTGAAGCTGGAGCAGCAGGACGTGGCCTCCGTGGCGGCG 

GCGGCGCCGCGCAACCACCACCATCAGAACGGCGAGGTCATGGACGCGGCGGCGGCTGAC 

ACCATGTCCGACAGCTTCCAGACGCACGACTCCGACATCGACAACGCCTCCGCCGGCCTG 

CGGCACGGTGGCTGCGGCGGCGGCGGCTTCGGCGACGTGGCGCCGCCGAGGAATGGGTTC 

GTGACGGTGAAGGAGGACAACGACTGGTTCACCGGCCTCAACTTCGACGAGCTGCAGCCG 

CCGTACATGATGAACCTGCAGCACATGCAGATGCAGATGGTGAATCCGGCGGCGCCAGGG 

CACGACGGCGGCTACTTGCAGTCCATCAGCTCGCCGCAGATGAAGATGTGGCAGACAATC 

CTGCCACCATTCTGAGATGGATGGAGCAAGAAAAAGGTTGCTGTAGATAAAGGGCGGAAA 

TAGGAGTGATGGCTAGAAAATTATTAGATTTACTAGAACGAAAATGATTAGAAATCTGGC 

AAGCATGATTCTGCAAATGTGGTGGTAGATGCTTGCAGTATGTAATTCATTTGTTCAGTA 

TATGCATTTGGTAATCTGCAAAACATCTCCTTTTGTTCTCATATCCTAAGCGAAACATAT 

ATGATTTTATCCTTCATTAGTCTGAATTCTGAAATATATGCTTGATGGTTTTAAATGTTT 

TA 

CDS 

> OsNAC4 

ATGGAAATGGCGGCGGCGGTTGGGGGCAGCGGGAGGAGGGACGCGGAGGCGGAGCTGAAC 

CTGCCGCCGGGCTTCCGTTTCCACCCGACCGACGAGGAGCTCGTGGTGCACTACCTCTGC 

CGCAAGGTTGCCCGGCAGCCGCTCCCCGTCCCAATCATCGCCGAGGTCGACCTCTACAAG 

CTCGACCCCTGGGATCTCCCTGAGAAGGCGTTGTTCGGGAGGAAAGAGTGGTACTTCTTC 

ACGCCGAGGGACCGGAAGTACCCGAACGGGTCGAGGCCGAACCGCGCAGCGGGGAGAGGG 

TACTGGAAGGCGACGGGAGCCGACAAGCCGGTGGCGCCCAAGGGGAGCGCGAGGACGGTG 

GGGATCAAGAAGGCGCTCGTGTTCTACTCCGGGAAGGCGCCGAGGGGGGTCAAGACGGAC 
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TGGATCATGCACGAGTACCGCCTCGCCGACGCCGACCGCGCCCCGGGCGGCAAGAAGGGC 

TCACAGAAGCTGGACGAGTGGGTGCTGTGCCGGCTGTACAACAAGAAGAACAACTGGGAG 

AAGGTGAAGCTGGAGCAGCAGGACGTGGCCTCCGTGGCGGCGGCGGCGCCGCGCAACCAC 

CACCATCAGAACGGCGAGGTCATGGACGCGGCGGCGGCTGACACCATGTCCGACAGCTTC 

CAGACGCACGACTCCGACATCGACAACGCCTCCGCCGGCCTGCGGCACGGTGGCTGCGGC 

GGCGGCGGCTTCGGCGACGTGGCGCCGCCGAGGAATGGGTTCGTGACGGTGAAGGAGGAC 

AACGACTGGTTCACCGGCCTCAACTTCGACGAGCTGCAGCCGCCGTACATGATGAACCTG 

CAGCACATGCAGATGCAGATGGTGAATCCGGCGGCGCCAGGGCACGACGGCGGCTACTTG 

CAGTCCATCAGCTCGCCGCAGATGAAGATGTGGCAGACAATCCTGCCACCATTCTGA 

Protein 

> OsNAC4 

MEMAAAVGGSGRRDAEAELNLPPGFRFHPTDEELVVHYLCRKVARQPLPVPIIAEVDLYK 

LDPWDLPEKALFGRKEWYFFTPRDRKYPNGSRPNRAAGRGYWKATGADKPVAPKGSARTV 

GIKKALVFYSGKAPRGVKTDWIMHEYRLADADRAPGGKKGSQKLDEWVLCRLYNKKNNWE 

KVKLEQQDVASVAAAAPRNHHHQNGEVMDAAAADTMSDSFQTHDSDIDNASAGLRHGGCG 

GGGFGDVAPPRNGFVTVKEDNDWFTGLNFDELQPPYMMNLQHMQMQMVNPAAPGHDGGYL 

QSISSPQMKMWQTILPPF* 

 

LOC_Os11g08210 (OsNAC5) sequence information 

Genomic sequence length: 2635 nucleotides 

CDS length: 990 nucleotides 

Protein length: 329 amino acids 

Putative Function: no apical meristem protein, putative, expressed 

Genomic Sequence 

> OsNAC5 

ATTCCAAAACTTTCGAAAGCTTCCATTAGCGACTAATCCAGCCTTCGTTAAGGGTGATTA 

GAATTTGATTAATTTCAAGGCCTCAGATCGGAGATTGAATGGAGTGCGGTGGTGCGCTGC 

AGCTGCCGCCGGGGTTCAGGTTCCACCCGACGGACGACGAGCTGGTGATGTACTACCTGT 

GCCGCAAGTGCGGCGGCCTCCCCCTCGCCGCCCCGGTGATCGCCGAGGTGGACCTCTACA 

AGTTCAACCCATGGGATCTCCCCGGTAAGCAAGAGCAAAAGCAGATCGAATCGAATCGAG 

GAAATTGAAGTCGAATTCAAATTCAATTAATTGGGGATTTGGAATTGTTGCAGAGAGGGC 

GATGGGAGGGGAGAAGGAGTGGTACTTCTTCTCGCCGCGGGACCGGAAGTACCCGAACGG 

GCAGCGGCCGAACAGGGCGGCGGGGACGGGGTACTGGAAGGCGACGGGGGCGGACAAGCC 
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GGTGGGGTCGCCGCGGGCGGTGGCGATCAAGAAGGCGCTCGTCTTCTACGCCGGGAAGCC 

GCCCAAGGGCGTCAAGACCAACTGGATCATGCACGAGTACCGCCTCGCCGACGTCGACCG 

CTCCGCCGCCGCCCGCAAGCTCTCCAAGTCCTCCCACAACGCCCTCAGGGTTAGTATTTA 

CTTCTTTTAATTACTTACTTCTCCTAATCTAATCATCTCTTGCTTTCAATCATTTCTCCT 

CACCAACGAATTTACCCCCATTTTATTTTTTAAAATTCTACAAGGAAAAAAAACAGAAAA 

GAAATTGCCGTATACTGTATTTGTTCATATAGTGGTCTCAATCTAGAGAGCTCTAGGAAG 

ATATGGGCAAATCAATCATCAGTAGAGGTTTGATAAAATGATTTTTATTTAAAATTTGAG 

AAAAGAATTTGAAAGGTGTGCCAAATTGGCAAGTTGCAGCACGCCTGAGTTGTCGCTTTC 

GTAGCATGGCTGTAGCCGCTAGGTATAGGCTCGGATGGCGTCATGGCTCACGCACGCGCA 

GATAGAGACAAGCCCGCGCCCAACCTTTATCGAATTTAACGTCACCTCGGAAAACGTAAT 

CACACCGAATTTATTTACCAAAAACTTTTTACCACCACCACTCGCATGCATTCCACATCA 

ATCTTGATCACTTTGCTAATAATTTCAGTTTTTTTTTTGGTTAATTTTTTTTTGCAGTTG 

GATGATTGGGTGTTGTGCCGAATCTACAACAAGAAGGGAGTGATCGAGAGGTACGACACG 

GTGGACGCCGGCGAGGACGTGAAGCCGGCGGCGGCGGCGGCGGCGGCGAAGGGTGGTCGC 

ATCGGCGGCGGCGGCGGCGCGGCGGCGATGAAGGTGGAGCTCTCCGACTATGGGTTCTAC 

GACCAGGAGCCGGAGTCGGAGATGCTGTGCTTCGACCGGTCGGGGTCGGCGGACCGCGAC 

TCGATGCCGCGGCTGCACACCGACTCCAGCGGGTCGGAGCACGTGCTGTCGCCGTCGCCG 

TCGCCGGACGACTTCCCCGGCGGCGGCGACCACGACTACGCCGAGAGCCAGCCCAGCGGC 

GGATGCGGCGGGTGGCCCGGCGTCGACTGGGCCGCCGTCGGCGACGATGGCTTCGTCATC 

GACAGCTCCCTCTTCGAGCTGCCCTCGCCGGCGGCGTTCTCCCGCGCCGCCGGCGACGGC 

GCCGCCTTCGGCGACATGTTCACGTACCTGCAGAAGCCGTTCTAATTAACGGAACGTGAC 

GCCTCTGCAAACGCTAATTAGCTCACTAACCACTGTCAGGTCGATCGTGTAATTCTTTTA 

CCAGTCTAGGGTACAGCCAAAAAACCAAAAATTAACCGTGCTCGATCGATCGATCGATCC 

ATGGATCGATGATCGCCTCCACCGGCAGATCAAAATCGAAGCAAAAAATCAGGGAGAATT 

CTTGGTACTTCCAGTACCTCTCGTCGACACCACGTGTCGGGTTTTCTGCACCGCGGATCC 

TCGCTGGCCGCATCGTAACGGCGAGCGAGGTTAAAAATAGTGGAGAATTCAAGAACACAT 

CCCTGATTTTTGTTTCTGCCGGATGGGGAGTACCGTGAGCATGGTAGAAATGACTGGTAA 

AATTTTCGTTGATGATAGGTAGCCAGAGTCGATGTAACCAGTCGATTTTTTTTTTTTTTG 

GTTTTAGTTGACATGCCTTCCTGATAGATTCAGAACAAACAATAGAGAAGAGAGGAGAAA 

AAAACACAGAGGAGAAATTCAGAGACCAAAGTTCAAAGTTTTGGAATTTTCAGGGGCGCC 

AGCAGCTGATGGTATTGTCAGTCGTGTCTAGGTTCGTAGAGGAAATTAAAATGTAGAAGA 

ACGGGTACTTCAGTTCACTTCAGGTTCGTTCGTGCCAAACAGGTCTCTGACACTTTAGTT 

AGGTTTTGATTTTTTTTTCTCTTTTTTTCTGGTTTTTTGTCGTTTGGTAATGTAATGTAA 

GGGTGATTGCGACATGGTATTTATGTGATTAGAGTCGCTTTCAGTTGGGTCTCTCGCGTG 

ACCTGGAAAGCCAAATTTTGTAATGCAATTATCGGTAATAATAATAATAATAATAATAAT 

AATAATAATAATAATAATAATAATAATAACAGTGCTGTAACTTGTAATTATAATA 

CDS 

> OsNAC5 

ATGGAGTGCGGTGGTGCGCTGCAGCTGCCGCCGGGGTTCAGGTTCCACCCGACGGACGAC 

GAGCTGGTGATGTACTACCTGTGCCGCAAGTGCGGCGGCCTCCCCCTCGCCGCCCCGGTG 

ATCGCCGAGGTGGACCTCTACAAGTTCAACCCATGGGATCTCCCCGAGAGGGCGATGGGA 

GGGGAGAAGGAGTGGTACTTCTTCTCGCCGCGGGACCGGAAGTACCCGAACGGGCAGCGG 

CCGAACAGGGCGGCGGGGACGGGGTACTGGAAGGCGACGGGGGCGGACAAGCCGGTGGGG 

TCGCCGCGGGCGGTGGCGATCAAGAAGGCGCTCGTCTTCTACGCCGGGAAGCCGCCCAAG 
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GGCGTCAAGACCAACTGGATCATGCACGAGTACCGCCTCGCCGACGTCGACCGCTCCGCC 

GCCGCCCGCAAGCTCTCCAAGTCCTCCCACAACGCCCTCAGGTTGGATGATTGGGTGTTG 

TGCCGAATCTACAACAAGAAGGGAGTGATCGAGAGGTACGACACGGTGGACGCCGGCGAG 

GACGTGAAGCCGGCGGCGGCGGCGGCGGCGGCGAAGGGTGGTCGCATCGGCGGCGGCGGC 

GGCGCGGCGGCGATGAAGGTGGAGCTCTCCGACTATGGGTTCTACGACCAGGAGCCGGAG 

TCGGAGATGCTGTGCTTCGACCGGTCGGGGTCGGCGGACCGCGACTCGATGCCGCGGCTG 

CACACCGACTCCAGCGGGTCGGAGCACGTGCTGTCGCCGTCGCCGTCGCCGGACGACTTC 

CCCGGCGGCGGCGACCACGACTACGCCGAGAGCCAGCCCAGCGGCGGATGCGGCGGGTGG 

CCCGGCGTCGACTGGGCCGCCGTCGGCGACGATGGCTTCGTCATCGACAGCTCCCTCTTC 

GAGCTGCCCTCGCCGGCGGCGTTCTCCCGCGCCGCCGGCGACGGCGCCGCCTTCGGCGAC 

ATGTTCACGTACCTGCAGAAGCCGTTCTAA 

Protein 

> OsNAC5 

MECGGALQLPPGFRFHPTDDELVMYYLCRKCGGLPLAAPVIAEVDLYKFNPWDLPERAMG 

GEKEWYFFSPRDRKYPNGQRPNRAAGTGYWKATGADKPVGSPRAVAIKKALVFYAGKPPK 

GVKTNWIMHEYRLADVDRSAAARKLSKSSHNALRLDDWVLCRIYNKKGVIERYDTVDAGE 

DVKPAAAAAAAKGGRIGGGGGAAAMKVELSDYGFYDQEPESEMLCFDRSGSADRDSMPRL 

HTDSSGSEHVLSPSPSPDDFPGGGDHDYAESQPSGGCGGWPGVDWAAVGDDGFVIDSSLF 

ELPSPAAFSRAAGDGAAFGDMFTYLQKPF* 

 

LOC_Os01g66120 (OsNAC6) sequence information 

Genomic sequence length: 3017 nucleotides 

CDS length: 912 nucleotides 

Protein length: 303 amino acids 

Putative Function: No apical meristem protein, putative, expressed 

Genomic Sequence 

> OsNAC6 

GTCGCTTGCCCCCGGCTCTATAAATGCCCGGCTCCTCACCCGGAACAAGTTTCAAGCCCT 

CCTCTCCTCTTCCCAACACTAGTAGGATAAAGCCACAGAGAGAGCAGTAGTAGTAGCGAG 

CTCGCCGGAGAACGGACGATCACCGGAGAAGGGGGAGAGAGATGAGCGGCGGTCAGGACC 

TGCAGCTGCCGCCGGGGTTCCGGTTCCACCCGACGGACGAGGAGCTGGTGATGCACTACC 

TCTGCCGCCGCTGCGCCGGCCTCCCCATCGCCGTCCCCATCATCGCCGAGATCGACCTCT 

ACAAGTTCGATCCATGGCAGCTTCCCCGTACGATAATCCTCCTCCTCCATCCTCCCAATC 
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ATCACCACCATCAACGCCGTCGTGAATTGATTGATTGATTTGGTTTGATTTGTTGGTGTT 

GTGTAGGGATGGCGCTGTACGGAGAGAAGGAGTGGTACTTCTTCTCCCCGCGAGACCGCA 

AGTACCCGAACGGGTCGCGGCCGAACCGCGCCGCCGGGTCGGGGTACTGGAAGGCGACCG 

GCGCCGACAAGCCGGTGGGCTCGCCGAAGCCGGTGGCGATCAAGAAGGCCCTCGTCTTCT 

ACGCCGGCAAGGCGCCCAAGGGCGAGAAGACCAACTGGATCATGCACGAGTACCGCCTCG 

CCGACGTCGACCGCTCCGCCCGCAAGAAGAACAGCCTCAGGGTAAGCAAAAACCACACCC 

AAGATTCCATCACTAAATTCATTACTAAATCTGTGTTCATCGTGATTATTGATTAATTTA 

GTCACCTAATTATTCGCCCAAAACCGCAGCTCGATTCGAACAGCTGGTGGTACTTCTAGA 

TGGATACTACTATTTAGATATTTGATATATTTATTTTGCAACTTGTTTAATCAGCTCATT 

TCGCTTTCGAAATGAATTGGGAGGATAAGCTTAGCGTGGCCCACGGCTTTGGGCCGCAGA 

AATTAATTGGAGACGTTGGCTCATCTCATCTCTAGGGCCGCACCTACGTGGTGCAACTTG 

CGCAGCCACGATCGAATCGTTCGAGCGTGAAACCCATTGCCGTCACCACCTCGCCTCATC 

CCTTTCAGGGACCAATCGGTTTTTAGCCCTACGCGCCCCTGCGATCGCGACGCCCACGAT 

AGCTAAATCCCGAAAGCAAATAAGCAGTAATCGGACAGCGACTCGACCGGGATTAGTTAA 

ACAATGGCTTGATTAATTAGATGCTGGAATTTGGAGCCTTCTGATAAGTTTAGGGCCTGT 

TTGGCACAGCTCCAGCTCCAGCTTCACCCCTTCTGGAGCTGGAGCTCAGCCAAACAGTTT 

CGGCTCCACCAAAACGGGGAGTGGAGCTGGGTGGAGCTCTCTCACAAAATGAACTAGAGT 

TGTGGAGTTGGGTTTAGGCAGCTCCACAACTCCACTCCAGACTCAACTCCTGGAGTTAAA 

TTTAGGAGTTGGAGCTGTACCAAACAGGCCCTTAGTTTTGCACTTGGTACTTTAATTTTT 

TTTTGAGTGAGTGTAAATTTGTTTCTAAACTTTGTTTATGAATTTGTTTTGTATTGGTGC 

AGTTGGATGATTGGGTGCTGTGCCGGATTTACAACAAGAAGGGCGGGCTGGAGAAGCCGC 

CGGCCGCGGCGGTGGCGGCGGCGGGGATGGTGAGCAGCGGCGGCGGCGTCCAGAGGAAGC 

CGATGGTGGGGGTGAACGCGGCGGTGAGCTCCCCGCCGGAGCAGAAGCCGGTGGTGGCGG 

GGCCGGCGTTCCCGGACCTGGCGGCGTACTACGACCGGCCGTCGGACTCGATGCCGCGGC 

TGCACGCCGACTCGAGCTGCTCGGAGCAGGTGCTGTCGCCGGAGTTCGCGTGCGAGGTGC 

AGAGCCAGCCCAAGATCAGCGAGTGGGAGCGCACCTTCGCCACCGTCGGGCCCATCAACC 

CCGCCGCCTCCATCCTCGACCCCGCCGGCTCCGGCGGCCTCGGCGGCCTCGGCGGCGGCG 

GCAGCGACCCCCTCCTCCAGGACATCCTCATGTACTGGGGCAAGCCATTCTAGACGACCA 

AAAAAAAAAAAAAACAACCGCATTGGCAGCAATGGTGTCACTGAACACCGTGCAGGCTAG 

CTAGCTTCATGGCCGGTGAACTTTGACTCAGGCGAGCCGCCGGAGTTGACTCAAAGATAA 

TTAAAAGAAGTGTTTTAAGTGGATTGGATTGGATTAGACAGAGGAGATGAGGACTCGAGA 

AAGGCGGCGATGAGACCGTGGTTGGGGGGACCCTGGCCTGGACTGAACGACGACGAGGCA 

GCAGCAGAAAGATGGTGCAATTGCATCGGGTGGCATGTCAGTGTGTGTGTATAGTGGCAT 

GTACATAGTACATGGTGATTGATTCGGTATACAGGGGGCTAGCTTTCCTGTTTCTGTTTC 

TTCATTGGTTAATTATTACTCCCATTATAAGGTCTTCTTCAGGGTTGCTAGCTTAATTAA 

TTAATTAATTAGCCCAGTGGTTGAAGTGTAAGTCAAAATTCATCAAGTCAGAGACTGGAA 

TAATACAATACAGTACTGTAGATATCTTTTTTTTTTTGGTAGATGCTGATGTCTGTTTGT 

TAGCAATGGAAAATAAAATGATGGAACCATGCGAGGAAAAAGCGTGGAATTAATACAACA 

GACGCATTTATTTTCCAACCGAGCTGCACATCACTACAGCTGGAGATGATCGATCAGATG 

AGCGACCAAGCAAAATAAGCTTGGGCGCGAAGGAAATCAAACGTGCCGCTCTGGGCGGAG 

TGAGGAAAAAACGTGAGGAATTGGAGTGCGCGCGTAGACGACATATGGGAGAGACGGGTG 

GATATGCACGCATTGAACGATGAGTGGTCGGTCGGTTCAATGCGCACGTGTGGGGGGCGG 

ACGTAGTTTTGTCTTTGAGGGTTCATGGGGCGGTGCGGTTGACGACGTTCTACATGCGGC 

CTCGTGCTTATCGCCTCCGGTTAGCCGGCGTGTTCCCATTCCTGTTCTCCAGGATATGCT 

CCTGCTATACTCTCTCC 
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CDS 

> OsNAC6 

ATGAGCGGCGGTCAGGACCTGCAGCTGCCGCCGGGGTTCCGGTTCCACCCGACGGACGAG 

GAGCTGGTGATGCACTACCTCTGCCGCCGCTGCGCCGGCCTCCCCATCGCCGTCCCCATC 

ATCGCCGAGATCGACCTCTACAAGTTCGATCCATGGCAGCTTCCCCGGATGGCGCTGTAC 

GGAGAGAAGGAGTGGTACTTCTTCTCCCCGCGAGACCGCAAGTACCCGAACGGGTCGCGG 

CCGAACCGCGCCGCCGGGTCGGGGTACTGGAAGGCGACCGGCGCCGACAAGCCGGTGGGC 

TCGCCGAAGCCGGTGGCGATCAAGAAGGCCCTCGTCTTCTACGCCGGCAAGGCGCCCAAG 

GGCGAGAAGACCAACTGGATCATGCACGAGTACCGCCTCGCCGACGTCGACCGCTCCGCC 

CGCAAGAAGAACAGCCTCAGGTTGGATGATTGGGTGCTGTGCCGGATTTACAACAAGAAG 

GGCGGGCTGGAGAAGCCGCCGGCCGCGGCGGTGGCGGCGGCGGGGATGGTGAGCAGCGGC 

GGCGGCGTCCAGAGGAAGCCGATGGTGGGGGTGAACGCGGCGGTGAGCTCCCCGCCGGAG 

CAGAAGCCGGTGGTGGCGGGGCCGGCGTTCCCGGACCTGGCGGCGTACTACGACCGGCCG 

TCGGACTCGATGCCGCGGCTGCACGCCGACTCGAGCTGCTCGGAGCAGGTGCTGTCGCCG 

GAGTTCGCGTGCGAGGTGCAGAGCCAGCCCAAGATCAGCGAGTGGGAGCGCACCTTCGCC 

ACCGTCGGGCCCATCAACCCCGCCGCCTCCATCCTCGACCCCGCCGGCTCCGGCGGCCTC 

GGCGGCCTCGGCGGCGGCGGCAGCGACCCCCTCCTCCAGGACATCCTCATGTACTGGGGC 

AAGCCATTCTAG 

Protein 

> OsNAC6 

MSGGQDLQLPPGFRFHPTDEELVMHYLCRRCAGLPIAVPIIAEIDLYKFDPWQLPRMALY 

GEKEWYFFSPRDRKYPNGSRPNRAAGSGYWKATGADKPVGSPKPVAIKKALVFYAGKAPK 

GEKTNWIMHEYRLADVDRSARKKNSLRLDDWVLCRIYNKKGGLEKPPAAAVAAAGMVSSG 

GGVQRKPMVGVNAAVSSPPEQKPVVAGPAFPDLAAYYDRPSDSMPRLHADSSCSEQVLSP 

EFACEVQSQPKISEWERTFATVGPINPAASILDPAGSGGLGGLGGGGSDPLLQDILMYWG 

KPF* 

 

LOC_Os06g33940 (OsNAC7) sequence information 

Genomic sequence length: 2593 nucleotides 

CDS length: 1131 nucleotides 

Protein length: 376 amino acids 

Putative Function: NAC domain containing protein, putative, expressed 

Genomic Sequence 
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> OsNAC7 

ATAGGGCTTGTCTTTGCTGAGAGAGCATCTTGGACTTCCTATCCTTCTAACCCTATCCCC 

TCTCCTTTCCCATATAACCCATACACATCCTCTGCCTTGCTCCATCATCCTCTTCCTCTT 

GTTTTTCTTGCTGCTTGTCCCTATCTTTTTGTTGCATTGAGGAGCTGATGAGCTGAGCTA 

ATCAGGGCAGAACAAAGGCAGGAGGATATAGTTTTCCAAGGTTTGTGCTCTTCCTTTTGT 

TCTGTTTTAGCCCTATGCATGAAGAGGAAGGTATATAGTCAAGATTGCATGCACTTCTCT 

GATTCAAAGGTTGCTTTTCAAGCTAGTAACTCAAGTAGATGATCTTCTGGTGTTTCTCTC 

CCAAATCTAAACAATGTCTGAATCTCATCAGATCCTAGGGCCGGCCTGCATCAAAAAGAA 

GGATGCATCCGAGCGGCGGCGCGCTGTCGGTGCCACCGGGGTTTCGGTTCCACCCGACGG 

ACGAGGAGCTCCTCTACTACTACCTGAGGAAGAAGGTGGCCTACGAGGCCATAGATCTCG 

ACGTCATAAGGGAGATCGACCTCAACAAGCTCGAGCCCTGGGATCTCAAAGGTAAAATTG 

AAATTGAGCAATCAATCAGTCAGCTCATCTAGCTAGCCGGCCGGAGCTAGCAAGCATGCA 

ACAGTGAGATTTAGCTGAAGTTTAAACATGGTGATTAATATTTCATGTGGTATATATACA 

GATCGGTGCAGGATAGGGACGGGGCCTCAGAACGAGTGGTACTTCTTCAGCCACAAGGAC 

AAGAAGTACCCGACGGGGACGAGGACGAACCGGGCGACGACGGCGGGGTTCTGGAAGGCG 

ACGGGGAGGGACAAGGCCATCTTCCTCGCCAACGCCTGCCGCATCGGCATGAGGAAGACC 

CTCGTCTTCTACGTCGGCAGGGCGCCCCACGGCAAGAAGACCGACTGGATCATGCACGAG 

TACCGCCTCGACCAAGACAACGTCGATGTCCAGGTATATATATATATATATATATATATA 

TATTTGACATCAGCAAAAACCATATGCAACATTAAGTTCACGATATACATACTTAGCATC 

CATGAAATGCCAAAGTCATGCATGATATCACGACTCATGAGTACTGGTACTCCCTCCGTC 

CAAATATATAAGTATTTCTAGCTATGAACTTGAACAACTGCGTGTTTAGATTCATAGCTA 

AAAGTTACTATATTTTGGGACGAATTGCAGTTATGCTAGTTTTGCTATTTATCAGTCATC 

TAGAACTTTGTTATTTTGTCAGTTACCTACATGAATTTGTGTGTACTATGTATATGCAAT 

TGGTGGTTGATCCAAAGAGAATAAAGTTTCAGGCTGAGAATTAGTAAAAAGGGATATGTG 

TGTTGTACAGAAAGATTCACCTTCATGGAACCTTGCATATATAGCTCAAGGGTTTCTTGC 

TACTGAGATTGATGAACTAATTAACAGCTTAATTAATTTACTGAGATTCATTGTCTGATC 

TGAAAATGAAAATACATCATTGCAGGAAGATGGTTGGGTGGTGTGTAGGGTATTCATGAA 

GAAGAGCTACCAGCGAGGCCTCAACCCGGCGGACATGGCGGCGGTCGACGACGACGACCT 

CCTCCACCACCACCACCACCCCTTCCCACCGGCCCAGCTCCACGGCGGCGCCGCCGACCA 

CAAGCACGACGGCGCCGGCGGCCACCACCACCACCACCTCATGCAGCCGCACCACCACTA 

CGACGACTTCCCTTCCTTCGACCCCTCCATGCAGCTCCCCCAGCTCATGAGCGCCGACCA 

GCCGCCGCCGCCACCGCCGTCCCTCCTCCCCGGCGTCCCACCCTCCGCCGCCGCTGCCTT 

GAGCTCCCTCGACGTCGAGTGCCCCCAGAACCTCATGAAGCTAACGTCGGCCGCCGCCGG 

AGGCGGTGCCACCGGGCTGCTCCACGCCGGCGGCGACCACCGCTTCGCCACCGCCGCCAC 

GGACTGGTCCATCCTGGACAAGCTCCTCGCCTCGCACCAGAACCTGGACCAGCTCTTCCA 

GGGCAGGGTCATCGCCGGAGCGTCGTCGCCGGCTGCCATGGCTGCTCCTAGCCACCACCA 

GCATCTCATGGATCAGCTCGCCGGCGGCGGCGGCGGCACCGCCTCGTCGTTGCAGAGGCT 

TCCACTGCAGTATCTGGGGTGCGAGGCAGCCGACCTGCTCAGGTTCTCCAAGTAGAGAGA 

TTATCCCTCCATGCATGCATGGATCACTTGAACTAAGCTAGCTTAATTAGCTGCCACCGA 

TAAATGAGCAGTTGATGATGGTGATGATGATCTGAATGATCAGCTCATGTTTTTTTGGTT 

AGACTGGTTAATTTGATCTTCCTTTTGGTATGGAGCTTAATGCTTCCAAGTGTATATACA 

CTCTATGCTATGCTATGCTATGTTTTCCCATGTGCATGCATGCAAATGTGGCTTTGAAAC 

CTAATTATACATGCATGAGAATACTTAATTAATATTTCTGATTTTCCCATGCATTTTTGG 

ATTTAAGTGTTGCTTCTTAATTAGGATGCTTCATAATTGCTGGCTGATGAATGAGAACCG 

ATATTAATTTACC 
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CDS 

> OsNAC7 

ATGCATCCGAGCGGCGGCGCGCTGTCGGTGCCACCGGGGTTTCGGTTCCACCCGACGGAC 

GAGGAGCTCCTCTACTACTACCTGAGGAAGAAGGTGGCCTACGAGGCCATAGATCTCGAC 

GTCATAAGGGAGATCGACCTCAACAAGCTCGAGCCCTGGGATCTCAAAGATCGGTGCAGG 

ATAGGGACGGGGCCTCAGAACGAGTGGTACTTCTTCAGCCACAAGGACAAGAAGTACCCG 

ACGGGGACGAGGACGAACCGGGCGACGACGGCGGGGTTCTGGAAGGCGACGGGGAGGGAC 

AAGGCCATCTTCCTCGCCAACGCCTGCCGCATCGGCATGAGGAAGACCCTCGTCTTCTAC 

GTCGGCAGGGCGCCCCACGGCAAGAAGACCGACTGGATCATGCACGAGTACCGCCTCGAC 

CAAGACAACGTCGATGTCCAGGAAGATGGTTGGGTGGTGTGTAGGGTATTCATGAAGAAG 

AGCTACCAGCGAGGCCTCAACCCGGCGGACATGGCGGCGGTCGACGACGACGACCTCCTC 

CACCACCACCACCACCCCTTCCCACCGGCCCAGCTCCACGGCGGCGCCGCCGACCACAAG 

CACGACGGCGCCGGCGGCCACCACCACCACCACCTCATGCAGCCGCACCACCACTACGAC 

GACTTCCCTTCCTTCGACCCCTCCATGCAGCTCCCCCAGCTCATGAGCGCCGACCAGCCG 

CCGCCGCCACCGCCGTCCCTCCTCCCCGGCGTCCCACCCTCCGCCGCCGCTGCCTTGAGC 

TCCCTCGACGTCGAGTGCCCCCAGAACCTCATGAAGCTAACGTCGGCCGCCGCCGGAGGC 

GGTGCCACCGGGCTGCTCCACGCCGGCGGCGACCACCGCTTCGCCACCGCCGCCACGGAC 

TGGTCCATCCTGGACAAGCTCCTCGCCTCGCACCAGAACCTGGACCAGCTCTTCCAGGGC 

AGGGTCATCGCCGGAGCGTCGTCGCCGGCTGCCATGGCTGCTCCTAGCCACCACCAGCAT 

CTCATGGATCAGCTCGCCGGCGGCGGCGGCGGCACCGCCTCGTCGTTGCAGAGGCTTCCA 

CTGCAGTATCTGGGGTGCGAGGCAGCCGACCTGCTCAGGTTCTCCAAGTAG 
 

Protein 

> OsNAC7 

MHPSGGALSVPPGFRFHPTDEELLYYYLRKKVAYEAIDLDVIREIDLNKLEPWDLKDRCR 

IGTGPQNEWYFFSHKDKKYPTGTRTNRATTAGFWKATGRDKAIFLANACRIGMRKTLVFY 

VGRAPHGKKTDWIMHEYRLDQDNVDVQEDGWVVCRVFMKKSYQRGLNPADMAAVDDDDLL 

HHHHHPFPPAQLHGGAADHKHDGAGGHHHHHLMQPHHHYDDFPSFDPSMQLPQLMSADQP 

PPPPPSLLPGVPPSAAAALSSLDVECPQNLMKLTSAAAGGGATGLLHAGGDHRFATAATD 

WSILDKLLASHQNLDQLFQGRVIAGASSPAAMAAPSHHQHLMDQLAGGGGGTASSLQRLP 

LQYLGCEAADLLRFSK* 

 

LOC_Os01g15640 (OsNAC8) sequence information 
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Genomic sequence length: 4718 nucleotides 

CDS length: 1470 nucleotides 

Protein length: 489 amino acids 

Putative Function: no apical meristem protein, putative, expressed 

Genomic Sequence 

> OsNAC8 

CTCCTACCCATCCATCCCTAGCTTCCTCGCTGCTTCGCCCGCCACGTCACCCTCCTCCTC 

CTCCCCTTTTTTTTCTCTCGCTCGCCTCGCCATCCATGGCGTCGATGGCGAACCAGCAGT 

AGTAGTAGTCCACCCCAACGACGCGCGCGAGCCAGCTCCGGGGTACCCGCCGCTCGTGCC 

CGGGGGGGAAGGGGGTGCACCGGGGAGCCGTCGCGCCGCGCGGCTCTGATTCTTCCCGTT 

CCCGGAGGTGAGTGGGTTGACTGACTCCTCCCCGCTCCGCGCCGCGCCGCGACTGGCCTC 

GACTCTGCGTGTGTGTTTGGTTAGGTGATTTGGATTGTTCCGCGCTTGACGACGTCCCCG 

CTCGTTGTTGGGGGGTTTCGTCTTGGTGCGGGGGATTTTTTTGTTGTTTAGCGTTCGTTC 

ATGTTAGGGGTAGTTGTTTCGTCTCGTCTCGGGAGGTGGGGGGTTTTAGGGTGATTCTTC 

GATCGAGATCTTCGTTTAGGGGTTGCGATCACTCGCCGATTGCGGATCTTTGCCGCGGAA 

TTTTTCTTATTCTTTTTTTTTTTTTTGCCTCCTGGGGTTTTCGATTCGGGGGGCAGATTC 

TTGGGGGATTCGAGACGCGCGTAATGGGGATTGGTTGCGACCCCGTCGAAATCCGAGTGG 

ATCGGTCGGTTGGTTGGTTGTGCGAAGAAATGGTGTTCTTGAAGTAGTTCGGTATTTGGG 

GAATTAGGATAGCTGCTCTTCCTTCAGTGCTTCAATAGGATGATAAATCAGTGAATTCCC 

GATTGTTTTTTCTTTTCCCATTTTAGCTAGCCTATAATAGGATATCACCCCACTTTTCAG 

GTGGTTTAATGTGAAATTTGGAGTTATTACCATATTCCTACTAATCATTTTAGAATTTCC 

TCCCCTGCTTGCTTTGAACCTGAAATTGTCAATAATTAGAAAGGAGGAAGCATCATTGTT 

CATATGGATTTTTGTTAGTTTGCCTCCATGTTTATCTTCTGTAAAATGCTTGGGGATGTT 

ACTCCATGAGCATACTAAAATCGCCAACGTTTGTGTTGAGAATCTTTCTAGAAAGATTTA 

TAAGATCGTCACTTATGTTCTTTAGTTTTTAGGCAGTAAGTCGTTGTGCTAAATACCCAT 

GCCGTTTTAGATTCTCCCTGATCATGTTTGCTTTTCTTGATTCATGCACAGATTTGAACC 

ATGGAGTCTTTACGTGACATGGTCCTCCCACCAGGATTTGGATTCCACCCAAAAGATACT 

GAGCTCATTTCTCACTATCTGAAAAAGAAAATACATGGCCAAAAGATTGAATATGAGATC 

ATTCCAGAGGTGGATATATACAAGCATGAACCATGGGATTTACCTGGTAAGTTGAACATT 

ATTCCATGACAACCTATATTTGTTTCGTTCCATAGAGTTTGCTGATGAGAAAAGAGTCAA 

TATTTGACCATCAATTTAAACTAGATAATGCTGGTAGATGGAAACATTCATGTTTGCAAG 

AACCACTGGGGAATGCACCAGAATGTTTTCTGTATTCTTAGTACTGTTGTCATTTCTTAG 

TACTGTTGCATCCTTTGCCTTTTTAAATATTATGCAACTGATTGCCAATTATGTATCTTC 

TTTGTCCAATTCTCTGCCCTGTTATTTTGATAGATGAGTTTCTTTTTTCTACTTTTTGGC 

TTCCTTTGTTTGTATGCCGCTTGGAATCTAATTATGTAAACTGCTGATGATATTTCACAT 

TACAGCAAAGTGCGATGTTCCAACTCAGGATAATAAGTGGCATTTCTTCGCTGCTCGTGA 

CAGAAAGTATCCTAACGGTTCTCGGTCAAATAGGGCAACAGTTGCTGGGTATTGGAAATC 

CACTGGAAAGGATCGAGCCATAAAAATGGGCAAGCAAACTATAGGAACGAAGAAAACTTT 

AGTTTTTCATGAAGGCCGCCCACCCACTGGGAGACGTACTGAGTGGATCATGCATGAGTA 

CTATATAGATGAGCGTGAATGTCAAGCCTGCCCTGATATGAAGGTATTGAACTAATTATT 

AAGATTTTAAAGTGGCTTATTTAGAAAAGAGAGAACTATATTGTGGCTTTACATGATACT 

CCCTCCGTTTCAAAATATTTGACACCGTTGACTTTTTAGTACGTGTTTGACTATTCGTCT 

TATTCAAAAAATTTAAGTAATTATTTATTCTTTTCATATCATTTGATTCATTGTTAAATA 

TACTTTCATGTACACATATAGTTTTACATATTTCACAAATTTTTTTTAATAAGACGAACG 
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GTTAAACATGTGCTAAAAAATCAACGGTGTCAAACATTTTGAAACGGAGGGAGTATATAA 

ATTAATGTGCACTGTACCTTCTTGATGTCACTCTTCAAACAACTTGCTGGTTTAGATGAT 

ATAATCATATGATTTGCTGACTAAGGGCGAATTCCAGTATCTAATGTAGGGCTTTTATTT 

TATTGTCCCTCAGGATGCATATGTACTTTGTCGTATTACCAAAAGAAATGACTGGATCCC 

AGGGAATGGCAATGAGTTGGACAACAGTGATCCTCATCCAGAACCATATGATGCTCCTCC 

ATCAGTTATCAGTACTGAACAGCTAAATCCTGCTGCTGAACCAGTTGTCGGTGTTGAAGC 

TGCACCAGTTACCGTTGCTGAACCTGACGGTGTTACTACGTCAGCTATCACTGCTAATAT 

ACCATCTCCTAGTGATGACATTAATCTGGATGATTGGTTGAATGAACTATTTGATCCTTT 

CTTTGACCCTGAACAGAGTCTGGCTTCTGCTGATCTGTCTCCAGATGAACAAAATGTTGA 

ATCATCGGTGAGTTTCTTCACAGTCACTGTGTTTGCAGGTTAAATAATTCAATGGATAAA 

TTATTAGAATGTTGTAGTGACATTATTAGAATGTTGTAGTGACTCCAGCTCCCTATGAGA 

ACGGGCTATTGCATGAACAAGAATCTGTTGGACAAATCTAACATGCTTGTTACTCATAAT 

AAATTGATCTTCACTGGTCCACTTGTGCATACTGATTGCTATTTAATATATCTGCATAAT 

GCATTTCTGATAGACAAAATACTGAATAACTTCACGAACATATAGAAACCAAACACAACA 

TTGCATTATAGTAATGTTTGTGAGCCTAGTACAGCACTGGTTACTGCTTGGGAATTGATA 

CTAAGCCTAGTACAGCACTGGTTACTGCTTGGGAATTGATACTAATATGAAGCATGTGAC 

TGGTAATGACCTTTAGAGATACCTAGACATAGGCAAATCACAATGTTGTGACCATTTTTT 

TTTGTGACTTAGTATGGCTGCCCTTTTATTTTCTTTTGCTGGTTGACAAAGAAGATTTGC 

TTGTAATTTTTTTAGGAACACCGGAGTAATGCATTCTCATGGATAATATTTGAAACTCAT 

TGAAAATTATTATGATTTGTTTGGATTGACTTTTTAAAAAATAGCCATGATTTGCATATA 

CCATGGACTGAAGCTATCTTATGTGTTACGGTTTGTTCCACCTCTTCTGAGATTTCTGGT 

TATTGCCAAGTATCTGGTCTGTTATATTATGGGGAAACGTTGACTGTAGTTGTGTTTTCA 

TACCATGTTCTTTCTTTAACACGGAACCTAGGAGTCAATGTATTTTCTGCAAATCATGAA 

TTGTACTTGTCATTGTGCTGTGCATTCTGCCATTCTACTATGTTTTGATTGCAGTTCTTA 

GCCTGTGCATACTTGCTCATCGCGCTATCTTCCTTCTTAATTTACAGAACGTAGGTGCTT 

TGGCTCCAAAGGTGGAACAAGACTATTCTAGTCCTAACGAGAACGTAGTAGATGATACGG 

AGTACTTGTTGCCTGAAGATGTTTACAACATACTGCACCCTGGTACAGATGACTTCAATA 

TGCTCCAGAATCCTTTGGATCAGTACCCCATTCAATATGCAACCGATGTTTGGAGTGGAA 

TTCAGAAGGAAGAACTGTGGTCGCCCCAGGCCAATGCTGAGCCTAGTCAGTCGAATGAAG 

CTGCTGATAATGGAATTATAAGACGTTATCGTAGTATGAAAACACCTGAAACTAGTGTGC 

CGCAGTTCAAGGGTAAAACTCAGGCTAAAATGCGGGTTGGGATCAACAAGATGGCTACGA 

GTAGTTCTGAATCTATCAACCAGACTATCAAGTTTGAGAACAGTGGTCGTCTTGTTGAGC 

ACCAGAAGAACCAAGCGCATGATGTAGCTTCTACCAAGCGGTCAGACGCAGGGAAGCCAA 

GTACAGAGCTCAGCAGCAATCGAGGATTTCTCAGGGGTATCCGAAATGCATTTGCAGGCT 

GTTCGGATGCTCGATGGAACATGATACTTGTTGCGGGTTTCGCTATTGGAGTCGCTGTGG 

TAGCGCTTCATATAGGCCAACGCCTTGGATTAAGCCAGAGAGATCAGCAGCATACCTAGC 

CTTTAGGTTTGCAGGTTACTGGGTTTCTATGCTTTTTGCAATCTGGAGAAACGTAAACAA 

ACTCCGATCTTTGGTTGGTGCAGAACATTTGATGTATGCGCCGTTTTTTTTGTGTTGGTT 

TTGTACATATTATTATCTTCGGTTTTGGTCGACTTTTGTTCTCGCCAGCTAGTAGTACTA 

TGTTGACGAATGTAGAAGAAAACCTCAAAAAAAAAAGAACAAATGAAAAAAAATTGACGA 

TGAAAATTTATATAATTAACCGCTTGCATTGTACTATA 

CDS 

> OsNAC8 

ATGGAGTCTTTACGTGACATGGTCCTCCCACCAGGATTTGGATTCCACCCAAAAGATACT 
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GAGCTCATTTCTCACTATCTGAAAAAGAAAATACATGGCCAAAAGATTGAATATGAGATC 

ATTCCAGAGGTGGATATATACAAGCATGAACCATGGGATTTACCTGCAAAGTGCGATGTT 

CCAACTCAGGATAATAAGTGGCATTTCTTCGCTGCTCGTGACAGAAAGTATCCTAACGGT 

TCTCGGTCAAATAGGGCAACAGTTGCTGGGTATTGGAAATCCACTGGAAAGGATCGAGCC 

ATAAAAATGGGCAAGCAAACTATAGGAACGAAGAAAACTTTAGTTTTTCATGAAGGCCGC 

CCACCCACTGGGAGACGTACTGAGTGGATCATGCATGAGTACTATATAGATGAGCGTGAA 

TGTCAAGCCTGCCCTGATATGAAGGATGCATATGTACTTTGTCGTATTACCAAAAGAAAT 

GACTGGATCCCAGGGAATGGCAATGAGTTGGACAACAGTGATCCTCATCCAGAACCATAT 

GATGCTCCTCCATCAGTTATCAGTACTGAACAGCTAAATCCTGCTGCTGAACCAGTTGTC 

GGTGTTGAAGCTGCACCAGTTACCGTTGCTGAACCTGACGGTGTTACTACGTCAGCTATC 

ACTGCTAATATACCATCTCCTAGTGATGACATTAATCTGGATGATTGGTTGAATGAACTA 

TTTGATCCTTTCTTTGACCCTGAACAGAGTCTGGCTTCTGCTGATCTGTCTCCAGATGAA 

CAAAATGTTGAATCATCGAACGTAGGTGCTTTGGCTCCAAAGGTGGAACAAGACTATTCT 

AGTCCTAACGAGAACGTAGTAGATGATACGGAGTACTTGTTGCCTGAAGATGTTTACAAC 

ATACTGCACCCTGGTACAGATGACTTCAATATGCTCCAGAATCCTTTGGATCAGTACCCC 

ATTCAATATGCAACCGATGTTTGGAGTGGAATTCAGAAGGAAGAACTGTGGTCGCCCCAG 

GCCAATGCTGAGCCTAGTCAGTCGAATGAAGCTGCTGATAATGGAATTATAAGACGTTAT 

CGTAGTATGAAAACACCTGAAACTAGTGTGCCGCAGTTCAAGGGTAAAACTCAGGCTAAA 

ATGCGGGTTGGGATCAACAAGATGGCTACGAGTAGTTCTGAATCTATCAACCAGACTATC 

AAGTTTGAGAACAGTGGTCGTCTTGTTGAGCACCAGAAGAACCAAGCGCATGATGTAGCT 

TCTACCAAGCGGTCAGACGCAGGGAAGCCAAGTACAGAGCTCAGCAGCAATCGAGGATTT 

CTCAGGGGTATCCGAAATGCATTTGCAGGCTGTTCGGATGCTCGATGGAACATGATACTT 

GTTGCGGGTTTCGCTATTGGAGTCGCTGTGGTAGCGCTTCATATAGGCCAACGCCTTGGA 

TTAAGCCAGAGAGATCAGCAGCATACCTAG 

Protein 

> OsNAC8 

MESLRDMVLPPGFGFHPKDTELISHYLKKKIHGQKIEYEIIPEVDIYKHEPWDLPAKCDV 

PTQDNKWHFFAARDRKYPNGSRSNRATVAGYWKSTGKDRAIKMGKQTIGTKKTLVFHEGR 

PPTGRRTEWIMHEYYIDERECQACPDMKDAYVLCRITKRNDWIPGNGNELDNSDPHPEPY 

DAPPSVISTEQLNPAAEPVVGVEAAPVTVAEPDGVTTSAITANIPSPSDDINLDDWLNEL 

FDPFFDPEQSLASADLSPDEQNVESSNVGALAPKVEQDYSSPNENVVDDTEYLLPEDVYN 

ILHPGTDDFNMLQNPLDQYPIQYATDVWSGIQKEELWSPQANAEPSQSNEAADNGIIRRY 

RSMKTPETSVPQFKGKTQAKMRVGINKMATSSSESINQTIKFENSGRLVEHQKNQAHDVA 

STKRSDAGKPSTELSSNRGFLRGIRNAFAGCSDARWNMILVAGFAIGVAVVALHIGQRLG 

LSQRDQQHT* 
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LOC_Os09g33490(ONAC001) sequence information 

Genomic sequence length: 1860 nucleotides 

CDS length: 744 nucleotides 

Protein length: 247 amino acids 

Genomic Sequence 

>ONAC001 

ACTCATCATCAAACTCTCTCTCTCTCTCTCTCTCTCTCTGAATCTCTGGATCTCTGAAAA 

CTCTGAACATTCCAAGAACTCATAAGTTACCTGTGATCTGTGAAGCTTGAGCTGAAGCTG 

TGACAGTGTCTCACTGATCGTTGATCACTCAGCTTGGCTGCTACTGTGCATTCACTGCGT 

GGTTAGCTAGCTAACTGAGCAGAAGAGCTTTAGCAATGGCGACGCCGGGGCAGCAGCTGC 

CGCCGGGGTTCAGGTTCCACCCGACGGACGAGGAGCTGGTGGTGCAGTACCTCCGGCGGA 

GGGCGCTGTGCCGGCCGCTCCCCGCCGCCGTCATCCCGGACGTCCACGACGCCACCGTGC 

TCGACCCCTGGGACCTCCCCGGTGCGGTTTTCTTGATCCGTTTTGGTTTCGAGGAGGTGC 

GGCGCCATTGCCAAGCTCGACCGAGCGGGAGACTGATCGTGAACTCTCTCCTTCTGTGCA 

GGCGCCGGCGATGGTGAGGCCTACTTCTTCAGCTTCCGGCAGCTCGCGGCGGCGAGCGGC 

GGCGGCGGGTGGCGGAGGAGGAGGGCGGGGAGTGGGTACTGGAAGGCGACGGGGGCGGAG 

AAGCCGGTGTTCCTGCGTGGCTTCGGGTGCGGCGGCGGCGGCGGCGGCGGCGGCCAGCAC 

CTCGTCGGCGTCAAGACGACGCTGCTCTTCCTCCGCGCGAAGCCGCCGTCGCGCACCCAC 

TGGGTCATGCACGAGTACCGCCTCGCCGCCGCCGGCGCTGTCGCCGTCGCCGCCGCCGGA 

CAGACAAAGCGCGGGAACCATGTGAGTCTGAATTCTCCAATTCTTCAGTAATAACACTAA 

TAGTACTGATACATGTGATTAAGTCTAATGTCATTCTGAATCATCATTAGGTTTTGCTTC 

AAAGGTTCAAATTAATTAACCCCAGTTTTAGTTCAAACTTTTATTAGAACAAACTTAGCA 

TATGTATGTGAAATTTTTGGGTAAATTAACTGAAGAGAAGTTTGCAGCTTTTGCAAAAGG 

CTTTCCACAGCGCACGGCAGCATCTCAATCATGCAGACATGAGAGAATCTTTGCCTCCTT 

TCAAAGTAACTTAACCTGCTTGGCTACGTGGATTAGGACACTTCACTGTGTGCGGCCACT 

TGTCTTGCATTGTGTTCCATCAAAAAATTTAATTGAACCTCTTTGTCACTCACATCTCAT 

CTACTAGCATGCACCCGTCGCTGTAAATTTAAACACGAATTCAGTTCAGTTCAGACTTGA 

GAGCTCAATTTGATCATCTGGAATCTGATGAATGGTATCATTATGTTTTTCTTTGCAGAG 

TTGCATGGCTCAGCCAGGAGAATGGGTGGTGTGCCGGATTTTTCTGAAGAACAACAGGTC 

ATCAAGAAGGCGAGCCGGCGACGCCGACGGCGAAACGCCGGTCACCGGTGTCCACGGTCA 

CCGTCGGCGGCAGCCGTCGCCGTCGCCGTCGTCGTCGAGCTGTGTCACGGCTGAGGTTTC 

AGACGGAGAAGGAGAAGAAGAAGTCAGCAGTGGCAGCATCAATGGTGCTCCATCTGCCTC 

TCAAAGAGAGGCCTAGACATGCTGAAAATCTCCTTAATTAATTACTAGTACTAGTGATTT 

TTTTTCTTCTTCTTCTTGTTCTCTTTTGTCCCTCCATTGCTTTTCCTGTACTTCTCCTTG 

TACCATAATGATTAGTAGGAGTTTAAGTTTAAGCAGCAGGTTGAAGAGAGAAGCCCCAGC 

TTAAGAAAGCTCCTAAGTAAAGATTACTGAGCAGCAGCTGTGACATCTGTATCAATTGTA 

ACTTGTAAGTTTCTCTTGATCATTTATTAAGATAAGGAACCTCAATTAAGCAGGAACATC 

CDS 

>ONAC001 

ATGGCGACGCCGGGGCAGCAGCTGCCGCCGGGGTTCAGGTTCCACCCGACGGACGAGGAG 

CTGGTGGTGCAGTACCTCCGGCGGAGGGCGCTGTGCCGGCCGCTCCCCGCCGCCGTCATC 

CCGGACGTCCACGACGCCACCGTGCTCGACCCCTGGGACCTCCCCGGCGCCGGCGATGGT 
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GAGGCCTACTTCTTCAGCTTCCGGCAGCTCGCGGCGGCGAGCGGCGGCGGCGGGTGGCGG 

AGGAGGAGGGCGGGGAGTGGGTACTGGAAGGCGACGGGGGCGGAGAAGCCGGTGTTCCTG 

CGTGGCTTCGGGTGCGGCGGCGGCGGCGGCGGCGGCGGCCAGCACCTCGTCGGCGTCAAG 

ACGACGCTGCTCTTCCTCCGCGCGAAGCCGCCGTCGCGCACCCACTGGGTCATGCACGAG 

TACCGCCTCGCCGCCGCCGGCGCTGTCGCCGTCGCCGCCGCCGGACAGACAAAGCGCGGG 

AACCATAGTTGCATGGCTCAGCCAGGAGAATGGGTGGTGTGCCGGATTTTTCTGAAGAAC 

AACAGGTCATCAAGAAGGCGAGCCGGCGACGCCGACGGCGAAACGCCGGTCACCGGTGTC 

CACGGTCACCGTCGGCGGCAGCCGTCGCCGTCGCCGTCGTCGTCGAGCTGTGTCACGGCT 

GAGGTTTCAGACGGAGAAGGAGAAGAAGAAGTCAGCAGTGGCAGCATCAATGGTGCTCCA 

TCTGCCTCTCAAAGAGAGGCCTAG 

Protein 

>ONAC001 

MATPGQQLPPGFRFHPTDEELVVQYLRRRALCRPLPAAVIPDVHDATVLDPWDLPGAGDG 

EAYFFSFRQLAAASGGGGWRRRRAGSGYWKATGAEKPVFLRGFGCGGGGGGGGQHLVGVK 

TTLLFLRAKPPSRTHWVMHEYRLAAAGAVAVAAAGQTKRGNHSCMAQPGEWVVCRIFLKN 

NRSSRRRAGDADGETPVTGVHGHRRRQPSPSPSSSSCVTAEVSDGEGEEEVSSGSINGAP 

SASQREA* 

 

LOC_Os01g09550 (ONAC003) sequence information 

Genomic sequence length: 6743 nucleotides 

CDS length: 1461 nucleotides 

Protein length: 486 amino acids 

Genomic Sequence 

>ONAC003 

AGGAATTCTGCTCTCTCTCTCTCTCTTGTATTAAACTTGTGAAAGCAGCAGGCTGCCTGC 

CTCGATTTTTTTTTTATATGTACACCTCTCCCACACTCCTTGCTCTCTCGTTTGCTCTTC 

TACTGCTCATCCTCCTCCTCTACTACTCGTCCTCTTTGGTTTGCTTCCGGCCTCTTCTTC 

CTGCATAGCTTCTGTTATTCGATTTCGATGATCTTGTCTTCTCCTTGAATTGTGTGTGTA 

TTAATTAACTGTATGTTTGTTTGATCCCTTGCAGCTCTATTCACAGCTAGCAACAAGAAG 

GAGGCTTACACATGCATGTGCACGGTCTCTGCCGGACGCATATGAATCAGGCATGAATAG 

GGGGCACATCAGCAGCTCGGAGCTCATCGACGCCAAGCTCGAGGAACGCCGGATCTCCAC 

GGCCAAGCACTGCCCCAGCTGCGGCAACAAGCTCGACTGCAAACCGGTATGTGAAGAGTG 

AAGTGATCAACTTCGTTTTGCCTAGCTCTTTTCAGTAATTGCACACTTGCACCTCGGTCG 

GTAGCGAGGGTTCTTGGGCTTCTTGCTGCCTGGTGCAAAACTTGTTCTTATGGAATTAAT 
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TGGTGTAACTGCAAGAAGGATTGGGTGGGGCTACCGGCAGGAGTCAAGTTCGATCCGACG 

GACCAGGAGTTGATCGAGCACCTCGAGGCCAAAGTGAGGGAAGAAGGCTCAAGATCTCAT 

CCTCTCATCGATGAGTTCATACCCACGATAGAAGGGGAGGACGGCATATGCTACACCCAC 

CCTGAGAAACTTCCAGGTGAGAGTGAGAGAGCTAAGGTAGCTATAGCTCAAAACATTGCA 

CCCCCCGCATTGTTTTGATACAGATATATTCCTGGCTTTTTGCAAAACTTTATCGGGTTT 

TTTTTGCTTTCCATGGAGTGATATATATTGTATGCTGGGATTGTTTCGCCATGAATTATG 

GGTCGTGGTTTTGGATTTTGGGATATGGCATATATTCCCTTGTTGTTCTTGATGTGCTCT 

CCCCCCTCTCTATTCTTATTACTAGTGTTTCTCTACATGTGCTCTTGGCCGGTATATGCA 

AAGAGAATTATTGTTTATGGAAAGTTGTGCCTAGTCTCATCTCCCACTCTCTCCTCTCTG 

TCATGATGGTAAGATGCTTCTGAAGTTTCCAAATAGGTTTCTTTCCTCTCTTCCTCTTTT 

TCAGAGAGGTTTGTTGCATCTGTCAAGAAGCATAGGCCACCCACTCCACACTATACTCTT 

GGATCTCACAAAACTCTCTATACTACCTTGATCCTGCTAATTATTCTGTTTGTGCTGATC 

GATCGATGGAGCAGGTGTGACAAGGGACGGCCTGAGCAAGCACTTCTTCCACCGGCCGTC 

GAAGGCGTACACGACGGGGACGAGGAAGCGGCGGAAGATCCAGACGGAGTGCGACGTGCA 

GAAGGGGGAGACGAGGTGGCACAAGACCGGCAAGACCCGGCCGGTGATGGTGAGCGGCCG 

GCAGAAGGGGTGCAAGAAGATACTGGTCCTCTACACCAACTTCGGCAAGCACCGCAAGCC 

GGAGAAGACCAACTGGGTGATGCACCAGTACCACCTCGGCGACCTCGAGGAGGAGAAGGA 

AGGGGAGCTCGTCGTCTGCAAGATCTTCTACCAGACGCAGCCTCGGCAGTGCAGCTGGTC 

CTCCGACCGCGGCGGCGGCGCCGCCGCCACCGCATCCGCCGTGACGACGGCGGCGGTGCA 

GCAGGATCAGCAGCGCAGGAGGGACAGCGGCAGCGGCAGCTGCTCGTCGACGAGGGACCA 

CGAGGTGTCGGCGACGTCCTACTCGACGGCCGGGTACGCCGTCGCCGCCGCCGTCGAGAT 

GCAGCATTTGAAGCATGCCGCCGACCATTTCAGCTTCGCGCCTTTCAGGAAGAGTTTCGA 

GGAGGTAATTAATTTAATTACCACTTGTTACATGCATACTGCCACTTTTCTGTATACATA 

CTGTATGAATCTTTGATCAGTTTTCGGAGTAATGCTGGTTAGGTTACGCATCCTAATCAG 

TTTCTCTCCAAGTAAACTGCTGGTTAGGTTCTGTGCCGTTTTCTGCATGCATCTTAATCA 

GTGCACGTCATGCAGATCATGCAAATTAACCATGGTCCATATTCCCATGCACGCATGCAT 

GGATATATATACACTCGCTCGCATGGATATATACTGACTTTCTGTTTTTCTAGGTGCAGA 

TTGGGATACATATACTTTCTGTTTGATTAGATGAGCTTCCTTCAATTTGTTGCGTATGGA 

TGAGCGGTTTGGGGCGGGGTAGCTGACCAAATGTGTAGGATGCGCCAATTTAAAGCAAAA 

GATGAGCTACACATCACACAGCAGCATGGACCCTTTTAGTTCGAGCCTCACATCATTTTA 

CTCAGATTGCAAGCAACCCTAAAACCATCCACGATCCACCCACCGTGAAAGCAAAAACTA 

GTAATATATATAATTGGCCCGGTCTCATTCTTTCAATTATTCCAACCAAAAAATGTATAT 

TTCAAGAAAGTTCAAATAATATACATACTACTGTAACATACATACTAACTGAAAGGGAGT 

GATAAAAGACAAATATAATGGGAACATTATGCATGTATGTTAGTTTTATAAAAAACATTA 

TGCATGCATGACATGGAATTTTTCCATTTGTTTGCATCAAACAGGTTGGTATAAGTGGTG 

ATCAGGTACACTCCAATCAGCTTGGGAGGTCGGAGCAGCAGCATGCTGGCCAGGAACAAC 

AGCCGCACCGGCCGTTGCTTGCAACCACGACGGCGGTGCCTGCCACGGCCTTCCTGATCA 

GCCGGCCGACGAACCCTGTATCAAATATAGTGCCACCAGCAATGCAGCATGCATCTGTCG 

TTCTTGATCATGATCAGTTCCACGTGCCAGCAATCCTTCTCCACCACGACAAATTTCAGG 

TGTGATTTCATCTCATCTTATACATTTTCTCCTCAAATAAAACATTTCCATTATCTAAAA 

TAATTCCCTAAAATTAATACTAATTTCTCTTTTTCTAGCAGCTGGGTAATAGATTGGGCA 

CGGTAGCTGTTGAAAAAAAAACTATAGGAACACATATATGCATGCATTTATGAAGAATAT 

TCTTTACATATTCAGAATGTTAAATTTAAGTAAGGAGTAACAAACCATCTCCAACAAAAA 

ACAATTTCAGCTTGAAAACAAGCAATGGACTCGCTAGGCAGTACATTTCATACTTCCCAT 

CTAGACAAACTTAATTAGTACGGCTTGGTCTAAAGTCCACATTTTCCTCCTTCAAGCTAA 
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GAGTTTCTTGCTATCATAGGATCCCTTTGAATTCTCTAAAAATAAACTAAAAACCATTCT 

CAGCTTTCAATTTCAATAAAAAGAATCAAGGATTTGTGATAATCTTAAGTGTCAAAATTA 

GTCATTTTTAGTTGGTCATACTAAACATATTGGGCAATAATTTATACAAATAATTGTGAT 

ATACAAAATATTAAAAAAAATTCTAGTTATGGCACTTCTAATGTTGATTTGTACATATGT 

AGGGTTTTTCAAGTCGTGTAATTACTATTTGATATGAACTATGTTTTTTTATATATATAC 

CAAGGAAGTTGCATATGGATGAAATTAAGCTGTCTGAAGATGCATTTTCTAGACTATAAA 

TATAGAGCCTAGACAATTCTGGAAGGATTCTTTGTTTACCCATATATATATGTGTAATCT 

GGTAATGAATCTGCTTTGTATTTCCACCGTTCCTATATATATGTATCACTTTAGGTAAAT 

CTATATACAATTGAACTGTTTATTTCATATATATCAAGATACTAATGCATTGTCTCAGCT 

CATTCTTCATCTCTTTGGTGATTTACTTAATTATATTATTGTAGCTCCTTTACTTTTTTT 

TTTCGTTTTGCTCTTTACTAAAGAATGCTTTAGCTACTGTTCTATCCCAACATAATTAAC 

AACGAACATGCAACACAGCAGCAGCAGCAACAAAAGCTTGACAGGAGGTCTGCCGGCTTG 

GAGGAACTGATAATGGGCTGCACGTCTTCGAGCACAAAAGGAGTAAGTTTCTCTTGCATT 

TTTATTTGATTGCCTCCTCAGCATGGATCCAAGCCGATAATTTACCAGTCAGAGGCTCTA 

CGCATGCAGTAAAGCATTCCTGCACATATCCAATTGGAATTAATATATATGCATGTACGT 

AGCAATTGCATGTGAGACGCATGCATGTGTCCCTTTTAAACGGTTTTAATCTGAACATTA 

GCTCAGGCCAAATTTAATATAATTGTAGTTATTTATATATACTGATTTAAACATATAATA 

CATGGGTGGGAAAGCTGCAAGCTATGTCTTATAGGCGAGGTGAGGGGTTTAGAAAAGAAA 

GACTGCTCAGGAGGGTCCTGAGGAAACTTCAGTGTGGGGCCTCATAGTTTCTTTGTCGTC 

CTAGCCAGCACTTTGAAACAGGCCCTTCACCTTGACAGCTTTTTCCTCTCATTTGTTTCC 

CTATTTTTAAATTCGCCATTTTAGGTGTGCTTTTACAGCAAGCATGCCGACGAGAGAGAG 

AGAGAGAGAAATCTTCAGTACTCCTAGTGAGATAGTAGATAGAAGAAACATCATGAATAT 

ATGCAAACAAGGACCACCCTTTGCTTTGCTTTTGAGTGCCAAAGGGGGAGAGCCAAAGAC 

CAGCGTAAAAACAAGACCATACTTTCCTTGCTTTCATGACCGTATAGGTGAAAACGAGAG 

CTTTCTCTCCATGTCAGTAGCCCCTCTCCTCGCTTTTCTGACTGTATGGCTATAAGAATA 

GTTGTTTACTGTTATCTCTTGCGAAAAGAGCAAAAGAAAAGGAGGAAATATTATTCGTTT 

CTTGCTCTCTTTTGTCTCTTTTCTATGAAATGAATTCACACTGACACCATGCATGAGGAT 

AAGAGAATCATTATTGTGAAATTTGTTTGCATTAATCGTTGTGAACTTGTTCTTGTATTA 

CATTACTAAAAATTAAAATCTTGACATTTACAAGGTAGTATATACATGCACGTTCAGGTA 

ATATAGAACAAAAGTGTACTTATTTTTGTCAAAACTCCATTGGATGATTAGACATGAGTA 

GTACATCCGTCTCAAAATATAATAACTTTTAGCTACGAATTTAAACAAGAGTATGTCTAG 

ATTCGTAGTCAATAATTGCTATATTTTCGAACAGATCAAGGTAGTAATGATATGTGTATT 

GCATAGTTATTCAATGAGATCGTTCTTTGACACGTTGGCCTCATTAATAATATGGTGCAA 

TGCGTTATATTGGAGATCAATCATTCTGACCCCGACTATATACTCCGTATAAGTAAGTGA 

CAAAAAGAGTTATGCCTTACTACTTTTCCCCTCCTTTGTTTTCGCGTTGAATTATATGGG 

AGATTAATTAATAAAGTACTGTGACAACACAACTATAGTACTACTAGTCTACTACCGTGG 

TATCTGCTATATCTCTCACAAGAGATCCGAATTGGCTACCTTGATATTATTTAAATGAAC 

ATTTCTGGTATCATCTGGAGTGTAAATAAGAGCAAGTACTATAAAACTTGCTCTAAGGTA 

GTCCGTACTTGAACAGTTGAAAATTTTGAATTATTTCCCTACTGACATTTTAAAGTGATA 

CCGTATCTTTCTTATTCAACTGTTGCACTTCACTGAGCTGTTCTTTTTTGACCCCCCCTT 

TTCCATATTCTATTGCAGGAAGCTTCAATTCCTCACTCCCAAGAGACAGAATGGCCTTAC 

CAGCCATACTGGACTCCTGACAACCAGGATCATCATGGATAGTAGCAACAAGGCTGGTAA 

ATAGTGAAGATCAATACCAAAAGAAAACTAACCACATTCTCTTTCACCTTGTGTGGTCTC 

TGTCTTCTTGAATATACAACATTGCTTTCTTGAAGAATGTATGTACTACGGTTGGGAGAA 

GAAATAGATTAAAGAGATCTGTATAGATCTGCCTCCATGAAAAAAGGGAGATCAAATTAA 
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CTGTGCAAGGACACTCCAAGATAGAAGAGACAAAGTTGTTGAAAGAAAAGAAAAGAGAGG 

ACAAAAAAAGTTTGGGCAAAGGTATTGTTGTGCTTAATTACATCAGAATGAAGGCTAGAC 

ATGCTAGATGCAGTCAATATTAATGCACCCCAATCGAAGCATAATTATAATTACATTTTG 

GTTTATCACAGCTTTTGATATGCATTAGATATTTTTCAACTGTAAAAAGTAGTATTGTTT 

GCATGTACTGTGATGTACATTACACCCCCTGGCCGGTCCCTTCTCTCTCTAGATGGGTGT 

GTGCGTGTGTGTTTTTCACCTTGCTTACCTTGTGCTTCAAATGCATCCAGGGGGACTAAA 

TTCCCAACTTAATAAGTTCTTTTTCCTTTCTAGAGGCGCAAAAATTGTTTAGCGTTTGGG 

TACTGATGCTACTTACTTTGTAACGAGAGTTGAATTCATCTGCCATGCATGTTGGTTTCA 

AGGAATAAACTGGCGTTGACATGCATGATTTTTGTGGTCTATATATATCACATATATATC 

AGATTACTCGATGATCTAACTAGTTAGTTTACTGCTGTACCTGTACATATGGATTTAAGA 

ATCAGAGTGGTGTTGGCTATATATTAAGAGTTATGCTTGCATACTGATACTGATGTACAT 

ATACGTAAGCACAGAAAATTCCTTTGTTCATGTAAAAAAATATCAGCTCTCAATATAGAC 

ATGTGTTGTATTTATACAATTAA 

CDS 

>ONAC003 

ATGTACACCTCTCCCACACTCCTTGCTCTCTCGTTTGCTCTTCTACTGCTCATCCTCCTC 

CTCTACTACTCGTCCTCTTTGCTCTATTCACAGCTAGCAACAAGAAGGAGGCTTACACAT 

GCATGTGCACGGTCTCTGCCGGACGCATATGAATCAGGCATGAATAGGGGGCACATCAGC 

AGCTCGGAGCTCATCGACGCCAAGCTCGAGGAACGCCGGATCTCCACGGCCAAGCACTGC 

CCCAGCTGCGGCAACAAGCTCGACTGCAAACCGGATTGGGTGGGGCTACCGGCAGGAGTC 

AAGTTCGATCCGACGGACCAGGAGTTGATCGAGCACCTCGAGGCCAAAGTGAGGGAAGAA 

GGCTCAAGATCTCATCCTCTCATCGATGAGTTCATACCCACGATAGAAGGGGAGGACGGC 

ATATGCTACACCCACCCTGAGAAACTTCCAGGTGTGACAAGGGACGGCCTGAGCAAGCAC 

TTCTTCCACCGGCCGTCGAAGGCGTACACGACGGGGACGAGGAAGCGGCGGAAGATCCAG 

ACGGAGTGCGACGTGCAGAAGGGGGAGACGAGGTGGCACAAGACCGGCAAGACCCGGCCG 

GTGATGGTGAGCGGCCGGCAGAAGGGGTGCAAGAAGATACTGGTCCTCTACACCAACTTC 

GGCAAGCACCGCAAGCCGGAGAAGACCAACTGGGTGATGCACCAGTACCACCTCGGCGAC 

CTCGAGGAGGAGAAGGAAGGGGAGCTCGTCGTCTGCAAGATCTTCTACCAGACGCAGCCT 

CGGCAGTGCAGCTGGTCCTCCGACCGCGGCGGCGGCGCCGCCGCCACCGCATCCGCCGTG 

ACGACGGCGGCGGTGCAGCAGGATCAGCAGCGCAGGAGGGACAGCGGCAGCGGCAGCTGC 

TCGTCGACGAGGGACCACGAGGTGTCGGCGACGTCCTACTCGACGGCCGGGTACGCCGTC 

GCCGCCGCCGTCGAGATGCAGCATTTGAAGCATGCCGCCGACCATTTCAGCTTCGCGCCT 

TTCAGGAAGAGTTTCGAGGAGGTTGGTATAAGTGGTGATCAGGTACACTCCAATCAGCTT 

GGGAGGTCGGAGCAGCAGCATGCTGGCCAGGAACAACAGCCGCACCGGCCGTTGCTTGCA 

ACCACGACGGCGGTGCCTGCCACGGCCTTCCTGATCAGCCGGCCGACGAACCCTGTATCA 

AATATAGTGCCACCAGCAATGCAGCATGCATCTGTCGTTCTTGATCATGATCAGTTCCAC 

GTGCCAGCAATCCTTCTCCACCACGACAAATTTCAGCAGCAGCAACAAAAGCTTGACAGG 

AGGTCTGCCGGCTTGGAGGAACTGATAATGGGCTGCACGTCTTCGAGCACAAAAGGAGAA 

GCTTCAATTCCTCACTCCCAAGAGACAGAATGGCCTTACCAGCCATACTGGACTCCTGAC 

AACCAGGATCATCATGGATAG 

Protein 

>ONAC003 
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MYTSPTLLALSFALLLLILLLYYSSSLLYSQLATRRRLTHACARSLPDAYESGMNRGHIS 

SSELIDAKLEERRISTAKHCPSCGNKLDCKPDWVGLPAGVKFDPTDQELIEHLEAKVREE 

GSRSHPLIDEFIPTIEGEDGICYTHPEKLPGVTRDGLSKHFFHRPSKAYTTGTRKRRKIQ 

TECDVQKGETRWHKTGKTRPVMVSGRQKGCKKILVLYTNFGKHRKPEKTNWVMHQYHLGD 

LEEEKEGELVVCKIFYQTQPRQCSWSSDRGGGAAATASAVTTAAVQQDQQRRRDSGSGSC 

SSTRDHEVSATSYSTAGYAVAAAVEMQHLKHAADHFSFAPFRKSFEEVGISGDQVHSNQL 

GRSEQQHAGQEQQPHRPLLATTTAVPATAFLISRPTNPVSNIVPPAMQHASVVLDHDQFH 

VPAILLHHDKFQQQQQKLDRRSAGLEELIMGCTSSSTKGEASIPHSQETEWPYQPYWTPD 

NQDHHG* 
 

 

LOC_Os08g42400 (ONAC005) sequence information 

Genomic sequence length: 3530 nucleotides 

CDS length: 699 nucleotides 

Protein length: 232 amino acids 

Genomic Sequence 

>ONAC005 

AGTGCTTGCCAATTCGGAGAAGGCATCGAGCTGAAGCCACAGGGCGATCGATGGAGGTGA 

GGTGAGGAGGAAGAAGAAGACGAGATGGAGTTGGAGTGCACTTCACGCCACATGAGGGAG 

ATGCTATAAAATCCCTTCTCCCTTTTCAATTTCACGCCAACACCCAACCCCCTCTCTCTC 

TCTATCTCTCTCCTCTCTCTCTCTCTAGCTCTAGCTCTAGCTCGTCGCCGCCATGAACGT 

TCCAAGCAAATGCATGGCTCCTGCAAAGTAAAAAAAGAAGAAGAAGCAGCAGCTGCAGCT 

TCTCTTCAGTATCGATCTTTAACTGTATCGAGCTAGCTTAGCTTAGCTTAGCTCTCTGCC 

ATTAACTTGTGCTTCACTGAGCTTGAGCTAGCTAGCTTCTTGGCTGTGTGACTGAGTAGC 

TCTAGCTCCTCGTCGTCGTCGTCGTCGTCGTCGTCGTCGGCGTCGGTGGTGGTGTGAATT 

GATAGAATTGATACGATGGAGAGGGCGGCTGCGGCGGCGCCGGTGGTGGTGAGGCATGGA 

GGAGTGGTGTTGCCGCCGGGGTTCAGGTTCCACCCGACGGACGAGGAGCTCGTGGTGCAG 

TACCTCCGCCGCAAGGCGTTCGGCCTGCCGCTCCCCGCCGCCGTCATCCCCGACCTCCAC 

AACCTCTTCAAGCTCGATCCCTGGGACATTCCTGGTACGAATTCTTGACGACGACGACGA 

TGTCGAGATGGCACCATGAATGCTTGTTGATTGATTCGGTGTATGTGTGATCCAGGTGCG 

AGCAGCGACGGGGACAAGTACTTCTTCGCCGTGCGGCCACCTGCGGCGAGGGGGAGGAGG 

CAGCATGTGACGGCGAGCGGTGGGTGCTGGAAGCCGGCGGGCGGGCGGGACAAGCCGGTG 

GTGGTGGCCCGGTGCGGCGGGAGCCACCTCGTCGGCGTCAAGAAGGGCATGGTGTTCGTC 
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CCACGGCAAGGGAGGAAGGCACCGGCGGCGGCGGCGGCGGCCGCCGGCGGTGGCTGCTGG 

GTCATGCACGAGTACAGCCTCGCCCTGCCGATGCACAAGAAGGTGAGAAACCACTACTAA 

TCAATCATATGAGCATATGATTTCCTCCTTAATGATTGATTAATCACTCTCTTGATGACT 

AGTTGACTGCCAATTTGCCCATTTCTTCATGCAAGAACTGATTGTGTTTGTTGATTGATT 

TGTTTTCTTTCTTGATAAATCTTCTTGTGTTTCTGCATGCATGCAACTCAAGTGAGCAAG 

CTTGATAAATCTTCTTGAGCATTAATTTGGGATCCAATATTAAGCTCAAGCTAGCTTAGC 

TTAGCTTCTCAAAGTGCTACTACTAGCTAACTTGATCATATGTTTGCTTATCACTATTTT 

TATTAGTTATTTTTAAAATTACTAGCTATATGGCTTTCAAGATCATGTCACATGCTCTCC 

ATTAGCTTAAAGCTGTATATTTGTCTTAAATTACTAATTAGATAATTCTGATAGCCACAG 

CATAGGTACAAATCAGTTAACCAGTCAAGTACTATGCTAGAATTTGCCAATAAATAAAAC 

AAAAAAAACCCAGTTCAACACAAACTTCTCAGCCATAACTAATTAACCGAGGAGCATCAT 

ACAAATTAACACATACAGGCAGGGTACAGTCTGCACATCAAACTGTCACAACATGCTCAT 

TAATAGTCATGATCAACAACAACAATAACTCGCAGTTTTAAATTGCTTCTGATGGTGGTT 

GCAATTCATCCTGACATGGAGAGGTGGCTGTACTAGATGCTCTCTGCTCATCAGATCGAA 

TCGTCTCATCAAGTTGTGCAGCTCCACTACTACCAGTATCTGCTAGTACTAGTACTACTA 

GCCACTCTCTTGCATATATGCAAGAACCAACCAAACCAACCCAGCAGCATCCAATTAAGC 

TGACAAACAAGTAGTACCTCAGGCTATTAATCATGTTTGTTGGGATTACATTAACTAATG 

CTTAATTAGCCAGAACAACAGTGTTCCATGCCTGCTCCTGTGTCTGAACAAGCTGGGGCC 

TGTATATATTTCAATGCTGTCCAGTAGATCGACCAGTGCTGTTGTGGCCAGTTCTGTGGC 

CACTGTTGAAGATATGTGCAGTAGATGTTCATGCTCGTTTTGATTGAGAGAATCTTGAAA 

TTAAAACACCTTGCTGGCAATTAGTTTGATTGACAAGCTGTACTTGAATGCTACATCTCG 

TATATCTACTTTTTTTTTTGAAGAAAGATGCTTGAATGCCCTAGAATTCATGTAGTTATA 

TTTTCTGAAGTTTGATCGTAAATACATATATAAAACCATCTGAACTTGTTACATGAAAAT 

TATCATTGCAATTGTCATTTAAAAAACTTTCATGATATTAATTTTGCTAGTATATTTTAG 

TGTAAAATTAATTAAATTAGCCTGGATTAGTACATAGTGTAGTAGGAGTAGCTAGTACCA 

TTCCTTGCAATATCACTACTAATGCTAACACTGTGTTTCACTGCTGTTGCTAGAACAGAC 

TGAACAGTAGGATTTGCACTTGAATTTCAGCATATATTAAAAATAAAGTACAGAGGATAG 

AATTCCAGAAGAAAGACCATAAATTTTGAACAGTTTTTAGGTTGCTTAAGCTTGTGTGTC 

CTTTGTAAACAATGTGAAAACTACAAAAGAGTATTTCAAGAAAAAAAAGGGAAAAATTAA 

AAAAAATGAGTACATGGACAGAAACAACTGAAGTTTTCAAACACAGCTAAAGCTGGAATG 

TTCTTAGATCGATGAAGCTGACATATTTTTTTTTCTGATTTGTGTGAACGATCTCTGCAG 

GGTTGCTTGGCTGAGGCTGAAGAATGGGTAGTGTGCCGGATATTTCAGAGGAGCAGCAGC 

GGCAGCCGGTCGCCGAGGAGGCCTGACAACGACGTGAGGCGAACGATGCCGGCCGTCGCC 

GAGCTCGGCCGGTCGCCGTCGCCATCGTCGTCGTCGTCGCAATCCAGCTGCGTCACAAGC 

AGCTCCGACCAGGAAGAGGTCAGCAGCGGCTAGCTAGCTGAAGAAGAATGCAGGCAGCAG 

CAGCAAGCAGCTAAGCTGCCTCTCAAAGAGAGGCTTGAGTGTTAGCCTAGCTAAGCATAT 

ATATTTATAGCCGGCCAAACCCTCTGAAAGTGATCTGCATCAATGCATGCCCCCCTTTAA 

TTTCTTCTTCCTCCTTAATTATTTTTTCCCAACCATGTAATGTAATGTAATTTAATGTAA 

TGCAGTGTAATGTAACGGGAAGGAAGCACTGAATTAATCAAATTAAATTAACAAATGAAG 

AGTGCTCAAAAGTCCAAGGAAGCTTCTAAGGTTCAGGAGCCAGATATTATCTACTTAATT 

AATTAATTATGGGCACATATCTGTAGTTGCTAGCTAGCTGCATATGCATCTCGTCGTTGT 

CGATCCATTTGTAACTTGCAAGTTGTGTTGGTGTAATATTGTAATATTTTTCTCCGATGG 

TTGAGAAATTAATCTGAAATCCATTATAGCAATTAATTGCAACTGTTGCA 

CDS 
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>ONAC005 

ATGGAGAGGGCGGCTGCGGCGGCGCCGGTGGTGGTGAGGCATGGAGGAGTGGTGTTGCCG 

CCGGGGTTCAGGTTCCACCCGACGGACGAGGAGCTCGTGGTGCAGTACCTCCGCCGCAAG 

GCGTTCGGCCTGCCGCTCCCCGCCGCCGTCATCCCCGACCTCCACAACCTCTTCAAGCTC 

GATCCCTGGGACATTCCTGGTGCGAGCAGCGACGGGGACAAGTACTTCTTCGCCGTGCGG 

CCACCTGCGGCGAGGGGGAGGAGGCAGCATGTGACGGCGAGCGGTGGGTGCTGGAAGCCG 

GCGGGCGGGCGGGACAAGCCGGTGGTGGTGGCCCGGTGCGGCGGGAGCCACCTCGTCGGC 

GTCAAGAAGGGCATGGTGTTCGTCCCACGGCAAGGGAGGAAGGCACCGGCGGCGGCGGCG 

GCGGCCGCCGGCGGTGGCTGCTGGGTCATGCACGAGTACAGCCTCGCCCTGCCGATGCAC 

AAGAAGGGTTGCTTGGCTGAGGCTGAAGAATGGGTAGTGTGCCGGATATTTCAGAGGAGC 

AGCAGCGGCAGCCGGTCGCCGAGGAGGCCTGACAACGACGTGAGGCGAACGATGCCGGCC 

GTCGCCGAGCTCGGCCGGTCGCCGTCGCCATCGTCGTCGTCGTCGCAATCCAGCTGCGTC 

ACAAGCAGCTCCGACCAGGAAGAGGTCAGCAGCGGCTAG 

Protein 

>ONAC005 

MERAAAAAPVVVRHGGVVLPPGFRFHPTDEELVVQYLRRKAFGLPLPAAVIPDLHNLFKL 

DPWDIPGASSDGDKYFFAVRPPAARGRRQHVTASGGCWKPAGGRDKPVVVARCGGSHLVG 

VKKGMVFVPRQGRKAPAAAAAAAGGGCWVMHEYSLALPMHKKGCLAEAEEWVVCRIFQRS 

SSGSRSPRRPDNDVRRTMPAVAELGRSPSPSSSSSQSSCVTSSSDQEEVSSG* 

 

LOC_Os03g42630 (ONAC006)sequence information 

Genomic sequence length: 1985 nucleotides 

CDS length: 972 nucleotides 

Protein length: 323 amino acids 

Genomic Sequence 

>ONAC006 

ATGGACATTAGCTAGCTCAGCTCAGCTCACTGCCACTGCCGCTCTGCCTGCCGGCGATCG 

AGGAGAAGACCGGCCGGCGGCGAGCTAGCAGGAGAGGGCTAGTGATGGAGGAGGGGTTGC 

CGCCGGGGTTCCGGTTCCACCCGACGGACGAGGAGCTGGTGACGTACTACCTCGCCCGCA 

AGGTCTCCGACTTCGGCTTCGCCACCCGCGCCATCGCCGACGTCGACCTCAACAAGTGCG 

AGCCATGGGACCTCCCCAGTAAGTCTCTAGCTAACTCTTCGATTTCGATCCCCAGTAAGT 

GTGTTTAGCTTTAAAAACGAGTTTTGAAGGGAGAAATTGTGAGCATATTGAGGATTGAAC 

ACGGAACATTCGCGGGTTGAAATTGAAGTGCATCTCTAAATTGTGTTTAGCTTTGATTCA 
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GCGAGTAATATAATATGCATGAATATGTCGTCCATTAATCATTCTTTGATCTGCAAGTTG 

ATTTTAGGGGAAATGTAGGCTCTTCTGTGTCCCTTTCGGACTTGTTCAAGAATTCCCTTT 

TGAGAAGAAATGCCAAAGGCCCTGCATGCTTTCATAGAAAGCAGAAGACTTGTTCAATAA 

TTCTCTCCTTTTAACTCTATACACTTTCTTCGATTAAGCTTTTTCTTATTCTCAGACTCG 

TTCTTTCTGATTGGTGAGAATTGCATTGCCCTCTCGTACCTTTATAGTTGCACCCGAAAA 

TTTTAATAAAATTTCTACACGTGCACTTACATTATTATCGAATTGTACGGGTGTAGTTTA 

GTGGTCACTGGTGATCATATCACTGCATGCATACACTACAAATGCACACGTACAAATGAA 

TGAATTGATCAATCGTTCTTACACATGAACGCAATGTTGATGGATGTGATATGCAGGCAA 

GGCAAGCATGGGGGAGAAGGAGTGGTACTTCTTCAGCATGCGCGACCGCAAGTACCCGAC 

GGGGATCCGCACCAACCGCGCCACGGACTCCGGCTACTGGAAGACCACCGGCAAGGACAA 

GGAGATCTTCCACGGCGGCGCGCTCGCCGGCATGAAGAAGACGCTGGTGTTCTACCGCGG 

GAGGGCGCCCAAGGGCGCCAAGACCAGCTGGGTGATGCACGAGTACAGGCTCCAGTCCAA 

GTTCCCCTACAAGCCCGCCAAGGACGAGTGGGTCGTCTGCCGCGTCTTCAAGAAGCTCCA 

GTGCCACCTCGCCAAGCCCCGCCCGCCGCACGACGACGTCGACGGAGACGGCGCCTCGCC 

GCCGGAGATGGTGGACGCCTCGTCGCTCGGCGAGCTTGGCGAGCTCGACGTCTCCTCCAT 

CCTCCTCGGCGGCTTCGCGCCGCCGTCGGGCGAGCTCTGCCATGGCGGCGGCGGCGGAGA 

CGGTTTCGGCGCGCACAGGCTTCATGTCGGCGCGTACATGAGCTGGCTGCAGGCGGCGGC 

GGCGGCCAACCAGGGCATGTTCCAGTGGCCGGCGGCCACGCAGGCGGGGCTGGTCGGAGG 

CACCGTGTTCGCGGCGGCGCACAAGGCGGCGGGGACGATGCCGTTCGGCGGCGGGTGCAG 

CCAGCAGCAAGCGCGGGACGTGGGCGTTTCTCTGGCGAACGTAGGAGGAGGCGATGCGTT 

GTTCGGCGGGGCGCCGCTGGCGAAGGTGGACATGGAATGCGGCGAGCAGGCGCCGCAGCT 

GGACATGGACGACTCCACATGGAGAGCCTTCTGAACATGGCCACGCCACCATCAATTTGG 

ATAATTATTAAGCAAACCATGCATACACGTATTATATACTCAGTTATATACTAGATGAAG 

AATTAATGTGGTCGTCATCCAAGATATCCACAGTACAGTACACTACAGTCAGTTATTAAT 

TAATTAATCAAAAATGAAAGTGTAGTGTTGTCACCTAGAAAAAATGTGCCGAAAATATTT 

TGGTGGAGACGGGGCCCTCAAGTTTAATACAAAGCAGTAAGTCTATTTTGCATACTCATC 

TTTTA 

CDS 

>ONAC006 

ATGGAGGAGGGGTTGCCGCCGGGGTTCCGGTTCCACCCGACGGACGAGGAGCTGGTGACG 

TACTACCTCGCCCGCAAGGTCTCCGACTTCGGCTTCGCCACCCGCGCCATCGCCGACGTC 

GACCTCAACAAGTGCGAGCCATGGGACCTCCCCAGCAAGGCAAGCATGGGGGAGAAGGAG 

TGGTACTTCTTCAGCATGCGCGACCGCAAGTACCCGACGGGGATCCGCACCAACCGCGCC 

ACGGACTCCGGCTACTGGAAGACCACCGGCAAGGACAAGGAGATCTTCCACGGCGGCGCG 

CTCGCCGGCATGAAGAAGACGCTGGTGTTCTACCGCGGGAGGGCGCCCAAGGGCGCCAAG 

ACCAGCTGGGTGATGCACGAGTACAGGCTCCAGTCCAAGTTCCCCTACAAGCCCGCCAAG 

GACGAGTGGGTCGTCTGCCGCGTCTTCAAGAAGCTCCAGTGCCACCTCGCCAAGCCCCGC 

CCGCCGCACGACGACGTCGACGGAGACGGCGCCTCGCCGCCGGAGATGGTGGACGCCTCG 

TCGCTCGGCGAGCTTGGCGAGCTCGACGTCTCCTCCATCCTCCTCGGCGGCTTCGCGCCG 

CCGTCGGGCGAGCTCTGCCATGGCGGCGGCGGCGGAGACGGTTTCGGCGCGCACAGGCTT 

CATGTCGGCGCGTACATGAGCTGGCTGCAGGCGGCGGCGGCGGCCAACCAGGGCATGTTC 

CAGTGGCCGGCGGCCACGCAGGCGGGGCTGGTCGGAGGCACCGTGTTCGCGGCGGCGCAC 

AAGGCGGCGGGGACGATGCCGTTCGGCGGCGGGTGCAGCCAGCAGCAAGCGCGGGACGTG 

GGCGTTTCTCTGGCGAACGTAGGAGGAGGCGATGCGTTGTTCGGCGGGGCGCCGCTGGCG 
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AAGGTGGACATGGAATGCGGCGAGCAGGCGCCGCAGCTGGACATGGACGACTCCACATGG 

AGAGCCTTCTGA 

Protein 

>ONAC006 

MEEGLPPGFRFHPTDEELVTYYLARKVSDFGFATRAIADVDLNKCEPWDLPSKASMGEKE 

WYFFSMRDRKYPTGIRTNRATDSGYWKTTGKDKEIFHGGALAGMKKTLVFYRGRAPKGAK 

TSWVMHEYRLQSKFPYKPAKDEWVVCRVFKKLQCHLAKPRPPHDDVDGDGASPPEMVDAS 

SLGELGELDVSSILLGGFAPPSGELCHGGGGGDGFGAHRLHVGAYMSWLQAAAAANQGMF 

QWPAATQAGLVGGTVFAAAHKAAGTMPFGGGCSQQQARDVGVSLANVGGGDALFGGAPLA 

KVDMECGEQAPQLDMDDSTWRAF* 

 

LOC_Os06g04090 (ONAC007) sequence information 

Genomic sequence length: 3489 nucleotides 

CDS length: 1188 nucleotides 

Protein length: 395 amino acids 

Genomic Sequence 

>ONAC007 

TTGTACCCCATCCGAGATCAATATCCATCCATCCATCACCACCTAGCAGCTCTACACCTC 

TCTCTTATATTAGCTCTCTCTCTCTCTCTACCCCCATTCATGCTCATCTCCTTCTAGCTT 

CCAGCTTAATCCCTTCCTTGTCAATGTTAATGGACAAACTCTGAGCATTGCACTACCCAT 

CATCTCCTAGCTAGACTCACCTTAGCTTGTCTCTCTGCTGCTCCAGTGTGTGATTCTTTC 

TCCCATTTCCTGTTTGGTTTGCACTGAGTGAACAAGCAATTAAGCTTGGTAGTAGTAGTA 

GTTGTTGTATTGATCGATCGATCGATCTAGAGACGACGATGAGCATATCGGTGAACGGGC 

AGTCGGTGGTGCCACCGGGGTTCCGGTTCCACCCAACGGAGGAGGAGCTCCTGACATACT 

ACCTGAAGAAGAAGGTGGCCTCGGAGCGCATCGACCTCGACGTCATCCGCGACGTCGACC 

TCAACAAGCTCGAGCCATGGGACATCCAAGGTACGTAATTAAGCACACACACATCGATCA 

ATTCGATCGATTTTTGACATGTTTTGATCAATGTGGCATGTGTGTATCATACATACATAT 

GCAGAGAGGTGCAGGATTGGGTCAGGGCCGCAAAACGACTGGTACTTCTTCAGCCACAAG 

GACAAGAAGTACCCGACGGGGACGAGGACGAACCGGGCAACGGCGGCCGGCTTCTGGAAG 

GCCACCGGCCGCGACAAGGCCATCTACTCCAGCTCCAACCGCATCGGCATGCGCAAAACC 

CTCGTCTTCTACAAGGGCCGTGCCCCCCACGGCCAGAAATCAGACTGGATCATGCACGAG 

TACCGCCTCGACGACCCCTCCTCCGCCTCCGCCTCCGTCTCCGTCAACCTCCCCTCCTAC 

TACTCTTCCTCCTCATCGTCATCTTCCCCAGTAAGTGCACGTAACACGATACATACACTT 

CATCAGGGACACATCATAGTAGTACGAACGACATACACATGACACTGTAGACGGTCCAGG 

GGACAAAATTGGGGCTAAGCTAGAGGTGTAGCTCTAGCTGGGTTTCTCTTTCTCGTACAC 
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GCGGTGGTGAGTGTGAGCGTGAGGTGAGGTGATATATTGGTGGTTGGGAATGGGGCATGG 

CTACCTCTCTCTCAGAGAGTGGCAGCGTTGCTTTCCTCACTCGCTGTCACAAAAGGGGGG 

TAGTGGGTGGCTTCACTACTTTTTCCTTCAAGGGAGCAAATTATCAAGCTAATTAATACT 

ACCTCTCTAGCTTATTATCAATGAGAAATAGATTGATAGATAGATAGATAGATGAATATA 

ATGGATCATTGGGGGGGGCGGCATATGCTTGTGGTTTCATGATCAGATGGTTGGTTGATG 

AGGTGAGGTTAGGTGTAGGAGAGCATTTTGGGGTCAAGGCAGCTAAGCTAGCTAAGCTCT 

AGATAGGGGCAGATTTGTTCATCGAATCTGCATGCTCACCAGCAAGATCACAACGTGTAC 

TACTACACACATGCCCAATATGCCAATGCAATGCCACCCAACCAACCAAACCACATCCGT 

ACACTGAAACTACTCGTACACAAATGGCAAGAGAAGTAGCTAGAGAAGTAGTAGAAGTTG 

TTGTACGTGTGTACTAGTATTACTACAATATGTGATCTGCATGCATGGCCCGGTTAAGAG 

TTAGTTAACGAATTGGGAGCAGCTAGGAGTGGACTTGTGCACTCCAGGACAACCAGCATA 

TGACAAATCGCCATGACTTTCCCTGAGATTTTGTCAACTTGATTAGTAACTAGCATGAAG 

AAGGAGGATGATAAGCTAGCTTTTGAGCTGGCCATGGCCATAACAGTTTCTTCTTTAGCT 

CAGCTTGTGGGAAATCTTGCATCTGATTTCAACTCTAGCTAGGGTCGCCACACACTGTGC 

ATACTTTTTCTGCAAATTGACCTGCAATAACTAGCTTTCCATGCCTCGTTCAATCATCGA 

TCGTTAATTGTGGAAAAAATTCAACGATATAGTACATGACACATTGTTAGCTAGTGGAGT 

ACGATACTGATCTCTTTTAATTATTGCTCGCGGTTAATTGTCTTCTTCTAAATTTCATCT 

TGTGCAAAGTAAATAATGACACGATCAATTGGTAATTATCGGTAATTAAACAGATGCACG 

GTGTCGCCGGAGACCAAGGAGCTCAGGAGGAAGGCTGGGTGATCTGCAGGGTGTTCAAGA 

AGAAGAACCTCGTGCACCACGGCGGCGGCGCCGCCGCGGCGAGCCACCACGCGGCGGCCA 

AGCTCGCGGCGGCGGCCATGGAGGGCAGCCCGAGCAACTGCTCGACGGTGACCGTTAGCG 

ACCACGTCAAGGCGCAGATGCTGCACTCGTCCGCCAGCGACGACGCCCTCGACCACATCC 

TCCAGTACATGGGCCGCTCCGGCTGCAAGCAGGAGACCAAGCCGGCGGCGATGTCGGCGT 

CGTCGGCGGCAGCGGCGGCGGCGCTGGAGCAGCACCTCAGTACGCCTCAGTACGGCAAGT 

TCATGAAGCTTCCGCCGCTCGAGCACGTCGCCGGCGGCGTGGGCCTCCTGGCGGCGGCCG 

GCGGCGGCGGCGAGTACTGCTCCGCCGCCGACGCGTCGGGGATCGCCGACTGGGACACGC 

TGGACCGGCTCGCGGCGTCGTACGAGCTCAACGGCGCCCTCTCCGACGTCGCCTCCGGCA 

AGAACATGGCCGGCTTCTTCGACGTCGTCGATCAGCCCGCCGGCGCCGCCGCCTTCTCCT 

CCGGCGACGGCGACCTGTGGAGCCTTGCGCGGTCGGTGTCATCGTCGCTACACGCAGACT 

TGACGACCATGAATAACGTATAATAATTGGAGACAAGAGGTGACGATGGAGATGATGCAT 

CTAGACGTGGATGGCGTATGCGTGCACTAACTCTACTCTTAATCTGGTCGGTCTACGCAT 

ATTGCATGCATGCATGGACGACGGTATTGTACGTACGTGATCAATAATTAATTACTAGTT 

AGGGTTCCAGCGAGAGTACAAGACGACGACGACGACACAATAGCTAGCTGAGCTGGCCAT 

GTGAGCAAGCTCTAGACACTAGGTCAAGATCTAACCGTCGATCGATCTGAGCCGTTGATC 

GATCGATCGACGATGATGGTGTTGATCGATCGAATTATAGTGCAGTGGTCGAGCGAGTTG 

TTGTGTCGATCTGAAACAAGAGAGAGGAAAAAAAGAATTAAAAGGACGTACGGCGTGGTA 

GGAGAGAGAGAGAGAGAGCATATATAAATATTATGTATCTATATATTGTTATATATTGTA 

CCTATAGCTTATTATATATCAAAGACATTTTTCTAGTGCAGCGAGGTGTGATTTCTTTTC 

TGATGATCATATCATATATATCATCATCGATCACTGATCACCGTGTGAGTGTACTAATTA 

TTGTGTGATCGATCGCTCGATGGATGGATTAATAAACTAGTTGTGTGCCTGTGCGCGTGT 

TTTTTCAGA 

CDS 

>ONAC007 

ATGAGCATATCGGTGAACGGGCAGTCGGTGGTGCCACCGGGGTTCCGGTTCCACCCAACG 
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GAGGAGGAGCTCCTGACATACTACCTGAAGAAGAAGGTGGCCTCGGAGCGCATCGACCTC 

GACGTCATCCGCGACGTCGACCTCAACAAGCTCGAGCCATGGGACATCCAAGAGAGGTGC 

AGGATTGGGTCAGGGCCGCAAAACGACTGGTACTTCTTCAGCCACAAGGACAAGAAGTAC 

CCGACGGGGACGAGGACGAACCGGGCAACGGCGGCCGGCTTCTGGAAGGCCACCGGCCGC 

GACAAGGCCATCTACTCCAGCTCCAACCGCATCGGCATGCGCAAAACCCTCGTCTTCTAC 

AAGGGCCGTGCCCCCCACGGCCAGAAATCAGACTGGATCATGCACGAGTACCGCCTCGAC 

GACCCCTCCTCCGCCTCCGCCTCCGTCTCCGTCAACCTCCCCTCCTACTACTCTTCCTCC 

TCATCGTCATCTTCCCCAATGCACGGTGTCGCCGGAGACCAAGGAGCTCAGGAGGAAGGC 

TGGGTGATCTGCAGGGTGTTCAAGAAGAAGAACCTCGTGCACCACGGCGGCGGCGCCGCC 

GCGGCGAGCCACCACGCGGCGGCCAAGCTCGCGGCGGCGGCCATGGAGGGCAGCCCGAGC 

AACTGCTCGACGGTGACCGTTAGCGACCACGTCAAGGCGCAGATGCTGCACTCGTCCGCC 

AGCGACGACGCCCTCGACCACATCCTCCAGTACATGGGCCGCTCCGGCTGCAAGCAGGAG 

ACCAAGCCGGCGGCGATGTCGGCGTCGTCGGCGGCAGCGGCGGCGGCGCTGGAGCAGCAC 

CTCAGTACGCCTCAGTACGGCAAGTTCATGAAGCTTCCGCCGCTCGAGCACGTCGCCGGC 

GGCGTGGGCCTCCTGGCGGCGGCCGGCGGCGGCGGCGAGTACTGCTCCGCCGCCGACGCG 

TCGGGGATCGCCGACTGGGACACGCTGGACCGGCTCGCGGCGTCGTACGAGCTCAACGGC 

GCCCTCTCCGACGTCGCCTCCGGCAAGAACATGGCCGGCTTCTTCGACGTCGTCGATCAG 

CCCGCCGGCGCCGCCGCCTTCTCCTCCGGCGACGGCGACCTGTGGAGCCTTGCGCGGTCG 

GTGTCATCGTCGCTACACGCAGACTTGACGACCATGAATAACGTATAA 

Protein 

>ONAC007 

MSISVNGQSVVPPGFRFHPTEEELLTYYLKKKVASERIDLDVIRDVDLNKLEPWDIQERC 

RIGSGPQNDWYFFSHKDKKYPTGTRTNRATAAGFWKATGRDKAIYSSSNRIGMRKTLVFY 

KGRAPHGQKSDWIMHEYRLDDPSSASASVSVNLPSYYSSSSSSSSPMHGVAGDQGAQEEG 

WVICRVFKKKNLVHHGGGAAAASHHAAAKLAAAAMEGSPSNCSTVTVSDHVKAQMLHSSA 

SDDALDHILQYMGRSGCKQETKPAAMSASSAAAAAALEQHLSTPQYGKFMKLPPLEHVAG 

GVGLLAAAGGGGEYCSAADASGIADWDTLDRLAASYELNGALSDVASGKNMAGFFDVVDQ 

PAGAAAFSSGDGDLWSLARSVSSSLHADLTTMNNV* 

 

LOC_Os04g43560 (ONAC008) sequence information 

Genomic sequence length: 2903 nucleotides 

CDS length: 837 nucleotides 

Protein length: 278 amino acids 

Genomic Sequence 
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>ONAC008 

ACTCTCAAAATTTACACCTATATCTATCTATATTTCTCGTTTGTGCTCGGGCTAGCTCAC 

CATATGCGTAAAATTCTGTAGCCAAAAGGAGCAAGCAAACTAGGAGGAGGATTAGTTCTT 

GCGCATCGCTTCTGAGCTCGATCTACGTCGTCCGGCCGGCCGGGAGGGATCGATCGATGG 

GTCTGAGGGAGATCGAGTCGACATTGCCGCCGGGGTTCAGGTTCTACCCGAGCGACGAGG 

AGCTGGTCTGCCACTACCTCTACAAGAAGGTGTCCAACGAGCGCGCCTCGCAGGGGACGC 

TGGTGGAAGTCGACCTCCATGCGCGCGAGCCATGGGAGCTTCCCGGTGAGTCATGAATTA 

ATATATCCTGCATGTTGCTGCTAATTCTCATCGTTCTATATATCTCTCCCCTCGATCTCG 

CACAGGTTGCTTTATCACTAGTAACTCTTATGTTAGCATGTTTCCGGATTAGATATATAG 

ATCATAGATGTGATGATCTCGATCGAGATGCTTACAGAAAACAGCAAAAACCATGCATCT 

GATTTTCTTCATGATGCGATAGGCTAGCAGATTAATTAGCATGCTCTGTTCCATTGAAGA 

TATATTTGCAAAAAAAAAAAAAGCTTGCCCCTTTAATTTGGTAGCACCGTAGCAGCAAGT 

ACTGATGATGTCACAATTATAATGATGAACAAGAAAATAACTACCTGATCGAAGAATTTT 

CTACTTAGTATATATATTTGAATTATTTTAACTTGAATGAATCCTAAAGATTCGATTTCT 

GTCAGTTAATGGCCTTGAGCTCCATAATTTATCACGGAATAATCCACAATAATTTCGTCC 

AATAATACATTAACTGATACGAAAGCAAAGTGTTATACTCGTCGCCATCTTGATGACGAC 

TCCGATACCGTCTGTTTCTTTGCTACGTCACATGAGTAACAGTTCCTTCCGTTTTTCTGT 

TCCTTTTTTCTCTGAAAAACCATTTCCCTTTTTCCTCCAGAAATTAGTTCAGTTTGAGCA 

CTTTACGGCCGTCAATCTAAACTCTCCTCGGTGTATCAGAACGGATTTGCTAGTTTACTG 

GCGACAGTAAACGAGGGGAAAAACTGCCGAATTTTTGAACGTCGGATTCGCCTCAAGATT 

AGTGCTGGCGCGTTCGTGCAAAAGATCCACGCGATATGTAAAGAAAAACTGCCGAATTTT 

TGAACGTCGGATTCGCCTCAAGATTAGTGCTGGCGCGTTCGTGCAAAAGATCCACGCGAT 

ATGTAAAGAAAAACTGCCGAATTTTTGAACGTCGGATTCGCCTCAAGATTAGTGCTGGCG 

CGTTCGTGCAAAAGATCCACGCGATATGTAAATTTGTGTGTTGCATGGGGTTCGAACCCA 

GGACTTCAATCCCACTAGCTATGCGTGGTAGCCACTTCGTCTCATGCAAGTTTTTTAAAA 

AGTTTGCAAGTTACAGTTAGTTATACTCCAGTTACACTCTAGTTACATTGTAGTTACCAT 

TGTAACTATAGTGTAACTACACTATAACTATATTGTTATCTCTATATAAATTAGATATAA 

AGTTGCATATATTATTTTAATACATATATACAAGTTATTATTATTATAGTATATAATTCT 

AGTAAAATTTCCCCTCAAAAAACACTCGACAGTTTTTTAGCTAATCCCTATCAGAAATTA 

GTTTCACTTCATGTATGCAAAGCCAGACTAATTCGCATGCACTATCTCAACTTCTCAAGC 

CCCTCTCTAACAACGCATTCGTTCTTGCTATTCTTTGCGCACATGCAGACGTGGCGAAGC 

TGACGGCGAGCGAGTGGTACTTCTTCAGCTTCAGGGACCGAAAGTACGCGACGGGGTCGC 

GCACGAACCGCGCCACCAAGACAGGCTACTGGAAGGCCACCGGCAAGGACCGCGAGGTGC 

GCAGCCCGGCCACGCGCGCCGTCGTCGGCATGCGGAAGACGCTCGTCTTCTACCAGGGCC 

GCGCCCCCAACGGCGTCAAGTCCGGCTGGGTCATGCACGAGTTCCGCCTCGACTCGCCGC 

ATTCTCCACCAAAGGTACGTACATAGCACGAGCTAGCTCTTCTCTCTACCCGCCAAAACG 

TGCTACTTCTTGTTGCCGCTAATTGCTAACCTGGACACGGATCGATATGCGTTTCTTGCA 

GGAGGATTGGGTGCTTTGCAGGGTGTTTCAGAAGAGCAAGGGAGACGGCGAGCAAGACAA 

CCCCACCAGCGCAGCCTCCCCGGCGGCGACCTTCGCCGGCTCGTCGCAGGCGGCGGTGCC 

TGGCCAAGCCGCGTACAGCAGCGACGACCATACGGGCTCGTCGATGGGATTCGCGCCGAG 

GCAGAACGAGATACTCGACAGCTCGAGCCATCAGTTGCTGAACTTGGCGATGCTGCAGTG 

CAACTCGGTTCTCGATCATTTCCCGCAGGAGGTGAACAGCTCGCCGATGATGGGGTTGGC 

AGGGTCCATCGGAATTGGGGATGAATACGGCTTCTTCTACGATACCGGCTTCGAGGAGAC 

GGCGAGCCTCGGGGGCATGAGGTTCCCACAAGGGTGGAGTTGATGCCAATTGATCGTGCA 

TGCAGTGAGATCATCGTGCCTGCGCGCATTTGCGAAGGAAAATGATTGAATTAATTCCAT 
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TGATACAGTTATTTCGTCCTAAAAAAATAAACTATTGCTACTGTAGGTAGTGTTTGGTTT 

AGCATAGAACCTGCATGAGATGGTTCGGTCACTTGAACTGTATATATATTGTGTGAGTCA 

AAATGTATCGCTCTACTCGTATGCAAGTTGATACAATCCATCCCAAAGTTCCAGTTCATA 

GATCAAACGATCTATGAGCTATCAAACTGGATTTGTTGTTACAAATTAATGGCATTTCCA 

CTTGTTAAATAGTTTTTTTTCCC 

CDS 

>ONAC008 

ATGGGTCTGAGGGAGATCGAGTCGACATTGCCGCCGGGGTTCAGGTTCTACCCGAGCGAC 

GAGGAGCTGGTCTGCCACTACCTCTACAAGAAGGTGTCCAACGAGCGCGCCTCGCAGGGG 

ACGCTGGTGGAAGTCGACCTCCATGCGCGCGAGCCATGGGAGCTTCCCGACGTGGCGAAG 

CTGACGGCGAGCGAGTGGTACTTCTTCAGCTTCAGGGACCGAAAGTACGCGACGGGGTCG 

CGCACGAACCGCGCCACCAAGACAGGCTACTGGAAGGCCACCGGCAAGGACCGCGAGGTG 

CGCAGCCCGGCCACGCGCGCCGTCGTCGGCATGCGGAAGACGCTCGTCTTCTACCAGGGC 

CGCGCCCCCAACGGCGTCAAGTCCGGCTGGGTCATGCACGAGTTCCGCCTCGACTCGCCG 

CATTCTCCACCAAAGGAGGATTGGGTGCTTTGCAGGGTGTTTCAGAAGAGCAAGGGAGAC 

GGCGAGCAAGACAACCCCACCAGCGCAGCCTCCCCGGCGGCGACCTTCGCCGGCTCGTCG 

CAGGCGGCGGTGCCTGGCCAAGCCGCGTACAGCAGCGACGACCATACGGGCTCGTCGATG 

GGATTCGCGCCGAGGCAGAACGAGATACTCGACAGCTCGAGCCATCAGTTGCTGAACTTG 

GCGATGCTGCAGTGCAACTCGGTTCTCGATCATTTCCCGCAGGAGGTGAACAGCTCGCCG 

ATGATGGGGTTGGCAGGGTCCATCGGAATTGGGGATGAATACGGCTTCTTCTACGATACC 

GGCTTCGAGGAGACGGCGAGCCTCGGGGGCATGAGGTTCCCACAAGGGTGGAGTTGA 

Protein 

>ONAC008 

MGLREIESTLPPGFRFYPSDEELVCHYLYKKVSNERASQGTLVEVDLHAREPWELPDVAK 

LTASEWYFFSFRDRKYATGSRTNRATKTGYWKATGKDREVRSPATRAVVGMRKTLVFYQG 

RAPNGVKSGWVMHEFRLDSPHSPPKEDWVLCRVFQKSKGDGEQDNPTSAASPAATFAGSS 

QAAVPGQAAYSSDDHTGSSMGFAPRQNEILDSSSHQLLNLAMLQCNSVLDHFPQEVNSSP 

MMGLAGSIGIGDEYGFFYDTGFEETASLGGMRFPQGWS* 

 

LOC_Os07g37920 (ONAC010) sequence information 

Genomic sequence length: 2644 nucleotides 

CDS length: 1278 nucleotides 

Protein length: 425 amino acids 

Genomic Sequence 
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>ONAC010 

CCCAGCGCAGATCGCTCGCCTGCCTTGCCTGCCCGTCCGCCTAACCGACACCGCAACAAA 

CCACAGCCACACAGCTTCTCTCTGTTGCTCGCTTTACTGTGCGTGCTGTATATACACCCG 

GTGGATGAGGGATCTAGCTAACTAGCTTAGCTAGACAGCGTGTGTTGGTGGTGGTGGTGG 

TGTGTGTGTGTGTGAGGAGGGTGATCGATCGATCGAGCGATGGAGAGCCCGGACTCGTCG 

TCCGGCTCGGCGCCACCGCGAGTACTACGGCGGCAACAGCAGCAGCCGGGCTCGGCGCCG 

GAGCTGCCGCCGGGGTTCCGGTTCCACCCGACGGACGAGGAGCTGGTGGTGCACTACCTC 

AAGAAGAAGGCCGCCTCCGTTCCGCTCCCCGTCACCATCATCGCCGAGGTCGATCTCTAC 

AAGTTCGATCCCTGGGATCTCCCCGGTACGTAATTTAATCACTTACACCCATACCAATCA 

TAAATTAAGAATTTATTATTACAGCTTATATATACTATTATCATGCATGTATATTATCTA 

AAAAAAATCAGCCCAAATCTCCATATGCATGTGAGCATGCTAGCTTGGATGTGTAGTGCT 

CGATCGATCGATCGATCGATCGATCTGGTGTCGTTTACTTGTTTGTGCGATTTATGCGTG 

CATGCATCGGTTTGTATCAGAGAAGGCGAACTTCGGGGAGCAGGAGTGGTATTTCTTCAG 

CCCGAGGGACCGCAAGTACCCGAACGGGGCGCGGCCGAACCGGGCGGCGACGTCGGGGTA 

CTGGAAGGCCACCGGCACCGACAAGCCCATCATGTCGTCGGGGAGCACCCGCGAGAAGGT 

CGGCGTGAAGAAGGCGCTCGTGTTCTACCGGGGCAAGCCACCCAAGGGCGTCAAGACTAA 

CTGGATCATGCACGAGTACCGTCTCACGGACACGTCTAGCTCCGCCGCCGCCGTCGCTAC 

GACCAGGCGGCCGCCGCCGCCCATCACCGGCGGTAGCAAGGGCGCCGTCTCTCTCAGGGT 

ACGTACGTATATACGTTTGTGCGTGACAGTCTCGCTTGGAGTCTTGGACTGATTGATCTG 

ATCAAGTTGATTAGTGTCTCAGCTGGATGACTGGGTGCTGTGCCGCATATACAAGAAGAC 

GAACAAGGCCGGTGCGGGGCAGAGGAGCATGGAGTGCGAGGACTCCGTGGAGGACGCGGT 

GGCCGCGTACGCGCCGTCGTCGCAGCAGCATGCCACGGCTGCTGCTGGCATGGCCGGTTC 

GGACGGCGCCGGAGGAGTTGCTGCAGCGCACGGCGGCGACTACAGTTCACTGCTCCATCA 

CGACAGCCACGAGGACACCTTCCTCGTAAACGGCCTGCTCACCGCGGAGGACGCCGCCGG 

CCTCTCGACCGGCGCCAGCTCTCTCAGCCAGCTCGCCGCGGCGGCGAGGGCGGCGGCGAC 

ACCGTGCGACGCCACCAAGCAGCTTCTTGCTCCGTCTCCAACCCCATTCAACTGGTTCGA 

GGCATTCCTTCCACGGGCCAAGGAGTTTCCTAGTGGGCTAAGCAGGAGTAGCAGAGACAT 

CGGCGACATGTCGCTGTCATCGACGGTGGACAGGAGCCTGTCTGAGGCTGGCGCCGTGGC 

CATTGACACCGGCGACGCCGCCAATGGCGCAAACACTATGCCTGCATTTATCAATCCTCT 

CGGCGTGCAGGGTGCAACCTACCAACAACACCAAGCCATCATGGGTGCCTCGTTGCCATC 

GGAGTCAGCAGCAGCAGCAGCCGCCTGCAATTTCCAGCATCCGTTCCAACTCTCCAGGGT 

GAATTGGGATTCCTGAATAAAAGGTGCCGGCATTATGCATACACATATATGCACATGCAT 

ACATGCATGGCTTTTCAAGTAGTAGCACAACATTACTAGTAATTAATCACACTAATGTGT 

GTGGCAGTCGCATTCAGTGAGCACTGATCGAGTAGTTGCATGAACACAACACTAATGCAT 

GCACTACATATATATGGCCGCATTGCTCCTAGGGCACGTACCTGTACGAACTAGGTAAGT 

GACCTAACCAGCTAGATCATGTTCAGAATAAGGAGAAGAAGCCGCATGCAAACACGTAGA 

TCATATGGCTTTGCCTTCACATGCGTTTGCATCATATATATCGCATTCAGAAAGTAGTGC 

TGCAGCTAACACATAGATATGGTGTTAGCTTCATGCGTTTGTACCATATATAGCGGATGC 

AGAAAGTAGCTAGTTGCACTGTTCATCATTATCCCATGAGATATGAACTTTATATACCTT 

TGGGGTTGCCCTTCTAAAGTCATGCATCTAGAGCCCCCCTGGTAATAGCATGCATTGATG 

TTTCATGCGCACATATATATAATTGATATATATCCTTGTATATACGTAGGAGTAATTCGC 

TGATAGAACGGCACTTACATAGTACGCTGTACTGTACATGTAAACAAAAACTTACATATT 

ATAAGAAAAAACGATATTATAGACACGCTGCATAGCTAGATTAACCATCTGGGAGAAATA 

AAGCATCTATCCACGATCACTCAAAAACAAATGCATGATGCATGTGCTAGCAACAGTATG 

TATTATATATGGATTGAATCATTGAAGTGCATATATATATACGTAGACGAGTTTTTGTCA 
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GGCT 

CDS 

>ONAC010 

ATGGAGAGCCCGGACTCGTCGTCCGGCTCGGCGCCACCGCGAGTACTACGGCGGCAACAG 

CAGCAGCCGGGCTCGGCGCCGGAGCTGCCGCCGGGGTTCCGGTTCCACCCGACGGACGAG 

GAGCTGGTGGTGCACTACCTCAAGAAGAAGGCCGCCTCCGTTCCGCTCCCCGTCACCATC 

ATCGCCGAGGTCGATCTCTACAAGTTCGATCCCTGGGATCTCCCCGAGAAGGCGAACTTC 

GGGGAGCAGGAGTGGTATTTCTTCAGCCCGAGGGACCGCAAGTACCCGAACGGGGCGCGG 

CCGAACCGGGCGGCGACGTCGGGGTACTGGAAGGCCACCGGCACCGACAAGCCCATCATG 

TCGTCGGGGAGCACCCGCGAGAAGGTCGGCGTGAAGAAGGCGCTCGTGTTCTACCGGGGC 

AAGCCACCCAAGGGCGTCAAGACTAACTGGATCATGCACGAGTACCGTCTCACGGACACG 

TCTAGCTCCGCCGCCGCCGTCGCTACGACCAGGCGGCCGCCGCCGCCCATCACCGGCGGT 

AGCAAGGGCGCCGTCTCTCTCAGGCTGGATGACTGGGTGCTGTGCCGCATATACAAGAAG 

ACGAACAAGGCCGGTGCGGGGCAGAGGAGCATGGAGTGCGAGGACTCCGTGGAGGACGCG 

GTGGCCGCGTACGCGCCGTCGTCGCAGCAGCATGCCACGGCTGCTGCTGGCATGGCCGGT 

TCGGACGGCGCCGGAGGAGTTGCTGCAGCGCACGGCGGCGACTACAGTTCACTGCTCCAT 

CACGACAGCCACGAGGACACCTTCCTCGTAAACGGCCTGCTCACCGCGGAGGACGCCGCC 

GGCCTCTCGACCGGCGCCAGCTCTCTCAGCCAGCTCGCCGCGGCGGCGAGGGCGGCGGCG 

ACACCGTGCGACGCCACCAAGCAGCTTCTTGCTCCGTCTCCAACCCCATTCAACTGGTTC 

GAGGCATTCCTTCCACGGGCCAAGGAGTTTCCTAGTGGGCTAAGCAGGAGTAGCAGAGAC 

ATCGGCGACATGTCGCTGTCATCGACGGTGGACAGGAGCCTGTCTGAGGCTGGCGCCGTG 

GCCATTGACACCGGCGACGCCGCCAATGGCGCAAACACTATGCCTGCATTTATCAATCCT 

CTCGGCGTGCAGGGTGCAACCTACCAACAACACCAAGCCATCATGGGTGCCTCGTTGCCA 

TCGGAGTCAGCAGCAGCAGCAGCCGCCTGCAATTTCCAGCATCCGTTCCAACTCTCCAGG 

GTGAATTGGGATTCCTGA 

Protein 

>ONAC010 

MESPDSSSGSAPPRVLRRQQQQPGSAPELPPGFRFHPTDEELVVHYLKKKAASVPLPVTI 

IAEVDLYKFDPWDLPEKANFGEQEWYFFSPRDRKYPNGARPNRAATSGYWKATGTDKPIM 

SSGSTREKVGVKKALVFYRGKPPKGVKTNWIMHEYRLTDTSSSAAAVATTRRPPPPITGG 

SKGAVSLRLDDWVLCRIYKKTNKAGAGQRSMECEDSVEDAVAAYAPSSQQHATAAAGMAG 

SDGAGGVAAAHGGDYSSLLHHDSHEDTFLVNGLLTAEDAAGLSTGASSLSQLAAAARAAA 

TPCDATKQLLAPSPTPFNWFEAFLPRAKEFPSGLSRSSRDIGDMSLSSTVDRSLSEAGAV 

AIDTGDAANGANTMPAFINPLGVQGATYQQHQAIMGASLPSESAAAAAACNFQHPFQLSR 

VNWDS* 
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LOC_Os06g46270 (ONAC011) sequence information 

Genomic sequence length: 4341 nucleotides 

CDS length: 915 nucleotides 

Protein length: 304 amino acids 

Genomic Sequence 

>ONAC011 

CTGGCACGCGAACCAAGAAAAGTCTCTCTCTCCTCTCCTCTCTTCTTCATCAACACACAC 

TGGTTGACCAACCAGCTAGCTGATCGAGTTCGTTGTTTACCATCCTATTAATACCCCTTC 

CTCTCTCTCTTCTCCCCTCCTGAATTTCTCTCTTGGTAGAGGTAGAATTGATCTCCTTTC 

TTGTTCTTCTTCGAGTTCTTCTTAATTGGAGTTCTTGGAGCAGCATCGGTAGTCGTCGTC 

TTCGTCGATCCAGCATCTCAAGGAATTCGAGGAGGAGGGGGTGGGCATGAGCGGGATGAA 

TTCGCTGAGCATGGTGGAGGCGAGGCTGCCGCCGGGGTTCAGGTTCCACCCGCGAGACGA 

CGAGCTCGTGCTGGACTACCTGGAAAGGAAGCTCCTCGACGGCGGCGTGGGCGGCGCCGC 

GGCGGCGGCGGCGGCGGTCACCATCTACGGCTGCCCGGTGATGGTCGACGTCGATCTCAA 

CAAGTGCGAGCCATGGGACCTTCCTGGTAAGACCTAGCTATAAGCTAGCTACAGATCATA 

GATCATCGAGCTTGCTTGCTTGCATCCATGCTACTCATGTCGTGGTGATCTTGCTCTTCT 

TTCTCGTCTTCCACCGCCTCTGGATCATCATATGCGTGCTTGTTCATGGCCATGATTGGT 

TTGAGTTTTTTTCTTCCAGATTCTTTCTCTCTACTGATTGATCTGCTCTGAAATGAATTA 

ATTCGTGTGCTTTTTTTTGAGGGGGGAAAATTAACCGCGTGCTGTTTTTCGTGTAGTTTT 

TGTTTAATTTCTCTATAGATCGGTAGCTAGGCTTCTCAAATTAACAACCTTTTGATTTGT 

TCTACCTCTAAAAACAAATCACCCTATGATTCTATATTTATATGATAGAATCAATAATGG 

TATGATGATCTGTTTAAACAGACAAGTCTTTCCATGTACTAGCTAGCTAGGACCCAGCAG 

CCTGCAGAATTCTGTCAGTTTTAGAATAAGATCAACTGATCATTCCACAATTATTAGCTG 

TTTGTGCACACACGCATCTAAGGTTGCCAATCATGTGTTTATCTAGCTAGCTAACTTGCA 

GTTGGTTCTGCAGAAATCAGTACTTGAATTCAAGATCTTGGTAACAACTCATCTTTTCTC 

TCTTTTTCTTGATGTACAAAAAGAACAAGATCTTGGAACCAACCATAACTTCTATCTATT 

CCAAGAAAATTCTCTTTGTTCCTTTCCTACATGCCTCCAATGTTTTTCCTTCAATGGGCA 

CAGATATATACTAGTATAGTAGTAGCTACCTTCTTGATCCAATCAATTGCATCCAAATTG 

AAGGTGATGCCTGTCCATGTATGCATGTCAGTTGATCCTTTTCTACAGCAAAGGTAGCCA 

TAACTGAAGTGATCATGACCTCTTCTGCAACTCTCATATATAGATCAAGTTGCATATTTC 

AACTATGCATACATGCTAGCTTCCCATACCTCAAGAATCATGCCTTCTCTTTTTCTTTAG 

TTCCTCCCCCTTTTTTGCCCCCTTTTTTTGGGGTGTGCCCATGCCCTTAATTTGTTTTTA 

GTTATTGGAATTATTTTTTTTTGCCACAACATTTAATGTTTCTCTCTGTTTGTGTACATA 

TAGCTGCAAGCTAACCGTTTGAAAAGTCTTGAGCCAACGCAAGAAATATCAGATAGTGAG 

ATCACATGCCCCAAATTAAAATGCATAAATTTGTGGGGTGGCTAATGATTTGTTTGTTAC 

AAACAAAACAGTCCGGCATTTTTTAAATTCTGTTTCAAGTGGAGGCTAGCTAGCTAGCTT 

GATCAGATGATTTTCCTGAAATCTACAAACGAGAACAAAATTCACACGTCTTGTCTGCCT 

CCATCTTGTCGCCTTCTCCTCCCCATAACAGAAGGATATTCTCACTGCTATGAGTTTGTT 

TGGCCTCTTCTTGGCCTTCTCCTCCTTATCTGTCCCTGTTGCTGCCATGCAATCAAATAT 

TCTCCCACTTTGCCTGATCCTTAAAGGGAATTAACAGCCAGTGGATGGGGACAAACTTAA 

CACCAAAAGAGGCCCTCTCACTTTGCCTATTAGTAGAATATAGCCAGGAAATCATGTAAA 

AAGGTTATAAATTAAAGAAAAATGTGTGCTGAATGGGATAAATACGATAATTAATTGATT 

CTATATAGACCTTTCGAAAAAATAGCAAATATGATGCTGTTCCTAGCTAGCTCATTGTAC 

TTTTCCTCCTCATACCCCCCCTAACCCTCTCTTCTCGTCTCTTCTCAACACGTACATGCA 
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TCAATTGTTAATGCAAATTTTCTCTATATTAATTGTGTTGATTTCTCTTGTACGTACTTT 

CTAGTTGTCTTTCTTACTTAGATGGCTATGCTAATAATTAGCCAAGTTTGTGTTTCCATG 

TTTATGAGTAAATTGATCATTAGGCTAATTAATGGCTTTACATTTTTCTGAAATTATATG 

TTAGTCTTTTGTTGATTGTTTATTTTTTCTTGCATTCAGAGATCGCTTGCGTTGGTGGCA 

AGGAGTGGTACTTCTATAGCCTTAGGGATAGGAAGTATGCAACTGGCCAACGAACAAATA 

GAGCAACCGAATCGGGCTACTGGAAGGCCACAGGAAAAGATCGCCCAATAAGCCGGAAAG 

GATTGCTCGTCGGTATGCGAAAAACCCTGGTGTTCTACAAAGGTAGAGCCCCTAAGGGGA 

AGAAGACCGAGTGGGTCATGCATGAATTCCGCAAAGAAGGACAAGGGGATCCGATGAAGT 

TGCCTCTCAAGGTACGTATTATATTTTTAATACATTCTTAATTTATAAATATAAATATTA 

TTCCTTTGTTGGATTCTCCATGTAAAATATCCATTTACTAGATGCCAATCCTTTATTTAT 

GCACTTATTTGTTGATTCTTGTATATATTATATATGTATATGATGTCTAAAATATAATAG 

ACTTTGTACAAGCCAATCCTTTATTTATGCACTTATTTGTTGATTCTTGTATATATTATA 

TATGTATATGATGTCTAAAATATAATAGACTTTGTACAAGCGAGAAGTATCGGGTTTGGT 

AGTCAGTATGAAATAAAGAATTATTAATTAAATAATTAACTTCATATGATATTTATTACA 

CAAGAAGGAGACCGACTGGAATGCCAAGTTGTTCTTCATTTGAATAACACATATGCAATG 

GATAATGGAATGACAACTATCTGTGTACATGTCCTCTCCTGATCTCATAACTTCATGATT 

GAAAAGTGAGAAATACCAAATTTAAGCACACTTTCATGATAATTTAGGTGTCATATGAGG 

AGGTGAATATGCTAAGTATCTCATTTTTTATGATTAGAACATCATCGATACTTAATATAT 

TGACATGATGTTATTAGTTAATGCTAACGAGGTTCAATTTTAATTTGGAAGTTATTCTTT 

ACTTCCATGTCACTCTCATGCCAGCTCTAAATGAGTTATGTTCTCTTCTAGATACACCTC 

AATAGATGCATGTGCAACTATTGACTCAGTTCTATAAAGCATTCATGTCTCTTTCCAATA 

ATTTCTTAATGTGTGAGATGCTCTCTCCAAACAATTAATAGAAGAGAATTAAAACAAACT 

ACTTATTTATCATAAATGTAATCTTCATCCAATGTTTTTATGTGAACAGGAGGACTGGGT 

CTTGTGTAGAGTCTTCTACAAGAGTAGGACAACCATTGCCAAGCTGCCAACGGAGGGTAG 

CTACAACAATATTGACAGTGTGGCCACAACTTCACTGCCTCCCCTCACTGACAACTACAT 

TGCATTTGATCAGCCTGGTTCAATGCAAAACCTAGAGGGTTATGAGCAAGTGCCCTGCTT 

CTCCAATAATCCCTCTCAACAGCCATCGTCGTCGATGAATGTTCCGTTGACATCGGCCAT 

GGTTGATCAAGAGCAAAACAATATGGGTAGGGCGATCAAGGATGTGCTGAGCCAATTCAC 

CAAGTTTGAAGGCAATGTGAAGAGGGAGGCCCTTCAAAGTAATTTTTCCCAGGATGGATT 

TGATTACTTGGCTGAGAGTGGCTTCACACAAATGTGGAACTCACTCAGTTGATTTAATTT 

CGAAGGAGATATATATTGATTGTTGCGAATTGAGGAGGAAACTCTTAAAGTGTGCTTATG 

TGCTATTGCATGTAATTGTGATATAGACGTATAGTACCATTCTAGTTCACATTATTTGCA 

AAAAAAAAGGGGTGATCAAAAGAGATATTATCATCATCAATGATGTAAATACATTATTTG 

TGTACTAGGGTGTGATAAAAAAAATTAGTGCATGATGCTAAAATTAATGGTATATATCAA 

TAGAGCTAGAATCTTCTTTTA 

CDS 

>ONAC011 

ATGAGCGGGATGAATTCGCTGAGCATGGTGGAGGCGAGGCTGCCGCCGGGGTTCAGGTTC 

CACCCGCGAGACGACGAGCTCGTGCTGGACTACCTGGAAAGGAAGCTCCTCGACGGCGGC 

GTGGGCGGCGCCGCGGCGGCGGCGGCGGCGGTCACCATCTACGGCTGCCCGGTGATGGTC 

GACGTCGATCTCAACAAGTGCGAGCCATGGGACCTTCCTGAGATCGCTTGCGTTGGTGGC 

AAGGAGTGGTACTTCTATAGCCTTAGGGATAGGAAGTATGCAACTGGCCAACGAACAAAT 

AGAGCAACCGAATCGGGCTACTGGAAGGCCACAGGAAAAGATCGCCCAATAAGCCGGAAA 

GGATTGCTCGTCGGTATGCGAAAAACCCTGGTGTTCTACAAAGGTAGAGCCCCTAAGGGG 
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AAGAAGACCGAGTGGGTCATGCATGAATTCCGCAAAGAAGGACAAGGGGATCCGATGAAG 

TTGCCTCTCAAGGAGGACTGGGTCTTGTGTAGAGTCTTCTACAAGAGTAGGACAACCATT 

GCCAAGCTGCCAACGGAGGGTAGCTACAACAATATTGACAGTGTGGCCACAACTTCACTG 

CCTCCCCTCACTGACAACTACATTGCATTTGATCAGCCTGGTTCAATGCAAAACCTAGAG 

GGTTATGAGCAAGTGCCCTGCTTCTCCAATAATCCCTCTCAACAGCCATCGTCGTCGATG 

AATGTTCCGTTGACATCGGCCATGGTTGATCAAGAGCAAAACAATATGGGTAGGGCGATC 

AAGGATGTGCTGAGCCAATTCACCAAGTTTGAAGGCAATGTGAAGAGGGAGGCCCTTCAA 

AGTAATTTTTCCCAGGATGGATTTGATTACTTGGCTGAGAGTGGCTTCACACAAATGTGG 

AACTCACTCAGTTGA 

Protein 

>ONAC011 

MSGMNSLSMVEARLPPGFRFHPRDDELVLDYLERKLLDGGVGGAAAAAAAVTIYGCPVMV 

DVDLNKCEPWDLPEIACVGGKEWYFYSLRDRKYATGQRTNRATESGYWKATGKDRPISRK 

GLLVGMRKTLVFYKGRAPKGKKTEWVMHEFRKEGQGDPMKLPLKEDWVLCRVFYKSRTTI 

AKLPTEGSYNNIDSVATTSLPPLTDNYIAFDQPGSMQNLEGYEQVPCFSNNPSQQPSSSM 

NVPLTSAMVDQEQNNMGRAIKDVLSQFTKFEGNVKREALQSNFSQDGFDYLAESGFTQMW 

NSLS* 

 

LOC_Os05g37080 (ONAC012) sequence information 

Genomic sequence length: 1637 nucleotides 

CDS length: 825 nucleotides 

Protein length: 274 amino acids 

Genomic Sequence 

>ONAC012 

ATATACGAGCCTTTGCTACCCACCACGAGAGAGACGCCCACCGTACATCGATCCATCGCC 

GGCCGGCCGCACACGGGGTGGATTGAGATCGATCGATCGATCGGGCAGCGGCGGACATGG 

GAGAGCTGCCTCCGGGGTACCGGTTCTACCCCACTGAGGAGGAGCTGGTGTGCTTCTACC 

TCCGGCACAAGCTCGACGGCGGCCGACGCGTCCCCGACATCGAGCGCGTCATCCCCGTCG 

CCGACGTCTGCTCCCTCGATCCATGGCAGCTCCCAGGCACGTTGATCGTCGTCGTCGTCG 

TCCTTGCAGCTAATTGTATTTACACCTTGCGTATGCCGTGCAATGCGTGTTCGCGCCGCC 

GCTAGCTAACGGGGGTCGTTCTTGATTACGTTGTGCAGAGGCGCACCAGGGCGCGTGGAC 

CGGCGACGGCGAGCCGTGGTTCTACTTCTGCCCGCGGCAGGAGCGGGAGGCGCGGGGCGG 

GCGGCCGAGCCGCACGACGCCGTCGGGGTACTGGAAGGCCGCGGGCACGCCGGGGTGGGT 

CTACTCCTCCGACGGCCGCCCCATCGGCACCAAGAAGACCATGGTGTTCTACCGCGGCCG 



S47 

 
CGCGCCGGCGGGGGCCAAGACCAAGTGGAAGATGAACGAGTACAGGGCCTTCGAGGAAGA 

CGACGACAACGCAGCCGCCGCTGCTCCGGCACAGAACCATTATCTCCAGGTAAATTGAAC 

TTAGAGATGCCTCTTTTTTTTTATCCTATCCTATTTTTTTTAGATATGGAATTAAGTCCT 

ATATAACAAACCTAACATCATGGTCAAGTTGCAACTTCAATCATTTCTCATTCCAAAACA 

AAACATACTCCTTTATGCTCTAGTTGCAATGGTGATCGTGATGAGAGGCGGCTAGCTACT 

GTAGACGCACGAGCCGTGAGGGAAACTACAACTTGGAATATAAAACGTTAATTTGTGCTT 

GTTAATTTCGCAGACGAGGAGTGACTTCAGCTTGTGCCGGCTGTACACCAGGTCAGGGTG 

CCCCCGGCAGTTCGATCGCCGGCCGCCGAGCTCCTCGGTGGCAGGCGGCGGCGGCGAGAA 

CCGGGCGGCGCCGTCATCCACCGCGGCTGCGTTTGCCAACGAGGATGCTGCTGAATCCTC 

CGGGAAGAGTCAGAAGAGGAAAAGGAGCGCGCCAGATGACAGCCTTGACAGCACCTCATC 

CAGCGACGACAATGGCGGCTGCGATGGCTCTATGCTGCAGCAACAGCAGCAGAGGCAGAG 

AGGAACCGATGAGGAGCTTGTAGAGTGCAGCATGACGGACTGGGCAGATCTTTTGGACTG 

GTTTTGATGTAGGAATTCGATTTTACGGTCGGTCGTAAATTCAAGAAAACGGCGGTCGAT 

CTCTAATTTTTGTTGCTAATTTTCATTATTTTTTTCGTGTTGCCAAAAAATATTTTAGCA 

GTCAAATGGTAAATTTTGAGAAAGATCTCAGACAGTTGGCAGCTCAAAGACACAATTTTT 

TAATGATAACGGAAACTAATAAAAGCCTGCTGAAAATCAAATTGTAGCGTTTGTTGAATT 

AATTGTTGATGCAATTTTTGACAAGAGCAATTGAATCATTGCCAGGAACAATAAAATCCA 

ACAAAATATACTTATCA 

CDS 

>ONAC012 

ATGGGAGAGCTGCCTCCGGGGTACCGGTTCTACCCCACTGAGGAGGAGCTGGTGTGCTTC 

TACCTCCGGCACAAGCTCGACGGCGGCCGACGCGTCCCCGACATCGAGCGCGTCATCCCC 

GTCGCCGACGTCTGCTCCCTCGATCCATGGCAGCTCCCAGAGGCGCACCAGGGCGCGTGG 

ACCGGCGACGGCGAGCCGTGGTTCTACTTCTGCCCGCGGCAGGAGCGGGAGGCGCGGGGC 

GGGCGGCCGAGCCGCACGACGCCGTCGGGGTACTGGAAGGCCGCGGGCACGCCGGGGTGG 

GTCTACTCCTCCGACGGCCGCCCCATCGGCACCAAGAAGACCATGGTGTTCTACCGCGGC 

CGCGCGCCGGCGGGGGCCAAGACCAAGTGGAAGATGAACGAGTACAGGGCCTTCGAGGAA 

GACGACGACAACGCAGCCGCCGCTGCTCCGGCACAGAACCATTATCTCCAGACGAGGAGT 

GACTTCAGCTTGTGCCGGCTGTACACCAGGTCAGGGTGCCCCCGGCAGTTCGATCGCCGG 

CCGCCGAGCTCCTCGGTGGCAGGCGGCGGCGGCGAGAACCGGGCGGCGCCGTCATCCACC 

GCGGCTGCGTTTGCCAACGAGGATGCTGCTGAATCCTCCGGGAAGAGTCAGAAGAGGAAA 

AGGAGCGCGCCAGATGACAGCCTTGACAGCACCTCATCCAGCGACGACAATGGCGGCTGC 

GATGGCTCTATGCTGCAGCAACAGCAGCAGAGGCAGAGAGGAACCGATGAGGAGCTTGTA 

GAGTGCAGCATGACGGACTGGGCAGATCTTTTGGACTGGTTTTGA 

Protein 

>ONAC012 

MGELPPGYRFYPTEEELVCFYLRHKLDGGRRVPDIERVIPVADVCSLDPWQLPEAHQGAW 

TGDGEPWFYFCPRQEREARGGRPSRTTPSGYWKAAGTPGWVYSSDGRPIGTKKTMVFYRG 

RAPAGAKTKWKMNEYRAFEEDDDNAAAAAPAQNHYLQTRSDFSLCRLYTRSGCPRQFDRR 

PPSSSVAGGGGENRAAPSSTAAAFANEDAAESSGKSQKRKRSAPDDSLDSTSSSDDNGGC 

DGSMLQQQQQRQRGTDEELVECSMTDWADLLDWF* 
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LOC_Os02g15340 (ONAC013) sequence information 

Genomic sequence length: 1999 nucleotides 

CDS length: 1080 nucleotides 

Protein length: 359 amino acids 

Genomic Sequence 

>ONAC013 

ATCTCAAATCAGATCATCTCAAGTTCCCAAACCCTAGCTATCTCTGCTGGTCTCCCCCAA 

GCTCTCCTTTATATAACACAAACTACATCATCTCCTTTCTCTTGTGTGCAACATCACAAA 

CACAACCTTTCACTCCCATCTTGGCTTTCTTTCCTGTCTCTAGCTTAGCTACCTGTTGCT 

TCCAAGCTGAGAAAAACCAAGCAAAAGAAGCTGTTTGTGTGCCTTTCCAAGGTATAGATT 

TGCATGCATATACACTTTATCCTGTCCAGTTAGAAACTTATATAAGGACTTGTAAGTTTC 

TTTACTGAATTAAGGTTAAGTAAACTTGCTAAATGCATGAGTTTTCTGATGCATTGTGAA 

TTTGTGGGTATTTCTCAGAGTGAAAAAAAAAATGCATCCTAATGGCGCGCCGCTGGCCGT 

GCCACCGGGTTTCCGGTTCCATCCGACGGACGAGGAATTGCTCTACTACTACCTGAGGAA 

GAAGGTTGCTTATGAGGCCATAGATCTCGACGTCATCAGGGAGATTGACCTCAACAAGCT 

TGAGCCTTGGGATCTCAAAGGTATAAACACATATGCTTGCTAATTAATTAACTAGCACTT 

CTTTAGAAAATGAACAAACTTACAAATGTATATGTTGTGTTGGTGCTTAATTTTTTTCAC 

AAAATCACCTAACGATTTTAAATTTAACTTTATGAATATATTGATTAACATATATATGGT 

TGCATTGATGCAGATCGATGCAGGATTGGGACGGGGGCGCAGGAGGAGTGGTACTTCTTC 

AGCCACAAGGACAAGAAGTACCCGACGGGGACGAGGACCAACCGCGCCACGGTGGCCGGC 

TTCTGGAAGGCCACCGGCCGTGACAAGGCCATCTTCCTCGGCAGCGGCGGCGGCACGAGG 

ATTGGCCTGAGGAAGACGCTGGTGTTCTACACCGGAAGGGCCCCGCACGGCAAGAAGACC 

GACTGGATCATGCACGAGTACCGCCTCGACGACGACAATGTCGACGTCCCGGTAAGCACC 

ATCACCATTCTAATCGATTTCAAGCTAGATAGTTTAGATCAAGTAGAGTTGAGCTCTGAT 

TAATGGCGGTTTCTTGGAATGTTGCATTGGATGCGTGCAGGAGGAAGGATGGGTGGTGTG 

TAGGGTATTCAAGAAGAAGAGCATCCATCAGAGGGGCTTCGACCAGCCGGACATGGCGGC 

GGCGGCCGACGAGGACGAGCTCCGGTACCAGCTGCTCCACGGCGCGGGCATGTCGTCGTC 

GCCGGTCGACCAGAAGCACGTGCTCCTCCAAGAGCAGCTCGTCGCGCACGGCGCCCATGG 

CGGCGGCTTCGTCGTCCCGGCGTTCGAAGCCTCCATGCACCTCCCGCAGCTCGCCAGCGC 

CGACGCGGCGCCGTGCGGCGGCGGCGGCGGCGGCCATGTCGCGTTCGCCTCCATGAACCC 

GCTCGACGCCGCCGGCTGCGGCTCGCAGAACATGATGACGATGAAGATGGCAGCGACATC 

CGGTGGCGAGATGCTGCTGATGAGCGGCGGCGGCGTCGACGGCGGCCGCTTCGGCGCCGC 

CGCCGACTGGTCGATCCTTGACAAGCTCCTGGCGTCGCACCAGAACCTCGACCAGCTCTT 

CCATGGCAAGGTCGCCGGAGCGCATCAGCAGCAGCAGCAGATGGCCATGGACGCCGCCTC 

GTCGTTGCAGAGGTTGCCGTTCCACCATTACCTCGGGTTGGAAGCTGCAGATCTTCTCAA 

GTTTTCTATGTAGAAATTTTTTAGCTATATGTAATGTAGTATCTGCTTCTTGATTAATTA 
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AGCAGGCGAATTCTTGTTTTTTTTTCTCTTCTAGTTTTGTCAAATTATTAGTACTAGTTT 

CAGTTTGATAAGGTTAATATCGGAGTTCTGCTAGCTACTGGCCTACTGTTCTATAAGCAT 

GTGTATACAGACAGTCTGAATGCCGTATGAACTTCTTTCTAAATGTTTCAATTCAAGTTT 

GTTCATCTCGAATTACTAA 

CDS 

>ONAC013 

ATGCATCCTAATGGCGCGCCGCTGGCCGTGCCACCGGGTTTCCGGTTCCATCCGACGGAC 

GAGGAATTGCTCTACTACTACCTGAGGAAGAAGGTTGCTTATGAGGCCATAGATCTCGAC 

GTCATCAGGGAGATTGACCTCAACAAGCTTGAGCCTTGGGATCTCAAAGATCGATGCAGG 

ATTGGGACGGGGGCGCAGGAGGAGTGGTACTTCTTCAGCCACAAGGACAAGAAGTACCCG 

ACGGGGACGAGGACCAACCGCGCCACGGTGGCCGGCTTCTGGAAGGCCACCGGCCGTGAC 

AAGGCCATCTTCCTCGGCAGCGGCGGCGGCACGAGGATTGGCCTGAGGAAGACGCTGGTG 

TTCTACACCGGAAGGGCCCCGCACGGCAAGAAGACCGACTGGATCATGCACGAGTACCGC 

CTCGACGACGACAATGTCGACGTCCCGGAGGAAGGATGGGTGGTGTGTAGGGTATTCAAG 

AAGAAGAGCATCCATCAGAGGGGCTTCGACCAGCCGGACATGGCGGCGGCGGCCGACGAG 

GACGAGCTCCGGTACCAGCTGCTCCACGGCGCGGGCATGTCGTCGTCGCCGGTCGACCAG 

AAGCACGTGCTCCTCCAAGAGCAGCTCGTCGCGCACGGCGCCCATGGCGGCGGCTTCGTC 

GTCCCGGCGTTCGAAGCCTCCATGCACCTCCCGCAGCTCGCCAGCGCCGACGCGGCGCCG 

TGCGGCGGCGGCGGCGGCGGCCATGTCGCGTTCGCCTCCATGAACCCGCTCGACGCCGCC 

GGCTGCGGCTCGCAGAACATGATGACGATGAAGATGGCAGCGACATCCGGTGGCGAGATG 

CTGCTGATGAGCGGCGGCGGCGTCGACGGCGGCCGCTTCGGCGCCGCCGCCGACTGGTCG 

ATCCTTGACAAGCTCCTGGCGTCGCACCAGAACCTCGACCAGCTCTTCCATGGCAAGGTC 

GCCGGAGCGCATCAGCAGCAGCAGCAGATGGCCATGGACGCCGCCTCGTCGTTGCAGAGG 

TTGCCGTTCCACCATTACCTCGGGTTGGAAGCTGCAGATCTTCTCAAGTTTTCTATGTAG 

Protein 

>ONAC013 

MHPNGAPLAVPPGFRFHPTDEELLYYYLRKKVAYEAIDLDVIREIDLNKLEPWDLKDRCR 

IGTGAQEEWYFFSHKDKKYPTGTRTNRATVAGFWKATGRDKAIFLGSGGGTRIGLRKTLV 

FYTGRAPHGKKTDWIMHEYRLDDDNVDVPEEGWVVCRVFKKKSIHQRGFDQPDMAAAADE 

DELRYQLLHGAGMSSSPVDQKHVLLQEQLVAHGAHGGGFVVPAFEASMHLPQLASADAAP 

CGGGGGGHVAFASMNPLDAAGCGSQNMMTMKMAATSGGEMLLMSGGGVDGGRFGAAADWS 

ILDKLLASHQNLDQLFHGKVAGAHQQQQQMAMDAASSLQRLPFHHYLGLEAADLLKFSM* 

 

LOC_Os01g01430 (ONAC016) sequence information 



S50 

 
Genomic sequence length: 1539 nucleotides 

CDS length: 1023 nucleotides 

Protein length: 340 amino acids 

Genomic Sequence 

>ONAC016 

TTTCTATCCTTTTCTTCTTCTTCCATCGATTGCATTCAAATATTGATCAATCACGAGATT 

AATTGATTGATATCCATATATATATGATGACCATCGACCTGCAGCTTCCGGCGGCGGCGT 

GCGGTGATCATCACACAGCAGCAGGGGCAGGGCTGCCGCCGGGATTCCGGTTCCACCCGA 

CGGACGAGGAGCTCCTCCTCCACTACCTCGGCAAGCGCGCCGCGGCGGCGCCCTGCCCGG 

CACCGGTGATCGCCGAGGTGGACATTTACAAGTACAACCCGTGGGAGCTGCCGGCCATGG 

CGGTGTTCGGGGAGTCGGATGGCGAGTGGTACTTCTTCAGCCCACGCGACCGCAAGTACC 

CCAACGGCGTCCGTCCCAACCGCGCCGCCGGCTCCGGCTACTGGAAGGCCACCGGAACCG 

ACAAGCCCATCTCCATCTCGGAGACGCAGCAGACGGTACTGCTGGGCGTGAAGAAGGCCC 

TCGTCTTCTACCGCGGTCGCCCGCCCAAGGGCACCAAGACCAGCTGGATCATGCACGAGT 

ACCGCCTCGCCAACGCCGCCGCCTCCTCCTCCTCCTCCTATACTAGTAACATGAAGCAGC 

TGGCCTCATCATCATCGTCCAGCTCCAGCAGCGCCAGCATGAGGGTACGTACGTGCTACG 

GTGCTAGTGCTAACTACATATATATATATCCTCTTCCATATACTCCATCCACTGATCGAT 

ATATATATATGCGCAATTATATTCATGCGCGTACGCAGCTGGACGAGTGGGTGCTGTGCA 

GAATCTACAAGAAGAAGGAGGCCAACCAGCAGCTGCAGCACTACATCGACATGATGATGG 

ACGACGACAACGATGACGAACACAACCTGCAGGTGCAGCAGCAGCAGCAGCAGCAGGCTC 

AAAGCCACCGGATGCCAAGGCCTCCATCCATCTCAGACTACCTTCTCGACTACTCCGACG 

ACCTCCCGCCGTCCACCGATCAGACGCCATCTCTGCACCTTGGATTCACGGCGGTGAACG 

AGGGCAACAACAAGAGGCACAAAACTATGGAGGAATATTATTCTATTTCCATTTCCACTG 

CAGATATGCTGCATGCGTCGTCGTCCACGTCCAACAACAAGTCGACGCAAATCAACTTCT 

CCTCCATATTTGAGCCGCAGACGCCTGCAGCTGCGGGCCATCAGCTGATGTCTTCTCACA 

ACGACGACACATCCATATGACCAACCTCCCCCATCAACTATCTAAAGCTAGGTTAGCAGA 

TTCAATTCGTTCAGTCATCATTTCACTACCTACGTTCGTTACGTCCAAGCTTGTTCACAA 

TTATTGGAGGGGTTGGATTTAATTGAATTGAATTCTTGTTCATCACAAACTGATAGATAA 

TTAATTAATAGATTAATTGTCAGGAATGTACATACATACATACATGTGTACTGGAGTACA 

TAGCTAGCAATTAGTGTCAATTATATACGTTGTTGTAAGTCGTTGTAAGTAACAGTTAAT 

CATGTGCCAAATATATAGCAGTGTTTTACAACAAATTAA 

CDS 

>ONAC016 

ATGATGACCATCGACCTGCAGCTTCCGGCGGCGGCGTGCGGTGATCATCACACAGCAGCA 

GGGGCAGGGCTGCCGCCGGGATTCCGGTTCCACCCGACGGACGAGGAGCTCCTCCTCCAC 

TACCTCGGCAAGCGCGCCGCGGCGGCGCCCTGCCCGGCACCGGTGATCGCCGAGGTGGAC 

ATTTACAAGTACAACCCGTGGGAGCTGCCGGCCATGGCGGTGTTCGGGGAGTCGGATGGC 

GAGTGGTACTTCTTCAGCCCACGCGACCGCAAGTACCCCAACGGCGTCCGTCCCAACCGC 

GCCGCCGGCTCCGGCTACTGGAAGGCCACCGGAACCGACAAGCCCATCTCCATCTCGGAG 

ACGCAGCAGACGGTACTGCTGGGCGTGAAGAAGGCCCTCGTCTTCTACCGCGGTCGCCCG 

CCCAAGGGCACCAAGACCAGCTGGATCATGCACGAGTACCGCCTCGCCAACGCCGCCGCC 

TCCTCCTCCTCCTCCTATACTAGTAACATGAAGCAGCTGGCCTCATCATCATCGTCCAGC 

TCCAGCAGCGCCAGCATGAGGCTGGACGAGTGGGTGCTGTGCAGAATCTACAAGAAGAAG 



S51 

 
GAGGCCAACCAGCAGCTGCAGCACTACATCGACATGATGATGGACGACGACAACGATGAC 

GAACACAACCTGCAGGTGCAGCAGCAGCAGCAGCAGCAGGCTCAAAGCCACCGGATGCCA 

AGGCCTCCATCCATCTCAGACTACCTTCTCGACTACTCCGACGACCTCCCGCCGTCCACC 

GATCAGACGCCATCTCTGCACCTTGGATTCACGGCGGTGAACGAGGGCAACAACAAGAGG 

CACAAAACTATGGAGGAATATTATTCTATTTCCATTTCCACTGCAGATATGCTGCATGCG 

TCGTCGTCCACGTCCAACAACAAGTCGACGCAAATCAACTTCTCCTCCATATTTGAGCCG 

CAGACGCCTGCAGCTGCGGGCCATCAGCTGATGTCTTCTCACAACGACGACACATCCATA 

TGA 

Protein 

>ONAC016 

MMTIDLQLPAAACGDHHTAAGAGLPPGFRFHPTDEELLLHYLGKRAAAAPCPAPVIAEVD 

IYKYNPWELPAMAVFGESDGEWYFFSPRDRKYPNGVRPNRAAGSGYWKATGTDKPISISE 

TQQTVLLGVKKALVFYRGRPPKGTKTSWIMHEYRLANAAASSSSSYTSNMKQLASSSSSS 

SSSASMRLDEWVLCRIYKKKEANQQLQHYIDMMMDDDNDDEHNLQVQQQQQQQAQSHRMP 

RPPSISDYLLDYSDDLPPSTDQTPSLHLGFTAVNEGNNKRHKTMEEYYSISISTADMLHA 

SSSTSNNKSTQINFSSIFEPQTPAAAGHQLMSSHNDDTSI* 

 

LOC_Os11g05614 (ONAC017) sequence information 

Genomic sequence length: 2578 nucleotides 

CDS length: 885 nucleotides 

Protein length: 294 amino acids 

Genomic Sequence 

>ONAC017 

AACCATGGATACAAGCTAGCTTTGCTTCTTCTTCTTCGTCTTCTTGTACCAAATCATTCA 

AAGTTTTCTTTCTTCAAGCCTTCAATCTTCTATATATATCTCCCTCCATGATCAACCAGC 

TATAGCTACCTCACTCCAACAATCGCCGACCACGATGGCCACCACGAGGAGCGGCGTCGG 

CGGCGCCATCAGCGACCCATTTGCGACGCCGGGGTTCCGCTTCTACCCGACGGAGGAGGA 

GCTTCTCGGCTTCTACCTCCGCCACCGCCTCGCCGGCACGAGGCCCGACGTCGAGCGCGT 

CATCCCCGTCGTCGACGTCTACGGCTACCACCCGTCCCAGCTCGCCGCCCTGGCCGGGGA 

GGCGAGCGCGCGCGACACGGAGCAGTGGTTCTTCTTCTGCCCGCGCGCCGAGCGGGAGCT 

CCACGGCGGCCGGCCGGCGCGCACCACGCCGTCGGGGTACTGGAAGGCCACGGGATCCCC 

GTCCTGCGTCATCTCCTCCGCCACAAACAGGGTCATCGGCGTCAAGCGCACCATGGTGTT 

CTACCAGGGCCGCGCCCCCACCGGCACCAAGACCCGCTGGAAGATGAACGAGTACAAGGC 

CGTCGCCGACGACGCCGACGCCGCCGCCGCCGCCATGCTCCACCCAATGGCGCCTCCCAG 
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GGTACACACATGAACTGATTAATGTATGATGTGTTAATTAGTTAGTTAATTATGTGCGTG 

AAGTGTTTGATGTTTGTTCGAGCAGCTGAGGAACGAGCTGGGAGTGTGCCGGGTGTACAT 

CAGCACGGGCACGCTGAGATCGTTCGACCGCCGGCCGCTCGATAATCAAGCGGCGGCGCC 

CACCCAGCAACAGGTGATGCCATCTTTGACGGCGGCGGCGGCGGTGAACACGAACCTCTG 

CGGCGGCGGCGGCGGCGTCGTGTTCGCCGGTGCACAAGGAGACAGCTCCCGCGACTGCAG 

CTCGTCGTCGGGGTCGCGAGAACTCGCCGGCGGCGCCGATGGGTCTGAAGACGACGCCAT 

CGACTGGAACTCGCTCATCAGTAGCGCCACTGCTGATGATCTCGGCTTCAACACCGTCGT 

TGGTTTTGATCCTAGCATCGTCGGATCATGGCCACAAGTCTAGTGCTTGATTACGCGTAA 

TATAAAATTAATCGAGTTTAGTGATCAGTTAGTTTTTTGTTTTTTTGCAAGAAGTTCAAA 

AATTATTGCTGTGTGTTTTGCACTGAGTAGCAAAGATGGGAGGATTAGAAGATGAATCGA 

TTAGTTTGCAAATCAGGTGAATTAATTAGAGTAATTAACATCTGTAGTAATAGTAAGTAG 

AAAATCAAAATGAGAAGTTGTAGCAGAAAGTATATACTACCACAAATCCGTTCTTAGTCC 

GACTCCGAATTAATCCCAGACGGAAGATCGATCGAGACCGATTCGGAGATGGAGCCGATT 

TTGCTTGGAAATCAATGGAGAGGTGAAATGGGATCGGATTCATGGGCGGCTACATAAGCA 

GGAGTCGAGAGGCCGCACCAGCTCATCATCATCATCATCATCATCTCATTCCCCGCGGTT 

CGATCCTCCTCGCGCTCTCGTCGTCGTCGTCGTCATCTCCGGTTGATCGATCACTTCACT 

TCAAGTCGATGTCGGCCATGGCGGCTCTCCCTGTGCTGCTCCCGACCCCGCCGAGGAGCA 

AGATGCTGCCGCTGCTCCCGACGCCGTGCCTCGTCATCCTCCCCGCCAACTTCGCCACGT 

CGGTGGCCTCCAACGCGCCCAAGCCCGGCCGCGCCGACGCCGCCGACAGGTGGGACACGC 

ACAAGAAACCCACCAGCTCGTCGTCGTCGTCAAGCTCCAGCACCGGGAGCGCCAGCCGCG 

CCGCCGCCTGCGAGCGCAAAGAACCCGGCAGCCCAGCGTCGTCGTCGTCAAGCAGCGGCG 

GGAAGCCCGGCCGAGCCGACTCCTGCGAGCGCTGGGACACGAACAAGGCCAAGAACCAGA 

TCATCAGCAGCGGCCGCCTCACGCCGGCGTCGTCGTCGTCGACGAACGCGCGCTGGGACA 

TGAACAAGGTCAAGAACACGGCGCCGCCGTCGAACAGCAACAAGCGGCCGGTGAGCCGCG 

GGTCCGCCTCGGCCGAGCGCTGGGACATCAGCAAGAAGCATCGCTCGCAGGACGCCGCCG 

CCGCCGCTCTCGGCTCGGCGAGTGATCGGAAGTTGACGACGGTGGCAAAGCCGCAGCAGC 

CGCTGTTCTCTGGGCCGGCGTTCCTGACCTCGCCGGAGCCAAGCATGCTTCCCATGCCCA 

CCTTCTTGATGGCCCGATAGCTTCTGCTTGTGCATTTCAACTTCAGATGAATCGGACTGT 

AGTTAGGATGGGATTTGATGAAGCATGTTATTCTTTGTGGGTCTGTTTGTGATCAATTGA 

ATTGAATTGAACTTGGATTATGTTTAATTTATAGTCGTAAACTCGTAATGTCAGCTAGAA 

CGCACATGAATGATCGATAATCTATTCGGCTAGCTGTCCTAAACTGTAACTAAAGAGTTT 

GTATATTGGGATATCTGAGTTGTCATGTTCTTATTGAAACAATGATGATCTTCACGGA 

CDS 

>ONAC017 

ATGGCCACCACGAGGAGCGGCGTCGGCGGCGCCATCAGCGACCCATTTGCGACGCCGGGG 

TTCCGCTTCTACCCGACGGAGGAGGAGCTTCTCGGCTTCTACCTCCGCCACCGCCTCGCC 

GGCACGAGGCCCGACGTCGAGCGCGTCATCCCCGTCGTCGACGTCTACGGCTACCACCCG 

TCCCAGCTCGCCGCCCTGGCCGGGGAGGCGAGCGCGCGCGACACGGAGCAGTGGTTCTTC 

TTCTGCCCGCGCGCCGAGCGGGAGCTCCACGGCGGCCGGCCGGCGCGCACCACGCCGTCG 

GGGTACTGGAAGGCCACGGGATCCCCGTCCTGCGTCATCTCCTCCGCCACAAACAGGGTC 

ATCGGCGTCAAGCGCACCATGGTGTTCTACCAGGGCCGCGCCCCCACCGGCACCAAGACC 

CGCTGGAAGATGAACGAGTACAAGGCCGTCGCCGACGACGCCGACGCCGCCGCCGCCGCC 

ATGCTCCACCCAATGGCGCCTCCCAGGCTGAGGAACGAGCTGGGAGTGTGCCGGGTGTAC 

ATCAGCACGGGCACGCTGAGATCGTTCGACCGCCGGCCGCTCGATAATCAAGCGGCGGCG 
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CCCACCCAGCAACAGGTGATGCCATCTTTGACGGCGGCGGCGGCGGTGAACACGAACCTC 

TGCGGCGGCGGCGGCGGCGTCGTGTTCGCCGGTGCACAAGGAGACAGCTCCCGCGACTGC 

AGCTCGTCGTCGGGGTCGCGAGAACTCGCCGGCGGCGCCGATGGGTCTGAAGACGACGCC 

ATCGACTGGAACTCGCTCATCAGTAGCGCCACTGCTGATGATCTCGGCTTCAACACCGTC 

GTTGGTTTTGATCCTAGCATCGTCGGATCATGGCCACAAGTCTAG 

Protein 

>ONAC017 

MATTRSGVGGAISDPFATPGFRFYPTEEELLGFYLRHRLAGTRPDVERVIPVVDVYGYHP 

SQLAALAGEASARDTEQWFFFCPRAERELHGGRPARTTPSGYWKATGSPSCVISSATNRV 

IGVKRTMVFYQGRAPTGTKTRWKMNEYKAVADDADAAAAAMLHPMAPPRLRNELGVCRVY 

ISTGTLRSFDRRPLDNQAAAPTQQQVMPSLTAAAAVNTNLCGGGGGVVFAGAQGDSSRDC 

SSSSGSRELAGGADGSEDDAIDWNSLISSATADDLGFNTVVGFDPSIVGSWPQV* 

 

LOC_Os10g38834 (ONAC018) sequence information 

Genomic sequence length: 6594 nucleotides 

CDS length: 1026 nucleotides 

Protein length: 341 amino acids 

Genomic Sequence 

>ONAC018 

AATTTGCTTCTCATCTTTCTTCTCTACTCCTCTCAAATACAAGAGCTCACACTGCTCCCT 

AGCTTCCTTCTTCATCCCTTGAACTAGTTGTCAGCTACTGACCAGCCTGAAGATAGATGC 

TAGTTTGTGTAGAGAATTCGATCTTCTGAGGTGAGTTGCAGTGATCACAAGTTTGCGGTT 

TCATCGATCAATTGATTTGGTGAATGAGTTGCGAGTTGGATCCACATTTTCATGTTCTCT 

GTTCTTACTTTTTTTTTTAAAGAGGCTGTATGCCGTTTCTGTCTTTGATCTGTTCGGTTA 

TCCGTTTTCATCTCTCAAAGCTATCCTTCTTTCTTGGTTTGGTAGCGATTGATGTGTCCA 

CTCTATTTCCATCAGATCTTTGTCATGTCTTTAGAATTTGAGTGACTGATGTGAGGGAGC 

ACAATCTCCATGCTACGATCTAACTTAGCTTGTAGTTTTTTCAACCGTTTTTTAATCTCT 

TCCAATTAATTACTGGTTGGATACATATGTGATGAGAACTTACTACCGGATTTTTCTTGA 

TGTTCATGTGCTGATACATCTCAACAAATAGGTTATAATATTGACAGGAATCGACGGGAT 

ATCTTCCCAGTTCCAACGTTTGATGTACTACTCTATTAGGCCATGCTCGGTTTGAAAGAG 

ATTAAAGAGTATTGAGCTATTGGGCCATGTTCGGTTTGAAAGAGATTGAAGAGTATCGAG 

GGGGAATAATTTCACACCACAACAGGTGTGAAATAAATTCCCTCCAATCCCTAACGGAAC 

ATGTTCTTACTGCAACAAGCAGTAATATGTTAACAAGAGGAAAACTGGAAAATTATCTTT 

AGACTTTGTTGATATAAACACCTTTTTATAAGTCAAATTTGACATTGGATCAAAGAGGAA 

AGTAGAATTAGTCGCTATATATTGGATATATAGACTTAATTGATTCTATCTATTCCTATG 
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ATAAATACATGGTCCAAACCCAGAAATGATTTCATCTAGAATTTAAATCAGTCCAAAGGA 

CAAAGGTTGTATCACAAGAAGATGAAAATGTAGAGCACCCCATTTTTTGTGCAATATATT 

TTCATAGAAAATACCAGACTCCCCCCCCTCCCCACGGGAAAAAAATGTGGATATAGACCT 

AAAATGTTGATATTGATGATTTTTTTTTCTTGAAAAGAACTGATATTGATGATTGATTCT 

GGTATTTCGAACTAGATTAGTTTTGTTTGTATTCCTACATATTATGTATCTTCATATTGA 

TTGTGTCACTCTCAGCAGAATGTTTGTTTACCAGAGCAGAATCTACTACAAAATGGTTTG 

AACCATTTTAATTTCCTAAAAAAAATTATGCCACATTAAATCAAGATAGAACAAAAAAAA 

TACAGAAATATGTTTATATAACCATATGTAGCTTTTTGTTGAAGTAGGGAGCTGATATAA 

TCGTTATACTCCAGAGAAGTAATTCTCATGGGTCTTGAGTGGAGTGCAACTGTGTATAGT 

AGATCGAAAATCCAAACTTTTCTTATTTTCCTATAGCAATGGAAATGAAGTACTCCCTCC 

GGGCTGATAATACTTGTCGTTTTAGACAAAAGTGAGATCAAACTTTAAAATATTTGATTA 

TGAATCATTTTAAAAATATTTGTCTTTCAAATATGGTAACTATATGTATATATTAGTCTT 

AAAAAGTACTTTAATAAAATCATATATTTGTTAATACTTATATATATTATAATAGAAAAT 

AATGGTCAAAGTTGTTATTTGAATATCGTGTTCTTATCCAAAACGACAAGTATTATCAAC 

CCGGAGGGAGTAGGAGTAAGGAACGAGAGTACCCCTTTTCCATTATTATTTTCCTAAACT 

TTTGAAAGCGGAATTTATAATGCATACAGTAACACGTTAAAACATTAACCATCATTAAAA 

AAAAACTTTAACCATCAATCTCAATTTAAATAATTTGATTCAACTTTTGAATGTGATATC 

ATTATGTTATTTTTCAAAAATAGTTTCAAAATACTCACTTCGTTTTTTAATATATGAAGC 

CATTGACTTTTGACACAATGTTTAACTATTTATTTTGTTAAAAAATATAAATGTCATTTA 

TTTTGTTGTAATTTGTTTTATCATTAAAGAAACTATAATCTTAAGTTATACCTTTACATA 

TTTACACTAATTTTTTAATAAAATGAATGTATTATTAAAATTTTATATAAAAATAGGTGG 

TAGTATTATACCCTTGGCATATAATTTTTAAAATTTTATACTAGTAAATAATACTCCCTC 

CATCTATTTTTGATAGTCATATTTCCAAATATGAAAATTTTATTTTTGATAGGCATATTT 

CAATCCAACAACCTATCATCATAATGACTTTCTCGGATTTAATGCATGACTCTCCATTCT 

TTCACACTAGATTGGCTACATGGGCATTGAAAATGTAAATATTAATGAATCGCATGTTTA 

CGAGAAATGACTAGTAACATGTTTAAATGGATGATAAGTAGAATTACTTATCTTTGGTCT 

GTGTGCTAAGATAAAATATGACTATCAAAAGTAGATGGAGGGAGTAATCAATAGTGTCTT 

AGTGACTGCACTCTCTATTCCAGAAAAAAACCAACTTCTGGCTAGATATCATCTGAGGTT 

GCTTTTTTCTAGAAACAAATCGAGGGAGTGTAATATAAATGTCGAAAATGTCACTTGTTT 

GTGGCTAGAGGGATTATATAACTTAGGGGATTAGTCAGGCATGCAACAAGTTAGTTATGC 

ATCCCCATAAAGGGCACAGGACCAGAGATGTGCCATGGAATTCCTAGACAAAGGGACAGA 

ATGGTCAGAGGCCGTGCAAAGAACCAATGGTTGTGCAATGCCCTAGCTGCTTGCTGCTTT 

ATAGAGCTAGCCCCTCAGTCCCCGGTGCAGGCAGCAGGCCTGATCGATCACAAAAGGGGC 

TCTCCCATCTCCTACTGATCTCCATTTCTATTCCTACATGTCTACTGCTACAACAAATGC 

ATGCTGATCTCTGCATGGCGTATTGCCAATGTCATTGGCATATATTGCCTTCTCTCAGTG 

TATTCTAAAAAGGATTTCTGTTTTGTTGTGACGATACATTGGCATATCATATTACTGAAT 

CTCTGAATCCCTGCCTTCTCTGTGTATTGCTAACCACTAAAGAGTACTCCAGTTTGCAAT 

GCATCCATGAATCTCTGTCAAATTCTTCGTGCTAAAGTGCATGACTGTCTGTAGTAGAAG 

ACTCAACTAGCTAACATATACACTTTGTTGAGGAAAAAAGCAAGCTCAAGTTATGACAGA 

TCCTATATTCAGAAACAACATGTCTGCATCCATCCATATAGTATGTGTTACACTGGTCCA 

TGTCTCTGTAGCAGCTATGATTCACTGCTGACTATATAGCCAATATGCTCCTGATCACAG 

AGTCGACACTATCATTCACAGCCTGCAACTTTGCTGCATCCAGGCCCGCCCTGGAGCTCA 

GGCTTTGCCGTACTTTGCCAGTAGTAAAATTGTTCAGACTTCACCATACACTATTCTACT 

ACTACCTCCGTCCCATATTACTTGTCTTTTTGAGTTTTTGTTTATCAATGTTTGATCATT 

CGTCTTATTCAAAAAATTTTGGAATTATTATTTATTTTGTTTATCATTTGCTTTATTATC 
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AAAAGTACTTTACATATGACTTATCTTTTTTTATATTTGCACTAATTTTTCAAATAAAAT 

GAATGGTCAAACGTTGCAAATAAAAAGTCAAAAACGTCACCTATTATGGGACGGAGGGAG 

TAGTAACTGTCCTAGAAACCAGAAAGCAAGAACTAAACCCCAGCATGGCGCCTGCGTTAA 

ACTTTTCTGAAAGCACTGAAACCCATGCACGCGCTTAGGCAAGTTCATGGATGGTGGTTT 

AGTTCACATCCAACCAGTAGTCAAGTATGCAGTACTGCACTACTGTCTCCTCCTGCAAAC 

TGCAACTGATGAGAACTAGCTAGCTAGCTTTGCTATATAGAAAAATGCAGCTTCGAATGA 

TTCTACCACTCGATCGCTAGCTGTGTGCATGTCTGCTTGGAGATATAAAGATTGAGTTGT 

TTGCTGAATTTTATGCATGCAGGCGTATGGTGATCATGGAGTCATGTGTGCCTCCTGGGT 

TTAGGTTCCACCCCACCGACGAGGAGCTCGTCGGCTACTACCTCCGGAAGAAGGTGGCCT 

CGCAGAAGATCGACCTCGACGTCATCCGCGACGTCGACCTCTACCGCATCGAGCCATGGG 

ATCTCCAAGGTTTAATTAATCTTCATACATATATACTTAATTTCATGCATGCATAGCTAG 

ATCAATCGAGCTAGCTATATATAGATCGATGCTGATCATGCATGGATTGGGGTGGGTGAG 

AAGAGCATTGCAGGATAGGGTACGAGGAGCAGAGCGAGTGGTACTTCTTCAGCTACAAGG 

ACAGGAAGTACCCGACGGGGACGAGGACGAACAGGGCGACGATGACGGGGTTCTGGAAGG 

CGACGGGGAGGGACAAGGCGGTGCGTGAGAGGAGCAGGCTCATCGGGATGAGGAAGACGC 

TCGTCTTCTACAAGGGCAGGGCACCCAACGGCCACAAGACCGACTGGATCGTCCACGAGT 

ACCGCCTCGAGTCCGACGAGAACGCCCCGCCTCAGGCAAGATCTCCATTTATCTCTCTCT 

CAATCAACAAGATCGATCTACAGTTTCTAGAAAAGATTAATTAGCTAGATCTTGGTTTCT 

TACGGCATCCAGTAGATTCAGTGATTCACATGCAGCAGTTTGCCGCGTAATAAAAAAAAT 

GCACGCTAGCATGAGTATATGGTACAGTAGAACAGTAATGCATGAACTGATCGATGAGCA 

TTGGAAATCGTTGTGAATCTTATTGCCTTGAGGCGTGCGTAGTTTTGGCTTCTAACCTGA 

AGGCCGAATTCATCATGGACGCGCGCGCTCCTCCGATCCGCATGCTGCTGATGATGAGTT 

CAGCGGCGAACCAGTGATGGATAGCCACGTCGGCGGGAGGACTGGACTTTGGCGGAGTGT 

AGCGGCGGCGGCGGCGGCGGCGGGAGGACGGATTGATCGGAAGTTACAGAGACGACGGCG 

CCTCGTGGATTGGGCTTACTAGGCCGAATTTGCTTTTTTGTTTGGCCCGGCTTATTTCTA 

AGAATAGCCCAATAGCAGCCTTGAAGGCCCAATTGGTTTAGCAAACTCTTACTCTCTCTT 

CTCTTGACACGTTTAGCAAACCGCCCGTCAAAACTAACGCAAGATTCGTGACAACAAAAC 

CACTTCGAAAAACGGGAGTTTTTTTTCCCGGATTTCTACTGATATCCAACTGTTTAATGT 

ATAAGGGCATGTTTGATAGAACTTCAACTTCTAAATTTAGCTCTAGGAGTTGGGTTTGGA 

GTGGAATTGTGGAGCTGGCTAACCCCAGCTCCACCTCTATAGATCATTTTGTGAGAGAGC 

TCCACCCAGCTTCGCTTCTATTTTTGTTGGAGCTGAAACTATTTGCCTGAGCTCCAACTC 

CAGAAGAGATAGAGCTGGAGCTGGAGATGTGCCAAACAGGCCCTAAATTTAAATGTTTTT 

CAAACATGGGGTCGAATGTTTTTCAAACATGGGGTCGATTTTGTTTCACAAGTACTCCTT 

ACTATTGATCATCGAGTCATTCACCATGAATGGTGCGTGCATTGCAGGAAGAAGGCTGGG 

TGGTGTGCCGCGCGTTCAAGAAGCGAACCATGCAGCCGCCGCGGAGCTCCATCGGAGCAT 

GGGAGGCGAGCTACTCCTACCACGACCCCGCCGTCTTCGTCGGCGGCGGGGAACACTTCA 

AGCAAGAGGCCGCGGCCGAGCTGGACGGCGTCGCCGCCGCCGCCGGAGCTAACGCCTTCC 

TGCGGTACTCCACCCGCCTGGCCGAGCTCCCGCAGCTGGAGAGCCCGCCGCTGCCAAGCC 

AGGGGAGCCAGGCGGCCTCGGCCGTCGTCGACGGCGAGGAAGATAACGCCGATTCTAGCA 

GGCGCCCTGGCGGCGGCGGCGGCGCCGCCGCCGCGGTGACCACGGACTGGAGGGCGTTCG 

ACAAGTTCGTCGCGTCCCAGCTCAGCCCCGAGGAGCAGCACACCTGCCGGGCCACCGACG 

ACGACGACATGGCAGCGCTGCTGCTCCTCGACGGCGGCGGGCAGGAGGACGACGCCGGGA 

GGTGGCTGGGCTCCGCCGGGTTGCTGAGCGCCGTGGCGGCCGACGCGACGACGGACTGCG 

GCCTCGGCACCAGCTGCGTGCCTGGCGACATCAACTGATTCAGGGCCAAGCCGATCGAGC 

TCTCACTTCTCCTTAGCATAAAGTGTGAGATATCTACGAATTGTATGGATGGCTATATAT 
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ACGTACGCCTATACATATGTAGCTGGTCAAAGCATCGTTTCAGTTTCAGTTTCAGTTCTT 

GGAAGTCAATGGATGTTGACCATTATATAGCTCCATCTATCACTGCACAGATGTTAAAAA 

TCAACCATACATCTCTACTTCCTCCATAAGATGAAACGGAGGTAGTACCTTGTTATCGAT 

GGCAATGGCATATATGCTTGGTAATAGATATGGTACATACGACCTGAGTTAATT 

CDS 

>ONAC018 

ATGGTGATCATGGAGTCATGTGTGCCTCCTGGGTTTAGGTTCCACCCCACCGACGAGGAG 

CTCGTCGGCTACTACCTCCGGAAGAAGGTGGCCTCGCAGAAGATCGACCTCGACGTCATC 

CGCGACGTCGACCTCTACCGCATCGAGCCATGGGATCTCCAAGAGCATTGCAGGATAGGG 

TACGAGGAGCAGAGCGAGTGGTACTTCTTCAGCTACAAGGACAGGAAGTACCCGACGGGG 

ACGAGGACGAACAGGGCGACGATGACGGGGTTCTGGAAGGCGACGGGGAGGGACAAGGCG 

GTGCGTGAGAGGAGCAGGCTCATCGGGATGAGGAAGACGCTCGTCTTCTACAAGGGCAGG 

GCACCCAACGGCCACAAGACCGACTGGATCGTCCACGAGTACCGCCTCGAGTCCGACGAG 

AACGCCCCGCCTCAGGAAGAAGGCTGGGTGGTGTGCCGCGCGTTCAAGAAGCGAACCATG 

CAGCCGCCGCGGAGCTCCATCGGAGCATGGGAGGCGAGCTACTCCTACCACGACCCCGCC 

GTCTTCGTCGGCGGCGGGGAACACTTCAAGCAAGAGGCCGCGGCCGAGCTGGACGGCGTC 

GCCGCCGCCGCCGGAGCTAACGCCTTCCTGCGGTACTCCACCCGCCTGGCCGAGCTCCCG 

CAGCTGGAGAGCCCGCCGCTGCCAAGCCAGGGGAGCCAGGCGGCCTCGGCCGTCGTCGAC 

GGCGAGGAAGATAACGCCGATTCTAGCAGGCGCCCTGGCGGCGGCGGCGGCGCCGCCGCC 

GCGGTGACCACGGACTGGAGGGCGTTCGACAAGTTCGTCGCGTCCCAGCTCAGCCCCGAG 

GAGCAGCACACCTGCCGGGCCACCGACGACGACGACATGGCAGCGCTGCTGCTCCTCGAC 

GGCGGCGGGCAGGAGGACGACGCCGGGAGGTGGCTGGGCTCCGCCGGGTTGCTGAGCGCC 

GTGGCGGCCGACGCGACGACGGACTGCGGCCTCGGCACCAGCTGCGTGCCTGGCGACATC 

AACTGA 

Protein 

>ONAC018 

MVIMESCVPPGFRFHPTDEELVGYYLRKKVASQKIDLDVIRDVDLYRIEPWDLQEHCRIG 

YEEQSEWYFFSYKDRKYPTGTRTNRATMTGFWKATGRDKAVRERSRLIGMRKTLVFYKGR 

APNGHKTDWIVHEYRLESDENAPPQEEGWVVCRAFKKRTMQPPRSSIGAWEASYSYHDPA 

VFVGGGEHFKQEAAAELDGVAAAAGANAFLRYSTRLAELPQLESPPLPSQGSQAASAVVD 

GEEDNADSSRRPGGGGGAAAAVTTDWRAFDKFVASQLSPEEQHTCRATDDDDMAALLLLD 

GGGQEDDAGRWLGSAGLLSAVAADATTDCGLGTSCVPGDIN* 

 

LOC_Os06g01230 (ONAC019) sequence information 
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Genomic sequence length: 3228 nucleotides 

CDS length: 1179 nucleotides 

Protein length: 392 amino acids 

Genomic Sequence 

>ONAC019 

ATATAAAGTGGTTCTCAAAAAAAAAGTGAAAGACAGAGAGGTCGGAGAAGGGAAAAGTGG 

CGATGAAACAAGGGAAAGTGGAGATGACGCCGGCGGTCGCCGCCGCGGCGGTTCTGCCGG 

TGGGGTTCCGTTTCCGGCCGACGGACGAGGAGCTGGTGAGGCACTATCTGAAGGGAAAGA 

TCGCTGGGCGGAGCCACCCTGACCTCCTCCTCATCCCGGACGTGGACCTCTCCACCTGCG 

AGCCCTGGGATCTCCCGGCCATGTCCGTTATCAAGTCCGACGACCCCGAGTGGTTCTTCT 

TCGCCCCCCGCGACCGCAAGTATCCCGGCGGCCACCGCTCCAACCGCTCCACCGCCGCCG 

GCTACTGGAAGGCCACCGGCAAGGACCGCCTCATCCGCTCCCGCCCCGCCGGCCCCCTCA 

TCGGCATCAAGAAGACCCTCGTCTTCCACCGCGGCAGAGCTCCGCGGGGCCTCCGCACCG 

CCTGGATCATGCACGAGTACCGCACCACTGAGCCTCACTTCCAATCAGGCAAAAACGTAA 

GCACGACCAAATATATACTGTCTACTCCATACTCTAAATATAAATAGCTGAGCAAATCAA 

ATGTGTCTATTTGCTTTAATTTGTCAGGGTAGCTTCGTTCTGTATCGCCTGTTTAACAAG 

CACGAACAAGATGATACCCATACCCCGGCCTCCAATTTGGACCAACAATTGTCCACGTCT 

TCTCAAGGCAATCCCCAAAATGGCACACCTGCTGTCCAACCGGCCCTCGCCTCAATAATG 

AAGGATCATCAGACCTTACCATCATCTGGTTTCAGCCAACTGACTGAAATACAAGATGCT 

AGTACATCTGTCCATGACAAAGAGCAAACTGTAGCCCATGTGAGTTTCTTATTAATTCTC 

CTGCATTACTGGTCCCCATGGCATTTATATGATAATAAATTTCTTTTCTTTTTTTTCTTT 

TGTGTGTGTGTAAAACTTAGGACGATGCTTTTCTGGACGTGTTATCTCAACTTCCAGACC 

TAGAGCCTGAGCAAAGATACAATGGATTCCCTAATATCACCTCTCCAATTCGCCCTTACA 

GCGATCACCCTTTTGTCGGCAATCTGGGTGAGCAAGATCTTTCAGCGCATTTTGGCAGTA 

CCTTGTCTGAGCAGGACCTGCAAAGTTTGTTGTTTAGTCCAAATTACACCAAAATGGATA 

AGCACCCCACTGGAAACGTAGAGTCTAATCCTACCGCGTCGTCCAACAATCCAAACAATA 

ACACATTACTCATGGATAGTTGGAGGAAGAATGATTCATATCAGATGCTTCTAATTCAGG 

TTAGAATATTCTAGAATTTACTCTTACACATTTTGACTAATCTCATGAGAACATTTTCTT 

CCCTTCTATTTCCTGTTCTAAACAAAGCGTGCAGACAACACAGATGCTACTTGCTGTTCT 

TCTTCAATCAATGCACCACAAACAGAAACAAGTGATGCTAATCTTGAAGCAAGAGCCCAG 

AGTAGCAGCATGGTCTACAGTGGAGTAGCCGAGGGCTCCCCCTTGTGCAACCAAGATCAA 

CTACACTCCGCATTCAATCCTCACATGGAGTCACAAAAGAGTGGAGCCTTCTGTTGGGCT 

GGATTGTGGACCCCTTATCCCCAGCATTGGTTCGATACTATCGTAGAACCGGGCAGGAGT 

GGCATGACATTTTCAGATGCCTTGAAAGAACAAGGTCAGGAACAGGCACCTTCAATGAAG 

CACTTGACAGCTCAAGATCTCGTTGATCCACAACAAGGAACTGCTGCAAGAAGGATCCGC 

CTTGTATGCTCTGTTGAGAGGGCATCAGTCTCTCAACCTGTATCCTCACATTTGCAGAGT 

GAATATGAAGCTGGATCATGCTGTAACACTCGCAATTCATCTAATAACAAGAAGGAAAGT 

GTCAGGAGTGAAGATGAAGCTGGATCATGTTGTAACACTGGAAGTTCATCTAATAACCAC 

AGCGAGGAAAATGACGATGCAGCCTCCCAGATTATGGTACTACTACAGTTTATTGTAAGT 

CTATTTACTCATAGTAGTATAGTTTTGATTAAAATGGTCTTGATCAGGATGGAGAACCAA 

TGCATATTCAGTGCAAAGAGGATACCCCTATTCAAGTGGATCATTCAGTGGAAGTTATGG 

ACAAGCTCCAAGGCTTCTCCTTTCATGGTAAGCAATCTTTGTTAAATTCGTAATTAGAAC 

TTGAGACATTGAAATTTATATCTTCCACCTGGCAAAAAGAAATTTATATCTTCCTACATA 

TACCTCATGAAGGGTCCTGGACTTTTTCTTTCTTGCTAGTGTAAAGTGGTAGTCATCGTT 
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AATAAATATTAGTGGTGTATTTACCAAGCTAGCAAGGGTATGACATGCATTCGCCCCTAG 

ATCTCAAGTACAATTAGCTAATTTGAAAAAGGTCAATATTGGCTTGAGATGTCATTAATG 

CTAAGTGTAAGAACTTGAGTTTTCTATATATTGAAAAAATATATAGTACTCCCTCCGTTC 

CACATTATAGGATGTTTTGGCCTCTCCATCGCTCTTCTAGATTCACTACTATTCATATGA 

ATTTGAACATATATATGTAACACATACATCGACCTATGCATGAACCTATTCAAAACCCAA 

AACGTCTTATAATGTGAAAGTATGGGATTTTGTCCACGAACAGTAGGTCTTCGTCTCTTA 

TGCGGTATAGTTTAGAGGATGGGATCGTGTGGAACATTTGTGAAACAGACTACTGGAGCC 

AATGTTGTTTGCAGGGCTGTTGTGGCTGAGTTATTTTTTTCTCTCTGACGATGTAGCTGA 

TCTCCTTCAATTTCCCACGTGCAGAAGAGATGTTGGTACATGCTAATCAGCCCCGTGGAA 

CTAATCTAAAGCAGAGGCTGTTGAGAGTGGAGTCTAGAAATAGCAATGAGAATAATGTAC 

CTTCGTTGGAGACACGAGAACAGCAGCATGCACCTCATATTCAGAAATGGACTAGCTCTG 

TTGTGCGACTAGGGTGGGGGTGGCAGTGGCCGGCTCTCTTTGTGATGGCCGGCTCTCTGC 

TTTTGTTGGTTGGTGTGTGGAAATCTCTGAATCACACTACCTGACTAATGTAAATAAATG 

GTCGCTTAGCTTAAGCTTGGGAGCCTCATATATACTACTACATATGTTCTTTGGAAAGTA 

CTGCAGGTAACTGGTTCATATAAAGAAGTTGCAAGAGTTCATTAGCTA 

CDS 

>ONAC019 

ATGAAACAAGGGAAAGTGGAGATGACGCCGGCGGTCGCCGCCGCGGCGGTTCTGCCGGTG 

GGGTTCCGTTTCCGGCCGACGGACGAGGAGCTGGTGAGGCACTATCTGAAGGGAAAGATC 

GCTGGGCGGAGCCACCCTGACCTCCTCCTCATCCCGGACGTGGACCTCTCCACCTGCGAG 

CCCTGGGATCTCCCGGCCATGTCCGTTATCAAGTCCGACGACCCCGAGTGGTTCTTCTTC 

GCCCCCCGCGACCGCAAGTATCCCGGCGGCCACCGCTCCAACCGCTCCACCGCCGCCGGC 

TACTGGAAGGCCACCGGCAAGGACCGCCTCATCCGCTCCCGCCCCGCCGGCCCCCTCATC 

GGCATCAAGAAGACCCTCGTCTTCCACCGCGGCAGAGCTCCGCGGGGCCTCCGCACCGCC 

TGGATCATGCACGAGTACCGCACCACTGAGCCTCACTTCCAATCAGGCAAAAACGGTAGC 

TTCGTTCTGTATCGCCTGTTTAACAAGCACGAACAAGATGATACCCATACCCCGGCCTCC 

AATTTGGACCAACAATTGTCCACGTCTTCTCAAGGCAATCCCCAAAATGGCACACCTGCT 

GTCCAACCGGCCCTCGCCTCAATAATGAAGGATCATCAGACCTTACCATCATCTGGTTTC 

AGCCAACTGACTGAAATACAAGATGCTAGTACATCTGTCCATGACAAAGAGCAAACTGTA 

GCCCATGACGATGCTTTTCTGGACGTGTTATCTCAACTTCCAGACCTAGAGCCTGAGCAA 

AGATACAATGGATTCCCTAATATCACCTCTCCAATTCGCCCTTACAGCGATCACCCTTTT 

GTCGGCAATCTGGGTGAGCAAGATCTTTCAGCGCATTTTGGCAGTACCTTGTCTGAGCAG 

GACCTGCAAAGTTTGTTGTTTAGTCCAAATTACACCAAAATGGATAAGCACCCCACTGGA 

AACGTAGAGTCTAATCCTACCGCGTCGTCCAACAATCCAAACAATAACACATTACTCATG 

GATAGTTGGAGGAAGAATGATTCATATCAGATGCTTCTAATTCAGACAACACAGATGCTA 

CTTGCTGTTCTTCTTCAATCAATGCACCACAAACAGAAACAAGTGATGCTAATCTTGAAG 

CAAGAGCCCAGAGTAGCAGCATGGTCTACAGTGGAGTAG 

Protein 

>ONAC019 

MKQGKVEMTPAVAAAAVLPVGFRFRPTDEELVRHYLKGKIAGRSHPDLLLIPDVDLSTCE 

PWDLPAMSVIKSDDPEWFFFAPRDRKYPGGHRSNRSTAAGYWKATGKDRLIRSRPAGPLI 

GIKKTLVFHRGRAPRGLRTAWIMHEYRTTEPHFQSGKNGSFVLYRLFNKHEQDDTHTPAS 
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NLDQQLSTSSQGNPQNGTPAVQPALASIMKDHQTLPSSGFSQLTEIQDASTSVHDKEQTV 

AHDDAFLDVLSQLPDLEPEQRYNGFPNITSPIRPYSDHPFVGNLGEQDLSAHFGSTLSEQ 

DLQSLLFSPNYTKMDKHPTGNVESNPTASSNNPNNNTLLMDSWRKNDSYQMLLIQTTQML 

LAVLLQSMHHKQKQVMLILKQEPRVAAWSTVE* 

 

LOC_Os01g01470 (ONAC020) sequence information 

Genomic sequence length: 1828 nucleotides 

CDS length: 963 nucleotides 

Protein length: 320 amino acids 

Genomic Sequence 

>ONAC020 

CCATCAATCTTAATTCGCTTCTACATTGGGGTGCTTGTTAATTTGCATGCGAGCTTGTTG 

AGGTATATATGTTCAATATATGAAGAGTACTATAGCTTAATTATGTTTGCACTATCTAGA 

AGTTGAGATTTTTGGCATTTACATACTACATCGATTTGCTAAATTAATTTGGTTAATGAT 

TTGCTTATATAGATAGATATATGTATTATTGGCTATATATGTCAGGTTGAAGCTAGCGAT 

CGTTGAGAGCAGTAGTAGGTGGTGAGCATGGGAGAGCAGCAACAGCAGGTGGAGCGGCAG 

CCGGACCTGCCTCCGGGCTTTAGGTTTCACCCAACGGACGAGGAGATTATCACCTTTTAC 

CTTGCACCCAAGGTTGTGGACAGCAGGGGCTTTTGCGTTGCTGCCATTGGAGAGGTGGAT 

CTCAACAAGTGCGAGCCATGGGATTTGCCAGGTAAACATTCTAGTATTATTTTGAATTGA 

GAGAAATTATATATATAATTAGGGAAATTTATATGATATGATATGATGCATGTGAAAAGT 

AAAAATAAATAAATGTAGGGAAGGCGAAGATGAATGGGGAGAAGGAGTGGTATTTCTACT 

GCCAGAAGGATCGGAAGTACCCGACGGGGATGAGGACGAACAGGGCGACGGAGGCTGGAT 

ACTGGAAGGCGACGGGGAAGGACAAGGAGATCTTCCGCGACCACCACATGCTCATCGGCA 

TGAAGAAGACGCTCGTCTTCTACAAGGGCAGGGCTCCCAAGGGCGACAAGACCAACTGGG 

TCATGCACGAGTACAGGCTCGCCGACGCCTCTCCGCCGCCGCCGCCATCCTCCGCAGAGC 

CCCCGAGGCAGGACGACTGGGCCGTCTGCAGGATCTTCCACAAGAGCTCCGGCATCAAGA 

AGCCGGTGCCGGTTGCTCCTCATCAGGTGCCCGCCGCCGCCAACTACCAGCAGCAGCAGC 

AGATGGCCATGGCCTCCGCCGGCATCATCCAAGTCCCCATGCAGATGCAGATGCCATCCA 

TGTCTGACCAGCTGCAGATGTTGGACGACTTCTCCACCACCGCTTCACTCTCACTCATGG 

CGCCGCCTTCCTACTCCACTCTGCCTGCAGGCTTCCCGCTTCAGATCAACAGCGGCGCCC 

ATCCCCAGCAGTTTGTTGGGAACCCGTCCATGTACTACCACCAGCAGCAGCAGATGGACA 

TGGCCGGCGGAGGGTTCGTGGTGAGCGAGCCGTCGTCGCTGGTGGTGTCGCCGCAGGATG 

CTGCCGACCAGAACAACAACGCCGCCGACATCTCGTCGATGGCATGCAACATGGACGCTG 

CCATCTGGAAGTACTGAAATACATACCATACATACATATATACATATGCATGCGCGAGCT 

TAATTAGTGTGATGACAGAGGGTGGTGGGTTAATTAGCTAGTATACTCCATTTTATGCAT 
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CCATCATATGGCTTTTGCATTGCCTTTAATTTTGGCTTCTTGTGTGAGATCGATGTGAGT 

GAGATTTGCTGAGAGATTATTATTATTAGTTATTATAGATTGCATGGCTAGCTATATTGT 

ACTACTAATAATATGTGTCTGCCAGCAATACGTATGTGTGTGAGCGTGCACCGTATAGCA 

AGGTATAGTTACAGGTATATACATACAAGATATATATAGGTATACATGCATGCGTGATAG 

ATATATGTGTGTATTTGTGCGTGAGCCCAGCTTGATTTGTGTTGTACATAGCTAGCAGTG 

CATGCCTGCTATTCCTCTGTATGGATTGAATTATGTGAATTAATTATTTTGTTTAATTAC 

AACATGCATGGTGTATGGTGTACTTATT 

CDS 

>ONAC020 

ATGGGAGAGCAGCAACAGCAGGTGGAGCGGCAGCCGGACCTGCCTCCGGGCTTTAGGTTT 

CACCCAACGGACGAGGAGATTATCACCTTTTACCTTGCACCCAAGGTTGTGGACAGCAGG 

GGCTTTTGCGTTGCTGCCATTGGAGAGGTGGATCTCAACAAGTGCGAGCCATGGGATTTG 

CCAGGGAAGGCGAAGATGAATGGGGAGAAGGAGTGGTATTTCTACTGCCAGAAGGATCGG 

AAGTACCCGACGGGGATGAGGACGAACAGGGCGACGGAGGCTGGATACTGGAAGGCGACG 

GGGAAGGACAAGGAGATCTTCCGCGACCACCACATGCTCATCGGCATGAAGAAGACGCTC 

GTCTTCTACAAGGGCAGGGCTCCCAAGGGCGACAAGACCAACTGGGTCATGCACGAGTAC 

AGGCTCGCCGACGCCTCTCCGCCGCCGCCGCCATCCTCCGCAGAGCCCCCGAGGCAGGAC 

GACTGGGCCGTCTGCAGGATCTTCCACAAGAGCTCCGGCATCAAGAAGCCGGTGCCGGTT 

GCTCCTCATCAGGTGCCCGCCGCCGCCAACTACCAGCAGCAGCAGCAGATGGCCATGGCC 

TCCGCCGGCATCATCCAAGTCCCCATGCAGATGCAGATGCCATCCATGTCTGACCAGCTG 

CAGATGTTGGACGACTTCTCCACCACCGCTTCACTCTCACTCATGGCGCCGCCTTCCTAC 

TCCACTCTGCCTGCAGGCTTCCCGCTTCAGATCAACAGCGGCGCCCATCCCCAGCAGTTT 

GTTGGGAACCCGTCCATGTACTACCACCAGCAGCAGCAGATGGACATGGCCGGCGGAGGG 

TTCGTGGTGAGCGAGCCGTCGTCGCTGGTGGTGTCGCCGCAGGATGCTGCCGACCAGAAC 

AACAACGCCGCCGACATCTCGTCGATGGCATGCAACATGGACGCTGCCATCTGGAAGTAC 

TGA 

Protein 

>ONAC020 

MGEQQQQVERQPDLPPGFRFHPTDEEIITFYLAPKVVDSRGFCVAAIGEVDLNKCEPWDL 

PGKAKMNGEKEWYFYCQKDRKYPTGMRTNRATEAGYWKATGKDKEIFRDHHMLIGMKKTL 

VFYKGRAPKGDKTNWVMHEYRLADASPPPPPSSAEPPRQDDWAVCRIFHKSSGIKKPVPV 

APHQVPAAANYQQQQQMAMASAGIIQVPMQMQMPSMSDQLQMLDDFSTTASLSLMAPPSY 

STLPAGFPLQINSGAHPQQFVGNPSMYYHQQQQMDMAGGGFVVSEPSSLVVSPQDAADQN 

NNAADISSMACNMDAAIWKY* 
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LOC_Os09g12380 (ONAC021) sequence information 

Genomic sequence length: 1640 nucleotides 

CDS length: 1488 nucleotides 

Protein length: 495 amino acids 

Genomic Sequence 

>ONAC021 

ACTAGCTCCACTCCTGCCCAGCCAAGAATCACCGATCCTGCCATGGCCGACGCCGACGCC 

GACGCGTGCCCCGCCGTCTTCGCCTCGCGCCACCCCACCGAGCAGGAGCTCATCTCCTCC 

TACCTTCACCCTCGCCTCCTCCTCACCACCACCAAGCCCGCCGCCGCCGTCGCCGCTGGC 

GGCGTACCGAGCTTCATCCACCACGCCGACGCGTACGCCGCCGACCCGGCCGACCTCACG 

GCGAGGCACCTCCCGGCGCGCGCCGCGGACGGCTCCAGGGCGTGGTACTTCTTCTCCCCC 

GTGCGGACCACCACCGAGCGCGGGACGCGGCGGGCGCGCGCGGTGGAGTCCGGGGACGGG 

TGCTGGCACTCGGAGTCGGGCGTCCGTGCCGTCGTCGACGCCGCCGGCCGCCGCGTCGGG 

CACCGGCAGTTCTTCTCCTTCGTCAAGAAGAGGGAGGAGGACGGCAAGCGGGTTCGCACC 

GGGTGGCTCATGGTGGAGCTCGGCGTCGACAACGATGCTGCTTCAGCCTCCTCCTCCAAT 

GAGCTGGTGCTGTGTAAGATTTACATGACGCCACGCATGCCGCCGCCCTCGCCGCCGAGC 

GCCGTGACGTCGTCGGCGGCGGCGACCATGGAGCTGATGCCACGCGCGCCGCCGCCGTCG 

GCGCCGAGCGCCGTGACGTCGCCGGCGGCGACGACCATGGAGCTGATGGCTGGAGGAGTA 

CACAAGAGGAGGAAGATATCCGATGAGATTGCAGCTGCCGCAACACCGCCGCATCCACAA 

CAACAACGACGACAGCGCTGTGTTCCAGACAACGACGGATCAAAAGAGAGCTCCGGCGAA 

TCATCATCTGTGGTCATACTCGATGACGACGACGACGATGCTGATGCTCCGGAAGATGGT 

GGTGCTGTCAGATCAAAACTGAGGTCGGACGATGGCGTCATGCTGGCCGATGCTCGAGAC 

GACGAACAACACGCCGCAACATCCGACTCCATGGCCGGAACATCCGGTGGCGCCGTCACG 

GGAGGAGGACACGGAAAGCTTCTTCCCGACCTCAACGTCGTCGCAACCGTGGCGCACGAC 

GACGAAGGCCGCCACGCACGGGGCGCACCGCGGCCACAAGACGGCGGCACCAGCACGACG 

ACGACGATGGTGGCCAGCGCCGGCGCCGAGCGCGGCAGCACGACGGGCCACCTGCCGGCC 

GCCACCGCCGGGTACCGTCGAACGCTGATGCTCTTCCTGGAGGAGGAGGACGACGACGCC 

GTGGAGGATGAGCAGCAGCAGCAGCAGGCGCCGCCGCTGCCACCCGCGACGTCGACGGCG 

ACGACGACGACGAGGACGGCGGCGGAAGCCAATGTGCAGCGGCAGCGGCAGCCACCGTGT 

TGTACATTTGTGGTGCACCCGTGCGCGGTGCACGCGAAGATGCGACACGGCGCGGCCTAC 

GGGTGCGGCTGCCGTGTGACCGGCGCTGTCCGGAGAGGCGGTTACCATCTGCCGAGGCGT 

GCAGTACATACTACGACTACTGGACAGTAGTTTATATACGACTTGTTGCTCCCTCCCGTC 

CTCACAAGAATGCGATTGTAGCATTCAAATTTTGTACTGTACAATAGAGAATATAACAAG 

AGTGTTGTACTTCCCATCTA 

CDS 

>ONAC021 

ATGGCCGACGCCGACGCCGACGCGTGCCCCGCCGTCTTCGCCTCGCGCCACCCCACCGAG 

CAGGAGCTCATCTCCTCCTACCTTCACCCTCGCCTCCTCCTCACCACCACCAAGCCCGCC 

GCCGCCGTCGCCGCTGGCGGCGTACCGAGCTTCATCCACCACGCCGACGCGTACGCCGCC 

GACCCGGCCGACCTCACGGCGAGGCACCTCCCGGCGCGCGCCGCGGACGGCTCCAGGGCG 

TGGTACTTCTTCTCCCCCGTGCGGACCACCACCGAGCGCGGGACGCGGCGGGCGCGCGCG 

GTGGAGTCCGGGGACGGGTGCTGGCACTCGGAGTCGGGCGTCCGTGCCGTCGTCGACGCC 
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GCCGGCCGCCGCGTCGGGCACCGGCAGTTCTTCTCCTTCGTCAAGAAGAGGGAGGAGGAC 

GGCAAGCGGGTTCGCACCGGGTGGCTCATGGTGGAGCTCGGCGTCGACAACGATGCTGCT 

TCAGCCTCCTCCTCCAATGAGCTGGTGCTGTGTAAGATTTACATGACGCCACGCATGCCG 

CCGCCCTCGCCGCCGAGCGCCGTGACGTCGTCGGCGGCGGCGACCATGGAGCTGATGCCA 

CGCGCGCCGCCGCCGTCGGCGCCGAGCGCCGTGACGTCGCCGGCGGCGACGACCATGGAG 

CTGATGGCTGGAGGAGTACACAAGAGGAGGAAGATATCCGATGAGATTGCAGCTGCCGCA 

ACACCGCCGCATCCACAACAACAACGACGACAGCGCTGTGTTCCAGACAACGACGGATCA 

AAAGAGAGCTCCGGCGAATCATCATCTGTGGTCATACTCGATGACGACGACGACGATGCT 

GATGCTCCGGAAGATGGTGGTGCTGTCAGATCAAAACTGAGGTCGGACGATGGCGTCATG 

CTGGCCGATGCTCGAGACGACGAACAACACGCCGCAACATCCGACTCCATGGCCGGAACA 

TCCGGTGGCGCCGTCACGGGAGGAGGACACGGAAAGCTTCTTCCCGACCTCAACGTCGTC 

GCAACCGTGGCGCACGACGACGAAGGCCGCCACGCACGGGGCGCACCGCGGCCACAAGAC 

GGCGGCACCAGCACGACGACGACGATGGTGGCCAGCGCCGGCGCCGAGCGCGGCAGCACG 

ACGGGCCACCTGCCGGCCGCCACCGCCGGGTACCGTCGAACGCTGATGCTCTTCCTGGAG 

GAGGAGGACGACGACGCCGTGGAGGATGAGCAGCAGCAGCAGCAGGCGCCGCCGCTGCCA 

CCCGCGACGTCGACGGCGACGACGACGACGAGGACGGCGGCGGAAGCCAATGTGCAGCGG 

CAGCGGCAGCCACCGTGTTGTACATTTGTGGTGCACCCGTGCGCGGTGCACGCGAAGATG 

CGACACGGCGCGGCCTACGGGTGCGGCTGCCGTGTGACCGGCGCTGTCCGGAGAGGCGGT 

TACCATCTGCCGAGGCGTGCAGTACATACTACGACTACTGGACAGTAG 

Protein 

>ONAC021 

MADADADACPAVFASRHPTEQELISSYLHPRLLLTTTKPAAAVAAGGVPSFIHHADAYAA 

DPADLTARHLPARAADGSRAWYFFSPVRTTTERGTRRARAVESGDGCWHSESGVRAVVDA 

AGRRVGHRQFFSFVKKREEDGKRVRTGWLMVELGVDNDAASASSSNELVLCKIYMTPRMP 

PPSPPSAVTSSAAATMELMPRAPPPSAPSAVTSPAATTMELMAGGVHKRRKISDEIAAAA 

TPPHPQQQRRQRCVPDNDGSKESSGESSSVVILDDDDDDADAPEDGGAVRSKLRSDDGVM 

LADARDDEQHAATSDSMAGTSGGAVTGGGHGKLLPDLNVVATVAHDDEGRHARGAPRPQD 

GGTSTTTTMVASAGAERGSTTGHLPAATAGYRRTLMLFLEEEDDDAVEDEQQQQQAPPLP 

PATSTATTTTRTAAEANVQRQRQPPCCTFVVHPCAVHAKMRHGAAYGCGCRVTGAVRRGG 

YHLPRRAVHTTTTGQ* 

 

LOC_Os03g04070 (ONAC022)sequence information 

Genomic sequence length: 1894 nucleotides 

CDS length: 951 nucleotides 

Protein length: 316 amino acids 
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Genomic Sequence 

>ONAC022 

ATCTCCACCTCACCTCGTCCATCGTCTCCAGTAAAAATCAAGATCGGCAAGCCAAGTGCA 

GAGGCAACCACCACCACCACCTGGAGCAGAGCGAGCGAGCGAGCGAGCAGAGCACACTGT 

CATCAATGGCGGCGGCAGTGGCTGTGGCTGGGCCGTCCATGGAGGTGGAGCAGGACCTCC 

CGGGCTTCCGTTTCCACCCCACGGAGGAGGAGCTCCTCGACTTCTACCTCTCCCGCGTCG 

TCCTAGGCAAGAAGCTCCACTTCAACATCATCGGCACCCTCAACATCTACCGCCATGATC 

CCTGGGACCTCCCAGGTAAACACCAACACACAGTGAGAGTTCAGCAAGAACGGAGACAGT 

GTTTGAGCTGGATGATCTGATGATGATGATGTGTGTGTTTCTTGTAAAAATGTGCAGGCA 

TGGCGAAGATCGGGGAGAGGGAGTGGTACTTCTTCGTGCCGCGGGACAGGAAGGCCGGGA 

ACGGCGGGCGGCCGAACCGGACGACGGAGCGCGGGTTCTGGAAGGCGACGGGGTCGGACA 

GGGCGATCCGGAGCTCCGGCGACCCGAAGCGGGTGATCGGGCTCAAGAAGACGCTCGTCT 

TCTACCAGGGTCGCGCCCCGCGCGGCACCAAGACGGACTGGGTCATGAACGAGTACCGCC 

TCCCCGACTACGGCGCCGCCCGCGCCGCCGCGCCGCCTCCCAAGGTTAAACTAATGCTCT 

CTTAGCAATTAACAAGAACAATCAGTTGCAGAGTTAATTATTAGAACGAATCCTTTAAGT 

GATCGCAAAATATTAGTACTACTGAATTCTTAAAATGGTCACAAAAAAAATGATCGGAAT 

GAAGTGAGAATGATCATGTCATTTATTTCTTTTTTGAACGAACAATGATCATGTCATATG 

TAGTACTAGTATTAGAGTATTAGTACATTGGCAGTGAATGCTCTCATTAATTTGGTTGTT 

TTTGGTGTGAAAATGGGGTGCAATGTAGTCGTTGTCCCAGTAGACTTGCAGTATCAATGA 

TGTAGATATTCCACGAAAGCGCACCAAGCATTAAGAATTAAGAATTGACACGGTTGACTT 

GGGAGTTGACTGCCTTGATTTTTACCATTGTACATGTAAATTTACTCCAGAGAACAAATA 

CTCCACTAGTAGTACAATTTTAACTTGGATTTTTCTCACACTGTGTTTGGCGGCAGGAGG 

ACATGGTGCTCTGCAAGATATACCGGAAGGCGACGCCACTGAAGGAGCTGGAGCAGAGAG 

CCTCGGCAATGGAAGAGATGCAGAGAGGATCAAGTCACGGAGACTACACGGCGACGAGAG 

CATCCCTCGTCCACGACGCCTCCGCCTCCACCGGCGACGACTACTTCTCGTCGGACGACG 

TCCACGACAGCGGCTTCCTGATCCAGTCCTCATCCTCGTCGGCGGCGCCGTCCGGCAGCA 

GCAGCAAGAACGGCGGCGCTGGCGCACCAAGGGAAGCCAAGAAGGAAGAAGCAGACGTCA 

CGGTCACGGTGGCGTCGGCGACGAGCCTACAGCTCCCGGCGGTGAGCCAGCTGCCGAGCC 

TGCAGCTTCCGGCGATGGACTGGCTGCAGGACCCGTTCCTGACGCAGCTGCGCAGCCCGT 

GGCAGGACCAGCACTGCCTGTCTCCCTACGCCCATCTGCTCTACTACTAAGCAAGGGGCA 

GAGAATTACATTGTGCATCGAAGCAAGAGGAGTCGATCACGATCTCCAGATGCATGTGCA 

AGAGCAAGAGATCAAATCACCCGTCGACGAAGAACAAGTAGCGTAGAATGGCTAGCTGTG 

GATTCGATTGTACATATAGTAGTAGCACCGAGATATCAATCAATCTTTTGGTCTTCTCTC 

AAGATAATATGATGCTTTCTGACTTGACAATGCT 

CDS 

>ONAC022 

ATGGCGGCGGCAGTGGCTGTGGCTGGGCCGTCCATGGAGGTGGAGCAGGACCTCCCGGGC 

TTCCGTTTCCACCCCACGGAGGAGGAGCTCCTCGACTTCTACCTCTCCCGCGTCGTCCTA 

GGCAAGAAGCTCCACTTCAACATCATCGGCACCCTCAACATCTACCGCCATGATCCCTGG 

GACCTCCCAGGCATGGCGAAGATCGGGGAGAGGGAGTGGTACTTCTTCGTGCCGCGGGAC 

AGGAAGGCCGGGAACGGCGGGCGGCCGAACCGGACGACGGAGCGCGGGTTCTGGAAGGCG 

ACGGGGTCGGACAGGGCGATCCGGAGCTCCGGCGACCCGAAGCGGGTGATCGGGCTCAAG 

AAGACGCTCGTCTTCTACCAGGGTCGCGCCCCGCGCGGCACCAAGACGGACTGGGTCATG 
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AACGAGTACCGCCTCCCCGACTACGGCGCCGCCCGCGCCGCCGCGCCGCCTCCCAAGGAG 

GACATGGTGCTCTGCAAGATATACCGGAAGGCGACGCCACTGAAGGAGCTGGAGCAGAGA 

GCCTCGGCAATGGAAGAGATGCAGAGAGGATCAAGTCACGGAGACTACACGGCGACGAGA 

GCATCCCTCGTCCACGACGCCTCCGCCTCCACCGGCGACGACTACTTCTCGTCGGACGAC 

GTCCACGACAGCGGCTTCCTGATCCAGTCCTCATCCTCGTCGGCGGCGCCGTCCGGCAGC 

AGCAGCAAGAACGGCGGCGCTGGCGCACCAAGGGAAGCCAAGAAGGAAGAAGCAGACGTC 

ACGGTCACGGTGGCGTCGGCGACGAGCCTACAGCTCCCGGCGGTGAGCCAGCTGCCGAGC 

CTGCAGCTTCCGGCGATGGACTGGCTGCAGGACCCGTTCCTGACGCAGCTGCGCAGCCCG 

TGGCAGGACCAGCACTGCCTGTCTCCCTACGCCCATCTGCTCTACTACTAA 

Protein 

>ONAC022 

MAAAVAVAGPSMEVEQDLPGFRFHPTEEELLDFYLSRVVLGKKLHFNIIGTLNIYRHDPW 

DLPGMAKIGEREWYFFVPRDRKAGNGGRPNRTTERGFWKATGSDRAIRSSGDPKRVIGLK 

KTLVFYQGRAPRGTKTDWVMNEYRLPDYGAARAAAPPPKEDMVLCKIYRKATPLKELEQR 

ASAMEEMQRGSSHGDYTATRASLVHDASASTGDDYFSSDDVHDSGFLIQSSSSSAAPSGS 

SSKNGGAGAPREAKKEEADVTVTVASATSLQLPAVSQLPSLQLPAMDWLQDPFLTQLRSP 

WQDQHCLSPYAHLLYY* 

 

LOC_Os02g12310 (ONAC023) sequence information 

Genomic sequence length: 1862 nucleotides 

CDS length: 759 nucleotides 

Protein length: 252 amino acids 

Putative Function: no apical meristem protein, putative, expressed 

Genomic Sequence 

> ONAC023 

CATCACAAAACACATAAAACTATATCATCATCTTCCATAGCTGTACACATCCTATATTTT 

CATTCATGGCGATGACACCGCAGCTAGCATTTTCTCGCATGCCTCCAGGGTTTCGGTTCC 

AGCCGACGGACGAGCAGCTTGTCGTCGACTACTTGCAGAGGCGTACCGCTGCGCAGCCAT 

GCGTTACTCCCGACATCACCGATATCGACGTTTACAACGTCGACCCGTGGCAGCTTCCAG 

GTGCTATATATATGCGCACTTTAATTTGCATGAGCCTCACTACATACGGTGCTCTCTACT 

GGTAGTAGAAATCAATCTAAACCGTTAATCTTATTTGACCGAATGGTTCAGAGATCTATT 

TATATTATGGTAGTAAAATCGTGGATGGGTGTTATCGTCAGAAAAAAAAATAGGGGTGAA 

GGGTATAGTCGTCATTTAGCAGTGGCTAAACTCTTTTTTCTCCTTTTTTGGCTTTTTCGA 

TGAAATATGAGCGATGCCAGCGCAATAGATGATCATAGATCAATTTAGCTGAGAAAAAAC 
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ATAAATGACAAAATAATTTCTAATCATTGTATTAGTAAATTACTAATTTACCTTAATAAT 

ACTGATACTAGTAGTATAATACTACCAGTAGAGAGCACCAGAGCGTCGATTTGCATACGA 

GGCAGGGCGGAGGCAGGCCTAGGACAGGTAGGGCTTAAGCCCTAGGCTTGTTGCCTCCAA 

AATCATGGTTAAACTCTCTTAAATCATCATTTAAATTTGGGAAAAGAAATGAATAACTAA 

TTAATAACACCCTACCTTTGTCCTACTCTTAGAGTCCGTCACTGCATACGCCGAAGTTCT 

ATTGATAGAGCAGAAAAAAATTACAAAATTATAACCCTGAAATGTCGAAACCAGGAAAAA 

GGAAAAAATATATATTGATTGTGACCCTGATAGATGCGATACTAATGCAACATATATTGA 

CTGTGTTTGTAGCCATGGCGATGTATGGATCGGATCATGACCGGTACTTCTTCACGATGG 

CGGCCCGAGAGGCGCAGGCCAGACGAACGACACCGTCGGGTTTCTGGAAGCCCACCGGCA 

CAAAGAAGACGATCTTCGTCGTCGCCGGTGGGCATGAGGTGCCCACCGCCGTCAAGAGGA 

GGTTCGTCTTCTACCTCGGCCACCACCAACCATCGGGCAGCAACAACAACAACAAAACAT 

CATGGATCATGCATGAGTACCGTCTCATGAACTCTCCAAGAGCGGCAGTGCCGTCGTCTT 

CTTCGGTGAATCGTCTTCCCACTGATGATCTCACGGAAGAGATGGTGCTGTGTAGGATCT 

CCAACAAGGACCTGCCTAAACCACCCTTCATCCACAACAGCTTGTTGCAGTTCTCTTCAG 

TGGGGTTGAATGGTGATGGGTATAATTACTTGATCCTTGATCACCTTGAGCCTCCAGCAA 

TGGAGTATCCTAATGTTGGCATTGGTAATGTTGATGATGCTGCTGCTGGTACTGATGATC 

CGGGTGACCTTGATGAGGAGATTGATGATAGCATGCAAAGAAACCATGGTGGCTAGAATT 

AACCAGTAGCATCATGAGTGAATGGTTTTGCGGGAGATTTGAGTTAAATATCAGATAATA 

AAATAATAATACAAAGAATAAAAAGAAAAACAAACCTGTATAGTTAGCAGGTTTTGATTC 

ATTTCGTTGAACTTTGTGTGCTTGTTAGCTAGCCTATATACCAAACATGCCTTGGCGAGG 

CTTTCTATTTGTATATAGCTTTTTTTCTTTTTTCTATTGTAAGGTTCGAACTCTATTGAG 

TTGATTGAATAAACATTATGCAATTTATGTAACATATTGTCTATAAAGTTCTATTGGCAT 

GC 

CDS 

> ONAC023 

ATGGCGATGACACCGCAGCTAGCATTTTCTCGCATGCCTCCAGGGTTTCGGTTCCAGCCG 

ACGGACGAGCAGCTTGTCGTCGACTACTTGCAGAGGCGTACCGCTGCGCAGCCATGCGTT 

ACTCCCGACATCACCGATATCGACGTTTACAACGTCGACCCGTGGCAGCTTCCAGCCATG 

GCGATGTATGGATCGGATCATGACCGGTACTTCTTCACGATGGCGGCCCGAGAGGCGCAG 

GCCAGACGAACGACACCGTCGGGTTTCTGGAAGCCCACCGGCACAAAGAAGACGATCTTC 

GTCGTCGCCGGTGGGCATGAGGTGCCCACCGCCGTCAAGAGGAGGTTCGTCTTCTACCTC 

GGCCACCACCAACCATCGGGCAGCAACAACAACAACAAAACATCATGGATCATGCATGAG 

TACCGTCTCATGAACTCTCCAAGAGCGGCAGTGCCGTCGTCTTCTTCGGTGAATCGTCTT 

CCCACTGATGATCTCACGGAAGAGATGGTGCTGTGTAGGATCTCCAACAAGGACCTGCCT 

AAACCACCCTTCATCCACAACAGCTTGTTGCAGTTCTCTTCAGTGGGGTTGAATGGTGAT 

GGGTATAATTACTTGATCCTTGATCACCTTGAGCCTCCAGCAATGGAGTATCCTAATGTT 

GGCATTGGTAATGTTGATGATGCTGCTGCTGGTACTGATGATCCGGGTGACCTTGATGAG 

GAGATTGATGATAGCATGCAAAGAAACCATGGTGGCTAG 

Protein 

> ONAC023 

MAMTPQLAFSRMPPGFRFQPTDEQLVVDYLQRRTAAQPCVTPDITDIDVYNVDPWQLPAM 

AMYGSDHDRYFFTMAAREAQARRTTPSGFWKPTGTKKTIFVVAGGHEVPTAVKRRFVFYL 
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GHHQPSGSNNNNKTSWIMHEYRLMNSPRAAVPSSSSVNRLPTDDLTEEMVLCRISNKDLP 

KPPFIHNSLLQFSSVGLNGDGYNYLILDHLEPPAMEYPNVGIGNVDDAAAGTDDPGDLDE 

EIDDSMQRNHGG* 

 

LOC_Os05g34310 (ONAC024) sequence information 

Genomic sequence length: 1901 nucleotides 

CDS length: 933 nucleotides 

Protein length: 310 amino acids 

Genomic Sequence 

>ONAC024 

ATCCTCCACAAGAGAAACTAGGATCTTCAAGTATAGCTAGCATTGCGCCCTCATTTCATC 

CATGGCAATGCAGCTGTCCTTGCCTGTCTTGCCAACGGGTTTTCGTTTCCATCCAACCGA 

TGAGGAACTAGTCATCAACTACCTCCAGAGGCGTGCTACCGGGCTATCGTGCCCCATCCC 

CATAATCGCAGATGTCGAAATATACAACTTCAACCCGTGGGAGCTTCCATGTAAGCCATA 

TGTGTAGTCTAGTGTGCATTAATATTTATGCTTGATTATAGAATGGATGAACTTACCAAC 

TACTATACACAATGTGTTAATGATATTGGTGTTGCAGCCATGGCTCTATTTGGGGAACAT 

GAGTGGTACTTTTTTACACTACGCGACCACAGGTACCCCAATAGTGTGCGCCCTAGTCGC 

TCAGCGGCGTCAGGCTTTTGGAAGGCCACCGGCACTGACAAGCCCGTCCAAGTTGCTAAC 

ATGCAAAGCACTCCTGTAGCTATGAAGAAGGCACTTGTATTCTATGTTGGCCGCCCGCCC 

ATGGAAACCAAGACTACATGGATCATGCATGAGTACCGTCTCACAAACACGGGAGGGTCC 

ACTGCCTCCCACCCATCCTTGTCTTCATCCACCGCACACCCTTCTGTGAAGGTACAAACA 

ACACAAACTATATTGAGAAATTATTTTTTTTCTTGAGAGAATGGTCCTTCGTTTTTAGTG 

TGTCGTCTGTTTAGTTATGAAATTCTTTGACAAGGTAATACATGACAAAATTCGACTTCT 

GTAACTTGTAGAAAAAACTAACTACACTCCTCCTTGCAAAAGAAAAAACAGAGTACATAT 

TCCATTCCTAGTCGATCTCAATCGTTAGTTCATCATATATGCAAGGCTTAATATCTCCCC 

CTTTTTTACTGATCTTACCAATAGATTAACCATGTTATCATGGATCTATATGCGTATATA 

TGCAGCTAGACGAGTGGGTGCTATGCAAGATCTTCAACAAGTCCCCAGAGCCGGACAACA 

CCGCACCACCATCAAACGTCGTCTCACGGTTACAGTGCTCGCCGCCGCTGCCGCCGCCGG 

CGGCACCGCCCGGCAACTACCCGCCGCTGCCGGTGGGTGCGACGAACGACGGCGGCGTGT 

TCGCCGGCGCCGGCGACATGCTCTTCACCATCCAAGAGCACCAGGAGGGAACACCATCGA 

TGCTGCCGCCGATCCCTAACCTTGAGCCACCGGCGGCAACAATTGGGAATTCCTCTCTCA 

ATGGCACTGCTGCTGCTGCTGCTGCTGCTGATGGCCATGGCCGCCTTGAGGAAGAGGACA 

CCAGCGCCTACACCTTCACCGACCAGGAAATGGAGCAGATGCTCATGGACCTGATGGACC 

AGGATTTCTTTGGCAATGATCAACCCCAGGAGTGAACTGTGTGGTGGAGTGATTTTCATA 

TCATTCCATAGCTCTGATCTGTGCTGGAGAGTGAATTTAGTATCTATTGTACCAGATAGA 

ATAAAACCAGAAAAGAAATAAAAGAAGGCCAAAGAAAAAAGCAAAAAGAAAATTGTATAA 
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TTACTAGGTTTGGATGCCGTCTGTAGAACCTTGTGTGCTATGTAACTTTTTTCTTTGTAT 

TTTGGCATTTTCATCATATTGTGTCATAAATAAAGCAGGGCTTTCTTTTGTAGTTTGCCA 

TCTCAATCTTGCACCGTGATGTTATAAAAAAACAAAATTAATTATTGTGCTACACTGTAC 

TTTTGGCTGTGTTCGGCAGCAATCTTTCCCAACTCATCTTCATCGTCTTTTGCACGCACC 

CTTTTTAAACAGCTAAACAGTTACGAAAGTTGTTTTAAAAATTATATTAATTCATTTTTT 

AAAAAGTATCTAACACTTAATGAAGCGTGCGCTAACTATTT 

CDS 

>ONAC024 

ATGGCAATGCAGCTGTCCTTGCCTGTCTTGCCAACGGGTTTTCGTTTCCATCCAACCGAT 

GAGGAACTAGTCATCAACTACCTCCAGAGGCGTGCTACCGGGCTATCGTGCCCCATCCCC 

ATAATCGCAGATGTCGAAATATACAACTTCAACCCGTGGGAGCTTCCATCCATGGCTCTA 

TTTGGGGAACATGAGTGGTACTTTTTTACACTACGCGACCACAGGTACCCCAATAGTGTG 

CGCCCTAGTCGCTCAGCGGCGTCAGGCTTTTGGAAGGCCACCGGCACTGACAAGCCCGTC 

CAAGTTGCTAACATGCAAAGCACTCCTGTAGCTATGAAGAAGGCACTTGTATTCTATGTT 

GGCCGCCCGCCCATGGAAACCAAGACTACATGGATCATGCATGAGTACCGTCTCACAAAC 

ACGGGAGGGTCCACTGCCTCCCACCCATCCTTGTCTTCATCCACCGCACACCCTTCTGTG 

AAGCTAGACGAGTGGGTGCTATGCAAGATCTTCAACAAGTCCCCAGAGCCGGACAACACC 

GCACCACCATCAAACGTCGTCTCACGGTTACAGTGCTCGCCGCCGCTGCCGCCGCCGGCG 

GCACCGCCCGGCAACTACCCGCCGCTGCCGGTGGGTGCGACGAACGACGGCGGCGTGTTC 

GCCGGCGCCGGCGACATGCTCTTCACCATCCAAGAGCACCAGGAGGGAACACCATCGATG 

CTGCCGCCGATCCCTAACCTTGAGCCACCGGCGGCAACAATTGGGAATTCCTCTCTCAAT 

GGCACTGCTGCTGCTGCTGCTGCTGCTGATGGCCATGGCCGCCTTGAGGAAGAGGACACC 

AGCGCCTACACCTTCACCGACCAGGAAATGGAGCAGATGCTCATGGACCTGATGGACCAG 

GATTTCTTTGGCAATGATCAACCCCAGGAGTGA 
 

Protein 

>ONAC024 

MAMQLSLPVLPTGFRFHPTDEELVINYLQRRATGLSCPIPIIADVEIYNFNPWELPSMAL 

FGEHEWYFFTLRDHRYPNSVRPSRSAASGFWKATGTDKPVQVANMQSTPVAMKKALVFYV 

GRPPMETKTTWIMHEYRLTNTGGSTASHPSLSSSTAHPSVKLDEWVLCKIFNKSPEPDNT 

APPSNVVSRLQCSPPLPPPAAPPGNYPPLPVGATNDGGVFAGAGDMLFTIQEHQEGTPSM 

LPPIPNLEPPAATIGNSSLNGTAAAAAAADGHGRLEEEDTSAYTFTDQEMEQMLMDLMDQ 

DFFGNDQPQE* 
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LOC_Os11g31330 (ONAC025) sequence information 

Genomic sequence length: 2370 nucleotides 

CDS length: 903 nucleotides 

Protein length: 300 amino acids 

Genomic Sequence 

>ONAC025 

ATCACTGCAGTGCCTTTGAGCTTTCGTTCTCTAGAGTGTCTAGGGTGAATCTTGAGCGAG 

TGAGCGAGCGATCTCTGTGTTGTGTAGTTTGTGAGCTAGGGTGATGGCTAACACCGGACT 

TAGCATCCCCATGGTGAATGGTGCCACAATCCACCTCCTCCCTGGTTTCCGGTTCCGTCC 

AACTGACGATGAGCTAGTCATCAAATACCTCTACCCCCGTGCTTTTCATGTGCCACTGCC 

CTGTGCGATCATCACCGATGTTGACATCCATCATCACAACCCCTGGGACATCGTCCCAGG 

TTAATTTTGATATGCACTTCTTTGCTTCTATGAAAATTATTACCACATCCGTCTGCATAT 

ATCTCTGATTTGACTGATTAATTGCATGTGTGTCCTGACGATATTTATTCTCTTGTTTTG 

TTTATCATTTTTTTCGTTTGTTCGTTGGCAACGATCTGATGATGAAGTGGCGGAGAGGGA 

GAAAGGGAAGCACTTCTTCACAAGAAAGGAGGTCAAGTACCCTGGTAGCCGCCGTAGCAA 

CCGTGTTGCTGGTAATGGCTTCTGGAGAGCAGCAGGCTCGGAGGTGCCCATCTATTACAA 

ACCAGAAGGTGCTGCTAACGACATGCTAGTTGGGATGAGGCGGACTCTAGTGTTCCACTA 

CGGAAAGTCACGATCTGCAGAGCGCACTGAATGGGCCATGCATGAGTTTCAGCTTGCTGG 

TGCTGGTCTCCTTCCTCACCCTATGATGAGGCATGCAACCAGCAATGGTTCAGAGCCACC 

CTGTGGCTGCCTTGAAGCGACAATCGCTAAGGTGAGATGCTACGTCCAAAAATTTTACTG 

TTCCATTTATCATGATTCCATCTAAATGCCTGTTGAATTAAATTGCTCAATTATTTGGAT 

AGGTTGGATTATGAGTTTTAGCTTTAGGGAATGGGGAAAATATGATGACTTAGTATACGT 

GATGATATACTATAACTCTTGTGTTGATTTATTAAATAAGGGAAGGGTAGTTGTTTTCGA 

TCTTAGGACTAAGGGTACGTGACGCTTGATATAGGGTTCATTTATTGTTGCCATGCAAGA 

TGCGCGGGATCTAGAAGTGATTCAAATTTTGTCGTGACAAGGAATCTAGAGGTGGTGGGC 

CTGCTGATTTGAATTTGTCATAGCCTCACATGGTTTTCCTTATGTATTACTAGGATGTAA 

TGATGATTAATTGATTTTGCCGTGAAGCGAGATCTAGCGGTTACAAGATCTACTAGTGAT 

TCAAATATATTGAGAAAAAAAGGGGTTTGCTGTCTACTTGCATTTTCAGTAGGGAACCTC 

TTTATTGAACACCACGTGTCATGATACACTTGATACTGGGATATTTGGATTTGTACATCT 

GGTTTTAATTTGATCATTGCCACAAGATTTATATAAGTGACATGTCAACAGTTTACTTCT 

CAAATTAGTTGCAACATTCAAACTGGACATGAAGTTATCACACATCTTTCTAATTCAGTC 

CCCATATGATTTGTCACAGTAAGAGGCTTATAAACTAGTTTACTATAATGGTCAATTCAT 

CTATTCTCTTTGTTGTATATGTTGTATATACCATGGTTGCACCTTAAGTAGATCCACTAA 

CAGACAAAATGGTGTCTATTTTACAGAAAAGTGATGGTCTCTCTGCAACTCTTCGTGCCA 

AGCGTGATTCTGCCCCTCTTATGAGAATCATGGTAGAACCCGATAGCTCATGGGTGATCT 

GCTGCATCTACAAGAAGAGGCAGCGTGCCCCGCCTGTTGTTATCCCTCCTGTCATTGGCG 

ATGTAGGGGAAGCTATCATCCCTCATGCTATTGGCGATGCAAGGGAAGGCCAACTTCACT 

TCATTGACTTCCTGGGGCAGCCAGCTCGCAATGATCCATCCTCGCCCCATAGCTGCACCA 

TTGACCCCTCCTCTTTGGAGGAAGGGAGTGATGAGTCTGCCGGTGATGGTGAAGATAAGG 

ATGGTGATGGCATGAATGAAGCAAATTGATCGAGTGTGAAGGAAGTGAACTGAGTCTCAA 

GAATAAAAACTGCAAGTATGGCGCTCCATTCCATGGAAGACCTGCATGCATCCTATATAT 

GTGCTTTTATGTTCAAGTTGGAGAACTATGTGTGTTGTCTTTAAGTTGGAGTACTCTAAG 

CTATTCGATCTGGAGATTATGCTGTTTTTAATAAAAGTTTGAAGTGTATCTGTCCTGTTT 

AATTAGTTTCAAGAAAGCCAAGCGTGTTTGGGTTCTAGGATGAACAAAGTCGTCCAAGAT 
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GCAAGAAGTTCTAGAGAGGTAGCTACATTTCTGGAAATTGTTGCATCTTCCTTTCTTCAA 

TATATATATATTGTCCTATTTCATAATGTC 

CDS 

>ONAC025 

ATGGCTAACACCGGACTTAGCATCCCCATGGTGAATGGTGCCACAATCCACCTCCTCCCT 

GGTTTCCGGTTCCGTCCAACTGACGATGAGCTAGTCATCAAATACCTCTACCCCCGTGCT 

TTTCATGTGCCACTGCCCTGTGCGATCATCACCGATGTTGACATCCATCATCACAACCCC 

TGGGACATCGTCCCAGTGGCGGAGAGGGAGAAAGGGAAGCACTTCTTCACAAGAAAGGAG 

GTCAAGTACCCTGGTAGCCGCCGTAGCAACCGTGTTGCTGGTAATGGCTTCTGGAGAGCA 

GCAGGCTCGGAGGTGCCCATCTATTACAAACCAGAAGGTGCTGCTAACGACATGCTAGTT 

GGGATGAGGCGGACTCTAGTGTTCCACTACGGAAAGTCACGATCTGCAGAGCGCACTGAA 

TGGGCCATGCATGAGTTTCAGCTTGCTGGTGCTGGTCTCCTTCCTCACCCTATGATGAGG 

CATGCAACCAGCAATGGTTCAGAGCCACCCTGTGGCTGCCTTGAAGCGACAATCGCTAAG 

AAAAGTGATGGTCTCTCTGCAACTCTTCGTGCCAAGCGTGATTCTGCCCCTCTTATGAGA 

ATCATGGTAGAACCCGATAGCTCATGGGTGATCTGCTGCATCTACAAGAAGAGGCAGCGT 

GCCCCGCCTGTTGTTATCCCTCCTGTCATTGGCGATGTAGGGGAAGCTATCATCCCTCAT 

GCTATTGGCGATGCAAGGGAAGGCCAACTTCACTTCATTGACTTCCTGGGGCAGCCAGCT 

CGCAATGATCCATCCTCGCCCCATAGCTGCACCATTGACCCCTCCTCTTTGGAGGAAGGG 

AGTGATGAGTCTGCCGGTGATGGTGAAGATAAGGATGGTGATGGCATGAATGAAGCAAAT 

TGA 

Protein 

>ONAC025 

MANTGLSIPMVNGATIHLLPGFRFRPTDDELVIKYLYPRAFHVPLPCAIITDVDIHHHNP 

WDIVPVAEREKGKHFFTRKEVKYPGSRRSNRVAGNGFWRAAGSEVPIYYKPEGAANDMLV 

GMRRTLVFHYGKSRSAERTEWAMHEFQLAGAGLLPHPMMRHATSNGSEPPCGCLEATIAK 

KSDGLSATLRAKRDSAPLMRIMVEPDSSWVICCIYKKRQRAPPVVIPPVIGDVGEAIIPH 

AIGDAREGQLHFIDFLGQPARNDPSSPHSCTIDPSSLEEGSDESAGDGEDKDGDGMNEAN 

* 

 

LOC_Os01g29840 (ONAC026) sequence information 

Genomic sequence length: 2114 nucleotides 

CDS length: 1002 nucleotides 

Protein length: 333 amino acids 
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Genomic Sequence 

>ONAC026 

ATTCATCACAACACCATCCATCCATCTTAATTCGCTTCTACATTGGGGCGCTTGTTAATT 

TACATGCGAGCTTGTTGAGGTATGTTCAATATATGAGGACTAGCTTAATTATGTTTGCAC 

TATTTAGAAGTTGAGATTTCGGCATTTACAAACTACATCGATTTGCTAAATTTGGTTAAT 

GATTTGCTTATATATGTATTATTGGTTATATATGTCAGGTTGAAGCGATCGAGATCATCG 

TTGAGAGCTGTAGTACGTGGTGAGCATGGGAGAGCAGCAGCAGCAGGTGGAGCGGCAGCC 

TGACCTGCCTCCGGGCTTTAGGTTTCACCCAACGGACGAGGAGATCATCACCTTTTACCT 

TGCACCCAAGGTTGTGGACAGCAGGGGCTTTTGCGTGGCTGCCATTGGAGAGGTGGATCT 

CAACAAGTGCGAGCCATGGGACTTGCCAGGTAAACATCATATAGTATTAGTTTGAATTGA 

AAAAAATTATATATATATATAATTAGGGAAATTTATATATATGATATGATGTGAAAAAAA 

AATGTAGGGAAGGCGAAGATGAACGGGGAGAAGGAGTGGTATTTCTACTGCCAGAAGGAT 

CGGAAGTATCCGACGGGGATGAGGACGAACAGGGCGACGGAGGCGGGATACTGGAAGGCG 

ACGGGGAAGGACAAGGAGATCTTCCGCAACCACCACATGCTCATCGGCATGAAGAAGACG 

CTCGTCTTCTACAAGGGCAGGGCTCCCAAGGGCGACAAGACCAACTGGGTCATGCACGAG 

TACAGGCTCGCCGACGCCTCTCCGCCACAGCCGCCGCCGCCGCCATCCTCCGCAGAGCCC 

CCGAGGCAGGACGACTGGGCCGTGTGCAGGATCTTCCACAAGAGCTCCGGCATCAAGAAG 

CCGGTGCAGGTGCCCATGCAGATGCCGATGCAGATGCAGATGCCGGTTGCTCATCAGGTG 

CCCGCCGCCAACTACCAGCAGCAGATGGCCATGGCCTCCGCCAGCATCATCCAAGTCCCC 

ATGCAGATGCAGATGCCCTCCATGTCTGACCAGCTGCAGATGTTGGACGACTTCTCCACC 

GGTTCACTCATGGCGCCGCCTCCGCCTCCGCCTTCCTACTCCACTCTACCTGGCTTCCCG 

CTTCAGATCAACGGCGGCGCCCAGCAGTTTGTTGGGAACCCGTCGATGTACTACCAGCAG 

CAGCAGCAGCAGCAGCAGCAGCAGATGGACATGGCCGCCGGAGGCTTCGTGGTGAGCGAG 

CCGTCGTCGCTGGTGGTGTCGCCGCAGGATGCTGCCGACCAGAACAACGCCGCCGACATC 

TCGTCGGTGGCATGCAACATGGACGCTACCATCTGGAAGTACTGATACATACATACATAC 

ATACATACATACATAGATACATACATGCATGCGCCGATGCGCGAGTGTGATGACAGAGGG 

TGGTGGGTTAATTAGCTATACTCCATTTTTATGCATATGCATCATGGCTTTTGCATTGCC 

TTTGGCTTCTTGTGTGATCGATGTGAGTGAGATTTGCTGAGAGATTATTAGTTATTATAG 

ATTGGCTAGCTATATTATCATATACTGTATGTACTAATAATATGTGTGTACCAGCAATAT 

GTATGTGTGTGAGCGTGCAGCCGTGCACCGTATAGCAAGGTATAGTTACAGGTATATACA 

TACAAGATATATATAGGTATACATGCATGCGTGATAGATAAATGTGTGTACTGCATGTAT 

TTGTGCGTGAGCCCAGCTTGATTGTGTTGTACATAGCTAGCAGTGCATGCCTTCTATCCC 

TCCGTACGGATTGAATTATGTGAATTAATTATTTTGTTTAATTATAACATGCATGGTGTA 

TGGTGTACTTATTATATACTATGAACTTAATTTTCAGGTGATACGATCGACTAGCTAGTT 

TTCATATGTACTCTAATTAGGTGTTCTTGCATTAATTCATCATTCATTTATGTAGCTAAT 

ATCCATTTTGGTGTGGATATATAGGAACAAAATTAAAACATGCATGGGACCGCATGTCTA 

CGGTCTACCTAACATTCCGCATGATTTGCGTTGCCATCTCAGTTTAAAAAAAATGAACGG 

TCTGATTCAGTGAC 

CDS 

>ONAC026 

ATGGGAGAGCAGCAGCAGCAGGTGGAGCGGCAGCCTGACCTGCCTCCGGGCTTTAGGTTT 

CACCCAACGGACGAGGAGATCATCACCTTTTACCTTGCACCCAAGGTTGTGGACAGCAGG 

GGCTTTTGCGTGGCTGCCATTGGAGAGGTGGATCTCAACAAGTGCGAGCCATGGGACTTG 



S71 

 
CCAGGGAAGGCGAAGATGAACGGGGAGAAGGAGTGGTATTTCTACTGCCAGAAGGATCGG 

AAGTATCCGACGGGGATGAGGACGAACAGGGCGACGGAGGCGGGATACTGGAAGGCGACG 

GGGAAGGACAAGGAGATCTTCCGCAACCACCACATGCTCATCGGCATGAAGAAGACGCTC 

GTCTTCTACAAGGGCAGGGCTCCCAAGGGCGACAAGACCAACTGGGTCATGCACGAGTAC 

AGGCTCGCCGACGCCTCTCCGCCACAGCCGCCGCCGCCGCCATCCTCCGCAGAGCCCCCG 

AGGCAGGACGACTGGGCCGTGTGCAGGATCTTCCACAAGAGCTCCGGCATCAAGAAGCCG 

GTGCAGGTGCCCATGCAGATGCCGATGCAGATGCAGATGCCGGTTGCTCATCAGGTGCCC 

GCCGCCAACTACCAGCAGCAGATGGCCATGGCCTCCGCCAGCATCATCCAAGTCCCCATG 

CAGATGCAGATGCCCTCCATGTCTGACCAGCTGCAGATGTTGGACGACTTCTCCACCGGT 

TCACTCATGGCGCCGCCTCCGCCTCCGCCTTCCTACTCCACTCTACCTGGCTTCCCGCTT 

CAGATCAACGGCGGCGCCCAGCAGTTTGTTGGGAACCCGTCGATGTACTACCAGCAGCAG 

CAGCAGCAGCAGCAGCAGCAGATGGACATGGCCGCCGGAGGCTTCGTGGTGAGCGAGCCG 

TCGTCGCTGGTGGTGTCGCCGCAGGATGCTGCCGACCAGAACAACGCCGCCGACATCTCG 

TCGGTGGCATGCAACATGGACGCTACCATCTGGAAGTACTGA 

Protein 

>ONAC026 

MGEQQQQVERQPDLPPGFRFHPTDEEIITFYLAPKVVDSRGFCVAAIGEVDLNKCEPWDL 

PGKAKMNGEKEWYFYCQKDRKYPTGMRTNRATEAGYWKATGKDKEIFRNHHMLIGMKKTL 

VFYKGRAPKGDKTNWVMHEYRLADASPPQPPPPPSSAEPPRQDDWAVCRIFHKSSGIKKP 

VQVPMQMPMQMQMPVAHQVPAANYQQQMAMASASIIQVPMQMQMPSMSDQLQMLDDFSTG 

SLMAPPPPPPSYSTLPGFPLQINGGAQQFVGNPSMYYQQQQQQQQQQMDMAAGGFVVSEP 

SSLVVSPQDAADQNNAADISSVACNMDATIWKY* 

 

LOC_Os02g34970 (ONAC028) sequence information 

Genomic sequence length: 1328 nucleotides 

CDS length: 615 nucleotides 

Protein length: 204 amino acids 

Genomic Sequence 

>ONAC028 

AAGCTTCCCATTTCAAATTCATCAATATCCCAGCCAAGTTGCATTTGACTGCAGTTTGTA 

AGTTGCACTTGTAGTTGTAGCATGGGAGGAGCTACAAACTTACCTCCAGGTTTCCACTTC 

TTCCCCTCGGATGAAGAGCTCGTCGTCCATTTCCTCCGTCGCAAGGTCTCCCTCCTCCCA 

TGCCACCCTGACATCATCCCGACGCTGCTTCCGCATCGGTACAATCCATGGGAGCTGAAT 

GGTAAGTCTGCAACTGCATTGATCAATATGATTTCACTAATTTGTTCTCTTACAAGTCAT 

GCTGAGTGCTGATAGAAATTGCAATTTTAAGGCAAAGCACTGCAAGCTGGGAACCAGTGG 
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TACTTCTTCTGCCATCTAACACAAAGTAGGACCTCATCCAATGGGCACTGGAGCCCCATT 

GGAGTTGATGAAACAGTAAGAAGCGGCGGCCGCAATGTTGGCTTGAAGAAAACGCTGCTA 

TTCTCCATTGGAGAGCCCTCTGAAGGCATCAGAACCAACTGGATCATGCATGAGTACCAT 

CTGCTAGACGGGGATTGCGTCGCTGGCGGTAGCAGCAACTTGACTAGCTCGAGCTCTAAC 

AGGAGGTCTCATAGGAAGAGAGGCCACTCAAGCATGGTAAGTGATGCATATCCTCTCTAT 

CTTGCTGCTCGATCAGCAGTCAACAGTTCAGTAAATTGCGTATAAGGAGTAACTGGAGCA 

CAAAATACTAAAATTTATGCATGATCATTACAGGAGTCCAACAACTGGGTGCTGTGCCGA 

GTGTTCGAATCGAGCTGCGGTTCACAAGTGAGCTTCCACGGTGAGGGCACCGAGCTTTCA 

TGCTTAGATGAGGTGTTTTTGTCACTAGATGACTACGATGAAGTAAGTTTGCCGAATAAA 

TAGAAATATAGAACCTAGCTAAGTCAGTACTCGTTAGAGCTGACAGTAGGTCCTATGCCT 

ATCAAACCATTTGATTAGCTATGGCCGGGTTATGTTGATGATATCTATACATAATCTGTT 

GCATTATGAATAATTAAATGGTCTGGGAGGCATTGAACCCAATCCAGTCCATCCTAGATA 

ATTACCATGTAATTAGTTATCCCCCAACGAGTATGTTGGGCTTGTGTCAGACAACTGTGG 

CATATGTGTGAAGCACAAGTCGCTTCTAAAAAGATGAGTTTTTTTTTCTCGTTTCTCGCA 

TATGGTGGTCTACTTTGGCTCATGAAGCATTCAAAATTTTAATATAATCAAAGCATGCAC 

TTCATGCAGCTTGTGGTATATACAAATCTAGAAATATAACTATTTATAAGCTTGTGTAGT 

TGCTTGCT 

CDS 

>ONAC028 

ATGGGAGGAGCTACAAACTTACCTCCAGGTTTCCACTTCTTCCCCTCGGATGAAGAGCTC 

GTCGTCCATTTCCTCCGTCGCAAGGTCTCCCTCCTCCCATGCCACCCTGACATCATCCCG 

ACGCTGCTTCCGCATCGGTACAATCCATGGGAGCTGAATGGCAAAGCACTGCAAGCTGGG 

AACCAGTGGTACTTCTTCTGCCATCTAACACAAAGTAGGACCTCATCCAATGGGCACTGG 

AGCCCCATTGGAGTTGATGAAACAGTAAGAAGCGGCGGCCGCAATGTTGGCTTGAAGAAA 

ACGCTGCTATTCTCCATTGGAGAGCCCTCTGAAGGCATCAGAACCAACTGGATCATGCAT 

GAGTACCATCTGCTAGACGGGGATTGCGTCGCTGGCGGTAGCAGCAACTTGACTAGCTCG 

AGCTCTAACAGGAGGTCTCATAGGAAGAGAGGCCACTCAAGCATGGAGTCCAACAACTGG 

GTGCTGTGCCGAGTGTTCGAATCGAGCTGCGGTTCACAAGTGAGCTTCCACGGTGAGGGC 

ACCGAGCTTTCATGCTTAGATGAGGTGTTTTTGTCACTAGATGACTACGATGAAGTAAGT 

TTGCCGAATAAATAG 

Protein 

>ONAC028 

MGGATNLPPGFHFFPSDEELVVHFLRRKVSLLPCHPDIIPTLLPHRYNPWELNGKALQAG 

NQWYFFCHLTQSRTSSNGHWSPIGVDETVRSGGRNVGLKKTLLFSIGEPSEGIRTNWIMH 

EYHLLDGDCVAGGSSNLTSSSSNRRSHRKRGHSSMESNNWVLCRVFESSCGSQVSFHGEG 

TELSCLDEVFLSLDDYDEVSLPNK* 
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LOC_Os08g02300 (ONAC029) sequence information 

Genomic sequence length: 2499 nucleotides 

CDS length: 1203 nucleotides 

Protein length: 400 amino acids 

Genomic Sequence 

>ONAC029 

GTCCATCCTTCTCCCAATCAAGCATCCATCCATCCTCCCCAACTATATATAAACCCCACA 

CCTTTCCCTCGCCACCGCCCTCGATCGTCTTCTTCCTCCTCCTCTCAATCTCTTCTTCCT 

TCTCCTGCAGCCGCCATTTCTAGCTAGCTATACGATCGATCTATACATATATATCAGAAG 

GAAGGAAGAGGCTAATTAAGCTAGCTGTTGCTAGAGCTAGCAAGAGCGAGGAGATTGAGC 

AGCTAGGTAGGTAGCAAGAAGGAGAAGAAGAAGAAGATCATCAATGAGCATCTCGGTGAA 

CGGGCAGTCGTGCGTGCCGCCGGGGTTCCGGTTCCACCCGACGGAGGAGGAGCTGCTCAA 

CTACTACCTCCGCAAGAAGGTCGCCTCCGAGCAGATCGACCTCGACGTCATCCGCGACGT 

CGACCTCAACAAGCTCGAGCCATGGGACATCCAAGGTAGCTAAGCTAGTATTCCTCATCA 

TATAACCTTTCTCCTCTCCAATTCTCAATTTCTAGCTACCAAATCGATGATGGATTTATC 

AATCAATCGAGCTAAGCTAGCTAAGTAATGGTGTGTGTGCAAAATATATATTGTGGTTGC 

AGAGAGGTGTAAGATTGGGTCAGGGCCGCAGAACGACTGGTACTTCTTCAGCCACAAGGA 

CAAGAAGTACCCGACGGGGACGAGGACGAACAGGGCGACGGCGGCCGGGTTCTGGAAGGC 

CACCGGCCGCGACAAGGCCATCTACAACGCCGTCCACCGCATTGGCATGCGCAAGACGCT 

CGTCTTCTACAAGGGCCGCGCCCCCCACGGCCAGAAGTCCGACTGGATCATGCACGAGTA 

CCGCCTCGACGACCCCGCCACCGACACCGCCGCCGCCACACCCACGGTACGTACGTACCT 

GCTCCGGCTAGCCGGCCGGCCGGCCGCCGGTACATGTAGCGACAATTAATTATTAGAGAG 

GAAGAAGATGATGAATGAAGTGGTGGTGCAACAATGTCCGGCAATGCAATGATAGAGGAC 

TAGTTAGTGTTTTCAATTCGATCTAACCTTGATCATTGCCTTTAGCTAGCAAATAATTAA 

CCTAGCTTGTAGCTTTTTCCATGTGATTCATGTGCACCAACCCACCCAAAAAGTTTGAAA 

TAATTAGGATCGAGTACTTAGCTGCTAGGGATTAATTATGTACGTTTATATGATTTGAAA 

TTTTTGATGTTAATTTGATGATGATATATGGTATGATATGCATGGATGGTTAGGTTACTT 

CTGCTGCTGCTGCGGCGGCGGCGATGGCGGCGGCGGCGGACGGCGGGCAGGAGGATGGCT 

GGGTGGTGTGCAGGGTGTTCAAGAAGAAGCACCACCACAAGGAGGCCGGCGGCGGCGGCG 

GCAAGCACGGCGGCGACGGCAGCGCCGGCGCCAAGGCGGCGCACGCTTACTCCTCCAGCG 

ACGACGCGCTCGACCAGATCCTGCAGTACATGGGCAGGTCGTGCAAGCAGGAGCACGAGC 

TCCCCTCGCCGCAGGCCAGCGGCGGCGGCGGCGCCGGCGCAGGGAGCAGGCCGGCGTCGA 

GGTACCTCCGGCCAATCGACACCGTGCTCGGCGGCCATGGCTTCATGAAGCTGCCGCCGC 

TCGAGAGCCCGTCGGCCGCCACGGCGCTCTCCTCCACTCCGAGCACCGGCGGCGACGCGG 

CCTCCTCGGCCGCCGCCGCCGCCGCCGACCACCTGCTGCTCCACCACCACCACCGCACGG 

ACTGGGCCATGATGGACCGCCTCGTCGCGTCGCACCTCAACGGCGCCAACTCCGACGCGC 
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CCGACGACCAGCTCTGCTTCGACGCCGCCGACGACGACGGCCTCGCCTACTACTCCGCCG 

CCGCCACGAGGCTGCTCGGCGGTGCCAACGCCGGCACCGACGACGACCTGTGGAGCTTCG 

CGCGGTCGGCTGCGCCGCCACCGCCGCCGCCGCCGCCGTCGTCGGCCACGCCAGAGCGTC 

TCAGCCACGTGGCACTGTAACACATGATTCGTAGCTGTACGTACACGTACACGTATACGT 

ACACGTCAGGCTACGTACGCTCGAGCTGCCACCCTAGCTGCTAGTACAGTAATTACAGAG 

ACAAGACAAGTAAGAAGAAAATTGTAAGTGAAAAAAAAAATAAAAGCAAGAGAGAGAGAG 

AGAGAGAGATCCACCATGAATGATACTGATAGAGAGACATCATTCGATCGATATATTTCA 

AAGGTGATTAGCAAAGATCGAGTGATTAATTAATTAGTGAGTGAGACACTGAGAAAAGAA 

AGAAAGAAAAGAAAGAAAAATTAAGGAGCCAAAAGAGAGGAGGAGAAAAAAGAAGAAGAA 

GAGAGATTAAAGGCAAAGCGAGTAGTAAGTTAGGGTGGCACTGTCAAACATGTCTGCATC 

CAATGTTTAATTAATTAATTAACCCTACTACCTGTCCAGGACAGAAAAATATATATTAGC 

ATCTCATTACTTATAATATACTCCCTCCGTTTTAAAATA 

CDS 

>ONAC029 

ATGAGCATCTCGGTGAACGGGCAGTCGTGCGTGCCGCCGGGGTTCCGGTTCCACCCGACG 

GAGGAGGAGCTGCTCAACTACTACCTCCGCAAGAAGGTCGCCTCCGAGCAGATCGACCTC 

GACGTCATCCGCGACGTCGACCTCAACAAGCTCGAGCCATGGGACATCCAAGAGAGGTGT 

AAGATTGGGTCAGGGCCGCAGAACGACTGGTACTTCTTCAGCCACAAGGACAAGAAGTAC 

CCGACGGGGACGAGGACGAACAGGGCGACGGCGGCCGGGTTCTGGAAGGCCACCGGCCGC 

GACAAGGCCATCTACAACGCCGTCCACCGCATTGGCATGCGCAAGACGCTCGTCTTCTAC 

AAGGGCCGCGCCCCCCACGGCCAGAAGTCCGACTGGATCATGCACGAGTACCGCCTCGAC 

GACCCCGCCACCGACACCGCCGCCGCCACACCCACGGTTACTTCTGCTGCTGCTGCGGCG 

GCGGCGATGGCGGCGGCGGCGGACGGCGGGCAGGAGGATGGCTGGGTGGTGTGCAGGGTG 

TTCAAGAAGAAGCACCACCACAAGGAGGCCGGCGGCGGCGGCGGCAAGCACGGCGGCGAC 

GGCAGCGCCGGCGCCAAGGCGGCGCACGCTTACTCCTCCAGCGACGACGCGCTCGACCAG 

ATCCTGCAGTACATGGGCAGGTCGTGCAAGCAGGAGCACGAGCTCCCCTCGCCGCAGGCC 

AGCGGCGGCGGCGGCGCCGGCGCAGGGAGCAGGCCGGCGTCGAGGTACCTCCGGCCAATC 

GACACCGTGCTCGGCGGCCATGGCTTCATGAAGCTGCCGCCGCTCGAGAGCCCGTCGGCC 

GCCACGGCGCTCTCCTCCACTCCGAGCACCGGCGGCGACGCGGCCTCCTCGGCCGCCGCC 

GCCGCCGCCGACCACCTGCTGCTCCACCACCACCACCGCACGGACTGGGCCATGATGGAC 

CGCCTCGTCGCGTCGCACCTCAACGGCGCCAACTCCGACGCGCCCGACGACCAGCTCTGC 

TTCGACGCCGCCGACGACGACGGCCTCGCCTACTACTCCGCCGCCGCCACGAGGCTGCTC 

GGCGGTGCCAACGCCGGCACCGACGACGACCTGTGGAGCTTCGCGCGGTCGGCTGCGCCG 

CCACCGCCGCCGCCGCCGCCGTCGTCGGCCACGCCAGAGCGTCTCAGCCACGTGGCACTG 

TAA 

Protein 

>ONAC029 

MSISVNGQSCVPPGFRFHPTEEELLNYYLRKKVASEQIDLDVIRDVDLNKLEPWDIQERC 

KIGSGPQNDWYFFSHKDKKYPTGTRTNRATAAGFWKATGRDKAIYNAVHRIGMRKTLVFY 

KGRAPHGQKSDWIMHEYRLDDPATDTAAATPTVTSAAAAAAAMAAAADGGQEDGWVVCRV 

FKKKHHHKEAGGGGGKHGGDGSAGAKAAHAYSSSDDALDQILQYMGRSCKQEHELPSPQA 

SGGGGAGAGSRPASRYLRPIDTVLGGHGFMKLPPLESPSAATALSSTPSTGGDAASSAAA 
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AAADHLLLHHHHRTDWAMMDRLVASHLNGANSDAPDDQLCFDAADDDGLAYYSAAATRLL 

GGANAGTDDDLWSFARSAAPPPPPPPPSSATPERLSHVAL* 

 

LOC_Os01g23710 (ONAC030) sequence information 

Genomic sequence length: 3028 nucleotides 

CDS length: 1383 nucleotides 

Protein length: 460 amino acids 

Genomic Sequence 

>ONAC030 

CAAGAGAAATTTAGGGGGGGCAAAGTAAGTGGGAAGAGAGAAGGGGGGCTATGGCCGTCG 

GGAGCCGTGAGGCTGGTGGCACACTCGACCAATCCCCCTCCTGCGCGGCGGCGGCCGAGG 

AGGGGAAGCTGTCGGCGAGTTCACGGCGGCGAAATCCGTCGCTAGAGGGAGGGGACTGAG 

CAGGTGGTCGAATCAGGGGAGCTCTGCGAGAAAATCAGGAAGAAGGTCATACCGGCTCAA 

TCAGACGGCGAGCTCTCCGTCCTTCGCCGCCGCCGTCGTCGTCTCCGGCTGGCTGTCATG 

TTGCATACCAAAATTGGAAATAGCAGCCGGTCTCTTACATCATATTTGCACCGTATTCCT 

ACTCTTACTCCCCTTCAATTTCCCCCCCAAATTGAATTCGAATCAAACAGCCGCCTCACG 

CCCTCCCCTCAAATATGCAGCCCTCGCCACGCCACGCCACGCGCGAGCGCCGCCGCCGCG 

ACTGATCACGGCTCGGCTAGCTCTCTCTATCTCGCTGACTAATTAATCCTCTCTCCTTCT 

CCTGGTTAACTACAACTCTGACCAACTAACTCGCCCGCCATGGCAGAACAACCACTAGGA 

GGAGGCGGCGGCGGCGGCGGCGATGGCAACAACAATGGGAAGTGGAAGGGGAAGGAGAAG 

GTGGTGCCCGAGTACGGCAAGAACCGGCACGGCATGCCTGTCGGCTGCTACTTCGTCCCC 

AAGGACCTGGAGCTCTTCGCCATCCTCAGGTGCAAGCTCGTCCGCAGCCAGCTCCCCGGC 

GCCCTCAACAACGTCTTCGAGCATATCAGGATCCTCGAATTCCACCCTGCCCTCCTCCAT 

GGTATGCCCGCTTCGCCGCCGCCTCTCTACCTCTCTCTTTCACCCTTCATCAATCACCGT 

CCTCCTCCTCTTCTTCTTCTATGGTGATGACGTGTGTAGAGACGTACATCGGGAATGAGG 

AGGATGGGTACATCTACTTCTTTAGCAGGAGGCAGTTCACGACAAAGGCAAGGAACAAGA 

GGCGGCCGACACGGGTGGCGAAGGGCGGGACGTGGAAGGCGTCTGGTGGGAGCAAGACGT 

TGAGGAGCAAGAAGGTTGGCGGTATCGACGTCGGCCAGAAGCTCACCATGGTGTTCTACG 

AGCGTAGGTTCGAGGGTGACCAGAACCCCATCAAGACCAATTGGGGCATGCACGAGTTTA 

CCAAGATCATTGATGGCTCAAAAAACCAAGTAGTCCTTGTTGATCTAATTCGAATTTAAA 

CTTAAATCAATCTGCGTTACGTTGCAATCTACTTCCTCCATTATATTTTGTATTATAAGT 

CGTTTTGACATTTTTTTCAAGTTAAACTCATTTTCAACATCTACAATATAAAATCATTTT 

CATTAAATGTAAACATTGAATATTGAATATATTTTGATAATATGTTTGTTTTATGTTAAA 

AGTATTATTATATTTTGGTTAAACTTAAAAAGTTTTACTTAAAAAAAGAGAAAGTCAAGA 

TCGACTTGTATATAATATAAAACAGAGCGAGTATATTTAAACATTTTGTTATGTTCGTCT 

TGTAATTTACTAATTATGCTCAAGTGGATTGATCGATTTTTGTTGTTTGAATTTGAATTT 
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TGGATGCAATTTGTGCTAATTTGGGCGGATCAATTTCTGTGGATTTTGCCAAGCTTGAGG 

ACCTTGCCGTGTACCGCTTGTACAAGATCAAAAGGAAGGAGGACGAAGAACCGGTGAACG 

CTGCCGCCGCGGCGTCGAGCACGGACGAGCCCTCCACGTCGTCGGCACTGTCACCTCCTA 

CGCCACCGCGGCCATTGCCGGACATGGCCGGACCATCATCAGCAACGCCGCTACTGCCAC 

TGCAATTGCCGGACATGACCGGACCGTCGTCATCAACGCCGCTACTGCCACTGCAATTGC 

TGGGCTTGGCCGGATCGTCGTCGGCGATGTCGCTACCACTGCCACTGCAATTGCCGGGCC 

TGGCCGGATCGTCGTCTGCGATGTCGCTGCCTGCACAGCAGATGCCGGGCATGGCCGGGT 

CGTCGTCGGCGATGCCGCTGCCACTATCATTGCCGGGCCTGGCTGGAGGGATGATGTCCA 

TGGCGGACCAGGCGAACATGGCCTCGACGTCGCAGGCGTCTACACCGTCGTCGGAGCTCC 

TGCAAGACTGGTACGACGAGTTCGAGATCACGTACGGCGCCGTGGCGCCGCCGTCTCCTA 

GCACGATCAGCTGGGAGGAGCCGCAGAGCTCGCCGACGGGGTGGTGGCCGTCACCGAACG 

GCGAGCCTGTGCAGCACGACGGCTACCTCGGGATGGCGGCGAATCCAACGTCGTACATGC 

TGGAACACCCGTTGCCCACCGCGGCGATCCCGCCGGAACCGATGACGCCGCCGACGAGCT 

CACCGGCGCCACCACCAGCCGTCGACAACCACCACCGGCTCTCGCCTCCGCATGACGCCG 

CCGGCAGCAACTACAACCACCCGGAGCTCGCCGGCTACAACGGCGGCGTCCAGGCGCAGC 

ACGAGCATCAGCATCAACCGCAGGAGCCGCAGCCAGCGTTGCTTGTGGATGGCGAGGACG 

GCTACGGCGCCATAGCCGACGGCGACGGCGACACACAGCTGGGCGTCGCGGAGCTTGACA 

CCGAACGAATAGCCGAAATGGTAAACCATATCATGGATGGCGAATTCGAGTTCAAATTCG 

AGGACAACACCGTCCTTAAGTACAACGAAGTCTTTCCGGACGACGACAAGGTGGTGGCGG 

CGCCGATGATGATCGACGGCGGTGGAGACGGCGATGGCGCGGATGGAGGTGATGGAGGCG 

ACCCATTCGATAATTAGGGCCCTGTTTCAAAAACCGCTGGAATTTCCATTTTCCCTGGCT 

ATAAATTATTTATCTACAAATTTTACTCCATTTTTGTAAGTTAATGTTCATATTTACTAT 

TTGCTCCATGTTTTTAGTTTCGTTCAGACCTTTGGTAATTTTACTACTTCACTAGTAGTT 

CTAGTTCCATGCGAGGCTGCAATTGTAT 

CDS 

>ONAC030 

ATGGCAACAACAATGGGAAGTGGAAGGGGAAGGAGAAGGTGGTGCCCGAGTACGGCAAGA 

ACCGGCACGGCATGCCTGTCGGCTGCTACTTCGTCCCCAAGGACCTGGAGCTCTTCGCCA 

TCCTCAGGTGCAAGCTCGTCCGCAGCCAGCTCCCCGGCGCCCTCAACAACGTCTTCGAGC 

ATATCAGGATCCTCGAATTCCACCCTGCCCTCCTCCATGCTTGAGGACCTTGCCGTGTAC 

CGCTTGTACAAGATCAAAAGGAAGGAGGACGAAGAACCGGTGAACGCTGCCGCCGCGGCG 

TCGAGCACGGACGAGCCCTCCACGTCGTCGGCACTGTCACCTCCTACGCCACCGCGGCCA 

TTGCCGGACATGGCCGGACCATCATCAGCAACGCCGCTACTGCCACTGCAATTGCCGGAC 

ATGACCGGACCGTCGTCATCAACGCCGCTACTGCCACTGCAATTGCTGGGCTTGGCCGGA 

TCGTCGTCGGCGATGTCGCTACCACTGCCACTGCAATTGCCGGGCCTGGCCGGATCGTCG 

TCTGCGATGTCGCTGCCTGCACAGCAGATGCCGGGCATGGCCGGGTCGTCGTCGGCGATG 

CCGCTGCCACTATCATTGCCGGGCCTGGCTGGAGGGATGATGTCCATGGCGGACCAGGCG 

AACATGGCCTCGACGTCGCAGGCGTCTACACCGTCGTCGGAGCTCCTGCAAGACTGGTAC 

GACGAGTTCGAGATCACGTACGGCGCCGTGGCGCCGCCGTCTCCTAGCACGATCAGCTGG 

GAGGAGCCGCAGAGCTCGCCGACGGGGTGGTGGCCGTCACCGAACGGCGAGCCTGTGCAG 

CACGACGGCTACCTCGGGATGGCGGCGAATCCAACGTCGTACATGCTGGAACACCCGTTG 

CCCACCGCGGCGATCCCGCCGGAACCGATGACGCCGCCGACGAGCTCACCGGCGCCACCA 

CCAGCCGTCGACAACCACCACCGGCTCTCGCCTCCGCATGACGCCGCCGGCAGCAACTAC 

AACCACCCGGAGCTCGCCGGCTACAACGGCGGCGTCCAGGCGCAGCACGAGCATCAGCAT 
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CAACCGCAGGAGCCGCAGCCAGCGTTGCTTGTGGATGGCGAGGACGGCTACGGCGCCATA 

GCCGACGGCGACGGCGACACACAGCTGGGCGTCGCGGAGCTTGACACCGAACGAATAGCC 

GAAATGGTAAACCATATCATGGATGGCGAATTCGAGTTCAAATTCGAGGACAACACCGTC 

CTTAAGTACAACGAAGTCTTTCCGGACGACGACAAGGTGGTGGCGGCGCCGATGATGATC 

GACGGCGGTGGAGACGGCGATGGCGCGGATGGAGGTGATGGAGGCGACCCATTCGATAAT 

TAG 

Protein 

>ONAC030 

MATTMGSGRGRRRWCPSTARTGTACLSAATSSPRTWSSSPSSGASSSAASSPAPSTTSSS 

ISGSSNSTLPSSMLEDLAVYRLYKIKRKEDEEPVNAAAAASSTDEPSTSSALSPPTPPRP 

LPDMAGPSSATPLLPLQLPDMTGPSSSTPLLPLQLLGLAGSSSAMSLPLPLQLPGLAGSS 

SAMSLPAQQMPGMAGSSSAMPLPLSLPGLAGGMMSMADQANMASTSQASTPSSELLQDWY 

DEFEITYGAVAPPSPSTISWEEPQSSPTGWWPSPNGEPVQHDGYLGMAANPTSYMLEHPL 

PTAAIPPEPMTPPTSSPAPPPAVDNHHRLSPPHDAAGSNYNHPELAGYNGGVQAQHEHQH 

QPQEPQPALLVDGEDGYGAIADGDGDTQLGVAELDTERIAEMVNHIMDGEFEFKFEDNTV 

LKYNEVFPDDDKVVAAPMMIDGGGDGDGADGGDGGDPFDN* 

 

LOC_Os08g01330 (ONAC031) sequence information 

Genomic sequence length: 2039 nucleotides 

CDS length: 975 nucleotides 

Protein length: 324 amino acids 

Genomic Sequence 

>ONAC031 

TGTCTGTCCTATTTCTAGGAGCTTTTCCAGCCTTGGACCCATCCAGATGCGCTTGCACTT 

GCACTTGCATGCAGTTCATTGCTCTAGCTATAGGCTATAGCTACTATACACTCATGAGAA 

TCTGAGATTGGGCTGAAAATTGATGAGCATCGATCTGAAGAAGACATATATATAGCTGAT 

GATGATATAGCTTTTTCTGCATATGCTTGTTTTGATCTGCAGCCAATCGATCGAGGCATA 

GAGAGTCACCAGGCAATCAAATTCCAACCATCCATCAGCTAGATATATATACAGCAAAGA 

TCACGATACTCCTAGCTAGCTAGCTAGAAGAATTGATCGGTCGATCGGAGGAAATAGCAA 

TGGATCGGCATGAGGAGGAGGCAGGAGAGTCTCCATGTGTGCCGCCGGGGTTCAGGTTTC 

ACCCGACGGAGGAGGAGCTGGTGGGCTACTACCTCGCCAGGAAGGTGGCCTCCCAGAAGA 

TCGATCTCGACATCATCCAGGAGCTCGATCTCTACAGGATCGAGCCATGGGATCTGCAAG 

GTACGTACTGATCCATTACATTAAATAAACCATGCATTCTATTCATGCATAATTAATATC 

AATTCAGCAATTAATTTGGGAACTGAACGATCGATGATTCTGATGAATTATATATATGTG 



S78 

 
GCAGAGCGTTGCAAGTACGGTGGGCATGGCGGCGATGAGCAGACGGAGTGGTACTTCTTC 

AGCTACAAGGACCGCAAGTACCCCAGCGGGACGAGGACCAACCGCGCCACGGCGGCGGGC 

TTCTGGAAGGCCACCGGCCGCGACAAGCCGGTGCTCTCGTCGCCGTCGACGAGGGTGATC 

GGGATGAGGAAGACGCTGGTGTTCTACAAGGGTCGCGCCCCCAACGGCCGGAAGACCGAC 

TGGATCATCCACGAGTACCGCCTCCAATCAAACGAACACGCCCCTACTCAGGCATGCATT 

GCAACCACCTATTCCATTCCATCTTAATTTTTTACTTCTTTACTTAATTATCTGTCCTAC 

TATATATGTTAATTCATGGATATTAATATGGAATATGGATGCAGGAGGAAGGTTGGGTGG 

TTTGCCGCGCGTTTCAGAAGCCGATGCCCAACCAGCAGCAGCACAGGCTGTCCTACGGCT 

GCATCCCCGGCAGCTACGGCGCCGGAGCCTACGCCGCCGTCCCCGACAACTACAGCTTGC 

TGCTGCACCACGACAACCCTAGCTTCGCCGGGCGGCCATTGATGAGCGCCGCTGCCTCAG 

CTCTCTTCGCCAACAACAACAATAACAGCGTCGTCGACCACAGCAACATTCTGAGTTCAG 

AGTCCAAGCTTCACTTCTCCGACATGATGCCGCCTCTGGAGAGCCCCACCATCGTCGACG 

GCGAGGGCTACGTCTCGCAGGCTAGCAGCTGCGTCGACGTCGATCAGCAAGCCGGCATCG 

TCGACTGGAACCTGCTCACCAGCTTGCTGCCGCCGCCGGCGCATCAGCTCTTCCACCACC 

TGCCTTCCGCTTCTAGCTCCAAGAACAGCAACAACATTTCTTCGTCAGGCTTCATCGATG 

ACCGAGACTGATCGATCGATCCAGATCGATTATTATCAATTGACAATTCATTCATCATAT 

ATATGCATGAATTCTTACAAATACGCACAATTAAACGATCGAGTGTACTATTAATTAGTT 

GATTACTCCGTCTCCATGATGTATACATTAATTTGACCACTGGCCATCATCAGGCCATCT 

GCATGCTTACTATCTAGCTTATGTCAGTACACGGTTGTTAGTTCATTCTTAATTAATTAG 

CTACTAGTGTCAGTGTGTGTATCTATCGGTTGTTCGTCTTTTGACCTCATTGCTGAGAGA 

GGTTTGTAACTGATGATGATTAAGTTAGCTAGCATTTAATTAGGTGCTATATATACACAT 

ATATATGCACTATCACTATATACATCATATATATGTATACATATATCGTTGTCTGCTTAA 

TGTGTACACCACCTCTCTGCAGTATATATAGTATTGATCAATTAATTTGTATATATATA 

CDS 

>ONAC031 

ATGGATCGGCATGAGGAGGAGGCAGGAGAGTCTCCATGTGTGCCGCCGGGGTTCAGGTTT 

CACCCGACGGAGGAGGAGCTGGTGGGCTACTACCTCGCCAGGAAGGTGGCCTCCCAGAAG 

ATCGATCTCGACATCATCCAGGAGCTCGATCTCTACAGGATCGAGCCATGGGATCTGCAA 

GAGCGTTGCAAGTACGGTGGGCATGGCGGCGATGAGCAGACGGAGTGGTACTTCTTCAGC 

TACAAGGACCGCAAGTACCCCAGCGGGACGAGGACCAACCGCGCCACGGCGGCGGGCTTC 

TGGAAGGCCACCGGCCGCGACAAGCCGGTGCTCTCGTCGCCGTCGACGAGGGTGATCGGG 

ATGAGGAAGACGCTGGTGTTCTACAAGGGTCGCGCCCCCAACGGCCGGAAGACCGACTGG 

ATCATCCACGAGTACCGCCTCCAATCAAACGAACACGCCCCTACTCAGGAGGAAGGTTGG 

GTGGTTTGCCGCGCGTTTCAGAAGCCGATGCCCAACCAGCAGCAGCACAGGCTGTCCTAC 

GGCTGCATCCCCGGCAGCTACGGCGCCGGAGCCTACGCCGCCGTCCCCGACAACTACAGC 

TTGCTGCTGCACCACGACAACCCTAGCTTCGCCGGGCGGCCATTGATGAGCGCCGCTGCC 

TCAGCTCTCTTCGCCAACAACAACAATAACAGCGTCGTCGACCACAGCAACATTCTGAGT 

TCAGAGTCCAAGCTTCACTTCTCCGACATGATGCCGCCTCTGGAGAGCCCCACCATCGTC 

GACGGCGAGGGCTACGTCTCGCAGGCTAGCAGCTGCGTCGACGTCGATCAGCAAGCCGGC 

ATCGTCGACTGGAACCTGCTCACCAGCTTGCTGCCGCCGCCGGCGCATCAGCTCTTCCAC 

CACCTGCCTTCCGCTTCTAGCTCCAAGAACAGCAACAACATTTCTTCGTCAGGCTTCATC 

GATGACCGAGACTGA 

Protein 
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>ONAC031 

MDRHEEEAGESPCVPPGFRFHPTEEELVGYYLARKVASQKIDLDIIQELDLYRIEPWDLQ 

ERCKYGGHGGDEQTEWYFFSYKDRKYPSGTRTNRATAAGFWKATGRDKPVLSSPSTRVIG 

MRKTLVFYKGRAPNGRKTDWIIHEYRLQSNEHAPTQEEGWVVCRAFQKPMPNQQQHRLSY 

GCIPGSYGAGAYAAVPDNYSLLLHHDNPSFAGRPLMSAAASALFANNNNNSVVDHSNILS 

SESKLHFSDMMPPLESPTIVDGEGYVSQASSCVDVDQQAGIVDWNLLTSLLPPPAHQLFH 

HLPSASSSKNSNNISSSGFIDDRD* 

 

LOC_Os02g56600 (ONAC032) sequence information 

Genomic sequence length: 3430 nucleotides 

CDS length: 996 nucleotides 

Protein length: 331 amino acids 

Genomic Sequence 

> ONAC032 

CGCGCACGCGTCCTCTCCCGCGTCCTCCGCCTCCTCCCGCGCGCTGCGTACGTGACAGCG 

CCATCTCCTGCTTGCAGCAGCTAGCAAGCAGCAGGCGCAACAGTATTACTGCAGATAGAG 

CTCTCGACCGATTGATCGATTGCTCACTGCCATATACATGATACTTACATACCGACGTAC 

TACACACAGAGATAGAGATCGGAGCTATAGCTATTGCTATTGCTAGCCATAGTATAGTAG 

TACCCTTTGCTCCTGCTGCTGCTTTGTTGCTTGCTTCCCTACACTTCTCTCTCTCAGCTG 

CTAGCTGCGCATATAATTATTCCCTCGCCAAGCTATATATATTTGCCTCCTGCCTTCTTC 

CCGAGCTCACACAATCGCCAACCTATACAGATATATGTGCTAGCTACTTCCAAGTTCCTA 

CCTATCAATTTCTCTCCTCCTCTTCTTCTTCTCTGCATCAATCTGCAGCTTAATTCTTAG 

CTATGTACATATAGCTAGCTACCACTTCCAAAATACTCCACAGAGATCAATCACATATAG 

ATATAGCTAGATTGCTATAGACAGAGAGATCATCAAAGAAATTTAGCAGGTGATAGCCAC 

ATGGGGTTGAGGGACATCGAGCTGACGCTGCCTCCGGGGTTCCGGTTCTACCCGAGCGAC 

GAGGAGCTTGTCTGCCACTACCTTCATAACAAGGTGGTGAACCAGCATCGCTTCGCCGGA 

GTTGGAGGAGCCGCCGCCGCCGGCGGCGGCACCATGGTCGAGGTGGACCTCCACACCCAC 

GAGCCGTGGGAGCTACCAGGTAATCACTTACTCAATCAAAATTAATTAATTAATTACTAC 

TCCTTTTTCCTCTCCCACAAGCGACCCTCTCACTAGCTCCAAATCATTTATAGCTAATGT 

AATAGTCAATTCATACAATAGTTGCTTACTGTACTATTAATACCTGGTCCTACCTGTCAT 

ACACATATTACGTCTTAGAGTCCGTGCTACAGCTGACTATATACCTATAGTCTCCTGCTC 

TTCTCTCTCTTCCTTTATCTTTTTAAAATATGTTTATAGCTGGCTTATAGCTTGCTATTG 

TACCTGCTCTTAGCCACGCGCCCTCTCTCTCCCCTCTTCTGCATGATTATGGTTAATTAA 

ATCGTAGATGGTTCCTCCGTTTCCATGGAATGATTAATTACGCACGCAACCACGCTTTAT 

TGGCTCCAATTAGGATTGTCGTTATTCTTCCCCCTTGTTAATTAACCAACAAGGCACGGG 

TCGATCCATCACGTATATCTCTGTGCGCGTATGTGCAACAGTGTGTTATATATTGCTTCT 
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GGTGCAAGCATACATATACCTATATCTATAATTTATTTCTTTATGACTGCAAGTGGGCTA 

TCTAAGCTCTAGCTATAGCTTGTTCTCTTTGTCTCTTACGATTACGATCAAATTTCCCAT 

CAATTTTTATACATGTTTAAAATTTAACTTATTTCATTCCATATCAACATTTTCTTCAGG 

ACATACTACTATATGTGTGCATAAACTCTCCTTAATTTCCCCGCGCGCCGGCCCATCCTA 

TTCTCAAAAAAAAAAAAACTGAGAACAATAAAAATATACATAATATTGAAAAAGATTAAA 

TTAACCGGTTTGTTTAATTTCCCTCAATCAAATCGATCTGCTTTCCAAAATTTCTGAATA 

ATTAACGGTATTTCTTTACAAAACTGCAGGAACAAGTTTAATCAGAATCATATCGAACAA 

TTAATCAAGTAGCTAGTATTATACCACATACTGAATATATTACGGTTGATCTCAGATTAG 

TCTAGATTAATCGAGTTGTGATGTGAAAAATTAATTATGGTGTGCATGCAGATGTGGCGA 

AGCTGAGCACGAACGAGTGGTACTTCTTCAGCTTCCGCGACCGCAAGTACGCGACGGGGC 

TCCGCACGAACCGCGCCACCAAGTCCGGCTACTGGAAGGCCACCGGCAAGGACCGCGTCA 

TCCACAACCCCAAGCTGCACGCCGCCGCCCACCGCCGCGCCTCCATCGTCGGCATGCGCA 

AGACCCTTGTCTTCTACCGCGGCCGCGCCCCCAACGGCGTCAAAACCAACTGGGTCATGC 

ACGAATTTCGCATGGAAAACCCTCACACCCCTCCCAAGGTTAGTCCTCACAATCCAACTA 

ATTTCTCCAATAATTTCCTTACTCCTTTCATCCTCAAATAAATAAAATCCAGCACGGGTT 

ATGGTAAGACCTGTTTAGTCAAACTGTTTTAAGTTTAACCAAGTTTGTAGAAAAAATAAT 

AATATTTTTAACCCATGACAAATTTATTAAGAAAATTAATTCAATTATTGATTTGATAAA 

CTAATTTAGTATCATAAATATTACTATATTTATCTATAAAATTAGTTAAACTTGAAATAG 

TTTGACTTTATTAGAGTTAAAACGTGTTATAACCTGAAGGAGTATAGTAGTAACTTTTGG 

TTAATCAAGAGCTTGAGTTTGTGTGTTTAATTTTGCATATGTGTATGCAGGAGGATTGGG 

TGTTGTGCAGAGTGTTCTACAAGAAGAAGGCGGAGACGGAGACGGAGTCGTCGTACAGCA 

TGGAGAACGAGCAGGAGGCGGTGATCGCCATGGCACGGAGCGCCGCGGCCATCAAGGCGG 

GTGGATGCTACTCCAACTCCTCCTCGTCTCACGACCCAGCCGCCGCCGGCCATCACTCGC 

CCCCGCCATTCCCGGCGTCGCTCGCCGCCTGCAGCAGCAGCCACCACTACAGCAGCCACC 

CACCGCCGCCTCCCGATCACCACCACCACCACCACATGCCCGTCACCGGCGGCGGCGGCG 

GCTCCCTCAACGAGTTCATCCCCACCACCAGCATGGCGCTGTACAGCAGCATCTTCGACT 

TCAGCCAGCATCTCGACGGCGGCGCCGTGGCGGCGTCGGCGTCGGCGGCGGGATCGAGGG 

TCGACGGCGGCGAGCAGTGCGGTCTGATGGAGCTAGGGCTCGAGGAGCACTACAATTACA 

ACGGCCTGATGCCGATGTGACGATCCACCATAGGTGTCGGTGCTGCTAGTGCTAGCTTAG 

CTAGCTTACACACACTCCCAGCTGCTAGCTAGCTGCAGTTCTGCAGCGCAGCTAGCTAGC 

GTTTATTATTAATAACCTCTTTTCACCTCGATTGTTTGATCTGATTTGTTTCGTGGTGAT 

CGATTCCATCGATCAGCTTGTGCAGATTTCGTTGATTGTGCATGCAAACATGCGCACCTG 

TGTATAGGGTATAGTGGTACGTCGTATAGCGCTGTTGCATTGTTTGGAGGTAAATTATAT 

ATCTTAGCCTTTAATTTGATTGAGATTGCAGTAGTAGCAGACGTCGTCATGCATGTGTAC 

ATATAATGTATGAATGATCAGTTTCTGTTGATGGGTGGATATATTAATGGAGTACTTAAT 

TTGGAACCCT 

CDS 

> ONAC032 

ATGGGGTTGAGGGACATCGAGCTGACGCTGCCTCCGGGGTTCCGGTTCTACCCGAGCGAC 

GAGGAGCTTGTCTGCCACTACCTTCATAACAAGGTGGTGAACCAGCATCGCTTCGCCGGA 

GTTGGAGGAGCCGCCGCCGCCGGCGGCGGCACCATGGTCGAGGTGGACCTCCACACCCAC 

GAGCCGTGGGAGCTACCAGATGTGGCGAAGCTGAGCACGAACGAGTGGTACTTCTTCAGC 

TTCCGCGACCGCAAGTACGCGACGGGGCTCCGCACGAACCGCGCCACCAAGTCCGGCTAC 

TGGAAGGCCACCGGCAAGGACCGCGTCATCCACAACCCCAAGCTGCACGCCGCCGCCCAC 
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CGCCGCGCCTCCATCGTCGGCATGCGCAAGACCCTTGTCTTCTACCGCGGCCGCGCCCCC 

AACGGCGTCAAAACCAACTGGGTCATGCACGAATTTCGCATGGAAAACCCTCACACCCCT 

CCCAAGGAGGATTGGGTGTTGTGCAGAGTGTTCTACAAGAAGAAGGCGGAGACGGAGACG 

GAGTCGTCGTACAGCATGGAGAACGAGCAGGAGGCGGTGATCGCCATGGCACGGAGCGCC 

GCGGCCATCAAGGCGGGTGGATGCTACTCCAACTCCTCCTCGTCTCACGACCCAGCCGCC 

GCCGGCCATCACTCGCCCCCGCCATTCCCGGCGTCGCTCGCCGCCTGCAGCAGCAGCCAC 

CACTACAGCAGCCACCCACCGCCGCCTCCCGATCACCACCACCACCACCACATGCCCGTC 

ACCGGCGGCGGCGGCGGCTCCCTCAACGAGTTCATCCCCACCACCAGCATGGCGCTGTAC 

AGCAGCATCTTCGACTTCAGCCAGCATCTCGACGGCGGCGCCGTGGCGGCGTCGGCGTCG 

GCGGCGGGATCGAGGGTCGACGGCGGCGAGCAGTGCGGTCTGATGGAGCTAGGGCTCGAG 

GAGCACTACAATTACAACGGCCTGATGCCGATGTGA 
 

Protein 

> ONAC032 

MGLRDIELTLPPGFRFYPSDEELVCHYLHNKVVNQHRFAGVGGAAAAGGGTMVEVDLHTH 

EPWELPDVAKLSTNEWYFFSFRDRKYATGLRTNRATKSGYWKATGKDRVIHNPKLHAAAH 

RRASIVGMRKTLVFYRGRAPNGVKTNWVMHEFRMENPHTPPKEDWVLCRVFYKKKAETET 

ESSYSMENEQEAVIAMARSAAAIKAGGCYSNSSSSHDPAAAGHHSPPPFPASLAACSSSH 

HYSSHPPPPPDHHHHHHMPVTGGGGGSLNEFIPTTSMALYSSIFDFSQHLDGGAVAASAS 

AAGSRVDGGEQCGLMELGLEEHYNYNGLMPM* 

 

LOC_Os01g28050 (ONAC033) sequence information 

Genomic sequence length: 798 nucleotides 

CDS length: 798 nucleotides 

Protein length: 265 amino acids 

Genomic Sequence 

> ONAC033 

ATGGCGATCTGCGCTGCTGCAGCTGACCACTCCCGCGCATCCCCAAGCTCCGCGGCAACG 

CAACCAACAACCATCTGCTGGAGACCCAGCAAGGTCAAGGAGGAAGTAGAAGAAGACGGA 

ATGGTTGTCGATCCCCCGGACGACGCCAGCGAGGCGTCCGATAATCTGCGCGCGACAGGT 

TTCCAGGACACGCCGACGGTGGGCGAGCTCGTCCTGCGCCACCTCCGCCCGCGTCTCCGC 

GGCTTCCACTGCGCCGACGGCGACGTCCCCGTCATCGGCGTCAGGGACGACCCCGCCGCC 

GCGGCGCCGCTGGACCTCGTCGCGCGGCACGGGGGCGCCGCCGACAGGCGCCGCGGCGAG 

GCGTTCTACTTCGTGCGGCGGAGGCGCTGCCGCCGGCCGAACGTGCGGCGGACCGTCGCC 

GAGGGAGGCGGAGGCGGTGGCGGTGCGGGCGGGCTGTGGAAGAAGAGCTGGACCGGGTCC 
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GGCAAGTCGGTGACCGACCTCGGCGTCGTCGTGCCGTGGAGCAAGACGTGCTACTGCTTC 

TACCGGCGCGACGAGGGCGGCCGGCTGAGCACCTTCGGGGGAGGGTGGGTCTTGGCGGAG 

TACGAGATCACGGAACCCGGTACGTACCGGCGCGCCGACGAGGAGGAAGACGACGACGAC 

TACTGGGTACTTTGCCACGTCAGGAAGACGGCAAGCAAGAAGAGGAAGCGGAATCGCTGC 

GATGAGGCCGTGGCTGCACGGGCTGTAGCCGGTACGGAGTCTAAGTCGTATCTCCTATGT 

GGGCTGACAGCGAATTGA 

CDS 

> ONAC033 

ATGGCGATCTGCGCTGCTGCAGCTGACCACTCCCGCGCATCCCCAAGCTCCGCGGCAACG 

CAACCAACAACCATCTGCTGGAGACCCAGCAAGGTCAAGGAGGAAGTAGAAGAAGACGGA 

ATGGTTGTCGATCCCCCGGACGACGCCAGCGAGGCGTCCGATAATCTGCGCGCGACAGGT 

TTCCAGGACACGCCGACGGTGGGCGAGCTCGTCCTGCGCCACCTCCGCCCGCGTCTCCGC 

GGCTTCCACTGCGCCGACGGCGACGTCCCCGTCATCGGCGTCAGGGACGACCCCGCCGCC 

GCGGCGCCGCTGGACCTCGTCGCGCGGCACGGGGGCGCCGCCGACAGGCGCCGCGGCGAG 

GCGTTCTACTTCGTGCGGCGGAGGCGCTGCCGCCGGCCGAACGTGCGGCGGACCGTCGCC 

GAGGGAGGCGGAGGCGGTGGCGGTGCGGGCGGGCTGTGGAAGAAGAGCTGGACCGGGTCC 

GGCAAGTCGGTGACCGACCTCGGCGTCGTCGTGCCGTGGAGCAAGACGTGCTACTGCTTC 

TACCGGCGCGACGAGGGCGGCCGGCTGAGCACCTTCGGGGGAGGGTGGGTCTTGGCGGAG 

TACGAGATCACGGAACCCGGTACGTACCGGCGCGCCGACGAGGAGGAAGACGACGACGAC 

TACTGGGTACTTTGCCACGTCAGGAAGACGGCAAGCAAGAAGAGGAAGCGGAATCGCTGC 

GATGAGGCCGTGGCTGCACGGGCTGTAGCCGGTACGGAGTCTAAGTCGTATCTCCTATGT 

GGGCTGACAGCGAATTGA 

Protein 

> ONAC033 

MAICAAAADHSRASPSSAATQPTTICWRPSKVKEEVEEDGMVVDPPDDASEASDNLRATG 

FQDTPTVGELVLRHLRPRLRGFHCADGDVPVIGVRDDPAAAAPLDLVARHGGAADRRRGE 

AFYFVRRRRCRRPNVRRTVAEGGGGGGGAGGLWKKSWTGSGKSVTDLGVVVPWSKTCYCF 

YRRDEGGRLSTFGGGWVLAEYEITEPGTYRRADEEEDDDDYWVLCHVRKTASKKRKRNRC 

DEAVAARAVAGTESKSYLLCGLTAN* 

 

LOC_Os01g59640 (ONAC035) sequence information 

Genomic sequence length: 1892 nucleotides 

CDS length: 1206 nucleotides 
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Protein length: 401 amino acids 

Genomic Sequence 

> ONAC035 

ATGGCTGAATCCTCCGAATCTGCGTGGCCGCAGCAGAGTCAGCAGCTGCAGATTAGCAGC 

ACAATGCCGGCCGGTTCTGCATGGCCGGAGGAGGAGAATCTCGAGAATCTCGAGCAGCCG 

CTTCCCCTGCTGATGCCATCGTCGGAGGATCATCGCGAGCAGCAGCTTGTTCCCGTTCCA 

TGGCTGCAGCAGGATCAGGATCAGGAGTGGCATGAGCAGGAGCAGTTTCTTCCCCTCAAA 

AATCAGAATCAGGAGCAGCTTCAGGATCAGCAACCTCTGCAGGATCAGGAGGAGACGCGT 

AGATATTTGGGCGTGCCCGGAATCCGGTTCGTGCCGTCGGATATAGAACTTATCCTTGAC 

TTCCTCCGGCCGAAACTACGCGGCGAGCAGCTGCCCAGCTACAGCTACATGCATGTCTGC 

GACGTCTACTCCGACCATCCTAAAGAACTTAGTAGGTTTGCTGTGTTCAATTTGTACATT 

TTTTTCTTTGTTAACATATATATGTATATCACACTATATTAACATATCACTATTTTTAGT 

ATTAACATAACTATGATATTTTAGTTTTGTTTTTTTCTTAAACTGTGCATCTTTATCTGT 

TCTTTGTTAATATATATCACACTATATTAACATATCACATTATTATTTTTGTGTTAATTA 

ACCTGCTATATATCACACTATTTTTCGAGTTTGCTGCTTAATTTTATGCACCTTTCTCTA 

TTCTTGGTTAGCATATTTCACACTGTGTTAACACATCACACTATTTCTGTTTATTAACAT 

ATCACATTATTTTTTAGTGTTAACCTATCACACTATTTTTTTTAAGTTTGCCGCTTAATT 

TATGCATCTTTCCATGTTCTTGGTTAACATATATCACACTTTATTAACACATCACACTTT 

TTTTTTTGTTCTAGCGAGTAAGCTGGGTCCCAGCCGCGAAGGAAACTGGTACATGTTTTC 

ACCTAGAAACCGGAAATACAACAAAGGCAAAAGGCCTAGCCGAAGCACCGGTCAATTGGG 

TTTTTGGAAGTCGACTACCAAGAACGAGGCCGTCCTTGACGCCCTCAGCGATAACATGTT 

GATTGGATACAAGGCATGCCTCACCTATCACGAATACGATGAGAGCATGCCGACGCCAAA 

GTTGAAGAAAGAGAACGCGATCAAGACGCCGTGGAAGATGTGGGAGTTCGTGTGTTCCAA 

CTCCAACCGGCCGTTCGACGCGGAGGAGGAGCCCATGCGGGTTAGCTACTATCATATCAA 

TCGCATGACTATATATATATTTTCTATTTAGAATAAGCTTATAGAATCACTTTTAAAACA 

AATGTACCCACATTTGTATTTTATGAAACTGATGAGCAGCCAGAGGTTTAAAAAGTTTGA 

TAAAATAGTTGTTGTGACGATTAGTAGGAGTATAGTAATTCTACTGTGTGTTTTTTTTTT 

CTTTTTCTCCTGTTTATAAATAGCTCAACGACTGGGTGTTGTGCAAAGTTACCAACAAGG 

ACAACAAAGTTACCACCAAGAAGTTCAAACCACAACGCAGCAAGAAGCCGAAGAAGCCGA 

AGAAGCTACAGCAGGAGGAACAGCCACAAAACCAAGGCATTGTGATCAGGCAGCCGTCAG 

AATCCGGCTCGGCCTCCTCGTCGCACCAAGAAATCCCTGGCTCTTCTCTTCCCGGAGCCG 

GAGGAGACGCCGCGGCCGCGGCGGCGACGGCGGCGGCGGTGGTGGATCCTATGCCATTGC 

ATATGATTCCTCCTTCTTCATGGAATTATTTCAGCACGGGAGTTACTGCAGATGGTATTG 

TTATGGATGACAGTACGGGAGTCGATTCATATGGTTGTGTAGATGGTGCTGGTGCTCTTA 

ATTTCCAGAGGAACATCTTCTACCACCGTTAA 

CDS 

> ONAC035 

ATGGCTGAATCCTCCGAATCTGCGTGGCCGCAGCAGAGTCAGCAGCTGCAGATTAGCAGC 

ACAATGCCGGCCGGTTCTGCATGGCCGGAGGAGGAGAATCTCGAGAATCTCGAGCAGCCG 

CTTCCCCTGCTGATGCCATCGTCGGAGGATCATCGCGAGCAGCAGCTTGTTCCCGTTCCA 

TGGCTGCAGCAGGATCAGGATCAGGAGTGGCATGAGCAGGAGCAGTTTCTTCCCCTCAAA 

AATCAGAATCAGGAGCAGCTTCAGGATCAGCAACCTCTGCAGGATCAGGAGGAGACGCGT 

AGATATTTGGGCGTGCCCGGAATCCGGTTCGTGCCGTCGGATATAGAACTTATCCTTGAC 
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TTCCTCCGGCCGAAACTACGCGGCGAGCAGCTGCCCAGCTACAGCTACATGCATGTCTGC 

GACGTCTACTCCGACCATCCTAAAGAACTTACGAGTAAGCTGGGTCCCAGCCGCGAAGGA 

AACTGGTACATGTTTTCACCTAGAAACCGGAAATACAACAAAGGCAAAAGGCCTAGCCGA 

AGCACCGGTCAATTGGGTTTTTGGAAGTCGACTACCAAGAACGAGGCCGTCCTTGACGCC 

CTCAGCGATAACATGTTGATTGGATACAAGGCATGCCTCACCTATCACGAATACGATGAG 

AGCATGCCGACGCCAAAGTTGAAGAAAGAGAACGCGATCAAGACGCCGTGGAAGATGTGG 

GAGTTCGTGTGTTCCAACTCCAACCGGCCGTTCGACGCGGAGGAGGAGCCCATGCGGCTC 

AACGACTGGGTGTTGTGCAAAGTTACCAACAAGGACAACAAAGTTACCACCAAGAAGTTC 

AAACCACAACGCAGCAAGAAGCCGAAGAAGCCGAAGAAGCTACAGCAGGAGGAACAGCCA 

CAAAACCAAGGCATTGTGATCAGGCAGCCGTCAGAATCCGGCTCGGCCTCCTCGTCGCAC 

CAAGAAATCCCTGGCTCTTCTCTTCCCGGAGCCGGAGGAGACGCCGCGGCCGCGGCGGCG 

ACGGCGGCGGCGGTGGTGGATCCTATGCCATTGCATATGATTCCTCCTTCTTCATGGAAT 

TATTTCAGCACGGGAGTTACTGCAGATGGTATTGTTATGGATGACAGTACGGGAGTCGAT 

TCATATGGTTGTGTAGATGGTGCTGGTGCTCTTAATTTCCAGAGGAACATCTTCTACCAC 

CGTTAA 

Protein 

> ONAC035 

MAESSESAWPQQSQQLQISSTMPAGSAWPEEENLENLEQPLPLLMPSSEDHREQQLVPVP 

WLQQDQDQEWHEQEQFLPLKNQNQEQLQDQQPLQDQEETRRYLGVPGIRFVPSDIELILD 

FLRPKLRGEQLPSYSYMHVCDVYSDHPKELTSKLGPSREGNWYMFSPRNRKYNKGKRPSR 

STGQLGFWKSTTKNEAVLDALSDNMLIGYKACLTYHEYDESMPTPKLKKENAIKTPWKMW 

EFVCSNSNRPFDAEEEPMRLNDWVLCKVTNKDNKVTTKKFKPQRSKKPKKPKKLQQEEQP 

QNQGIVIRQPSESGSASSSHQEIPGSSLPGAGGDAAAAAATAAAVVDPMPLHMIPPSSWN 

YFSTGVTADGIVMDDSTGVDSYGCVDGAGALNFQRNIFYHR* 

 

LOC_Os05g35170 (ONAC036) sequence information 

Genomic sequence length: 4122 nucleotides 

CDS length: 1350 nucleotides 

Protein length: 449 amino acids 

Genomic Sequence 

> ONAC036 

GCGGTTGCTTCCTCCGAAAATCCTCATCCTCTCCATTGACCAGACGGCGGCGCAGGCGCA 

GGCGCTCACCTCCCTCCTCCTCCGCGGCATCCCCAATCGACCAGCTGGCTCCCCTGCCTC 
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CTCCGCGTAAGTTCACCCCGATCTCTCTCTCGAATCCCTTGCTCCGATCTCCAATCCGCG 

CTGGTTCTGTGCGGGTTTTTGGATTAGGGCGCGGTTAGCGTCGGGGGATGTCTTGGGGTT 

GGGGGGTAGGGTTGGTGGCTATTTGGGGGTTTGGTTCGACGATTCGGGGATGGGGGTTGA 

TGGATTTGTGTGGATCGGATTGGTCTCGTCGATAGGTTCGGGGTCGCGGATCAGGGTGGT 

GGATGTGATGCAGGTTTTGTGTGAGATCGATTTGATCGTCGATTTTGGGGCCTAATTTAG 

GATTGGATTGCTTGGAGAGCATTGGTTTGTGCAGCGTTGACTTAGGTACGGTTTTTTTGG 

TTAGGTTGATTGGGGGTTCCGTTTGATCGTTGACCTGTGGTTTAGGACAGATCTGGAATT 

CTCCAGGTTCAATTGAAGGGAAGATTATCTCTTTTGGGGGGATTTCACCGGGAAATATCA 

ATCAACCAAAAACTAGTTGTGATTTCCTTGTTGTAACATACGTATTCGATATTCAGTTTT 

CCTTCTATTTCGGTTTCCTCCGAAAATTAAAGTAGTAGCTGCCTATTTTCTTTGTTTGGA 

CATGCTCATGAGGGTTTATCAAGGGTTTAGAATGTCATATTTTAGGAAAACCTGTACCTT 

CTGCTTTATATGACCATTCATGTTTCTTATGTCTGTCTTATTTTACTTGCAGGATTTTGA 

TCCTAATCACCCATGTCTGCTGAAGTCAGCGAGGAATATCCTTATTTCCTCTCCTGCTAC 

TTCTGGTTCATATATTGCATAAAATTCCGAGATTTCACTTGATACAAGTGGATCACCTGG 

AGTTTTGTGCTAATACTTCCTATCATGTGAATCAGTTGTAGTTAGCATAATTGGCAAGAC 

TCAAGTTTTCTCTCATCTGGGTTCAGAAACATTTGTCGGTTGAGTGCTCGATCTAAACTC 

TGCTTGAGTCTTGCCGAAGATTGTTTCTCAACAATCACGTCTTCTGTTCTCTCTGAGGTT 

GGACCAATCTCCCTTTTGGTCTGATCAACCTCCTGATCTCCCTTAAGTGAACCGTCCTGC 

TGTGTTCACGCAATACAATCTTCTGAAGTCCTCTCTTGTTCCTTCTGTGCTCAAACATCA 

AAAGCAGCTCTCTCCTAAGTTCTCTTGATTGTTTGTGCTCCTAAATTCTGTTGTTTGAGC 

ACTCAAACATTTCCCTTACTGGTCAATCTTAGATCACTTGTTGATTATTGGTATTGGCAT 

TATTTGGTGAAGCATTTCTGCTTGTACCTTAAACAAAGGTCTCTGTTGTCTTATTGGTGC 

TGAAGGCAAGATATACACTGCAGTGATGGCTCAAACTTGCTTGCCACCTGGCTTTCGTTT 

TCATCCAACAGATGTTGAACTTGTTTCATACTATTTGAAAAGGAAGATTATGGGAAAGAA 

GCCTCTTATTCAAGCTATATCAGATGTTGAACTGTATAAATTTGCTCCCTGGGATCTTCC 

TGGTAATTCCTAATTCTCATGTTATGATGTTTTTAGAAACTTTAAATAAATGATAAAATA 

GTGGTCACGAAGACAATTTCTCAAGAAAAACATGTCATTTATTCTCAATTTTATGCACAA 

TTTTGCTCTAATTTGTATGCATCAATCTTCTGCAGCTCAATCCTGTCTCCAGAGCAGAGA 

TCTTGAATGGTTCTTCTTTTGCCCACGAGACAAGAAATATCCTAATGGGTCTAGGACAAA 

TCGTTCCACACCAAATGGTTACTGGAAAACAAGTGGGAAAGATAGAACGATTGAGCTTAA 

CTCTCGCATTGTTGGGTCAAAGAAAACACTGATTTTTCATGAAGGCAAAGCACCTAAAGG 

CAACAGGACTGATTGGGTGATGTACGAATACAAAATGGAAGACAATCAATTGGTCTCTGC 

TGGTTTCTCAAAGGTAATGCTATTTAGTATGCGTATTGCTTGTCGAGTAAGCTCTCACAA 

CTACACTTAGCTTTATGTGATCAAGATTTAGTAATTCCTTATTTTATGTTCATCGTTCTG 

TTATTATCTCCTTTTTATTATCTTTGGAAGTAAAATTGTATTCTAAACCATTAGTAACAG 

AAGTGGAATATGGCTGGGCTAATAATGCTCTTTATGTGCGGTAGTTATCATTGAAGAAAT 

TTTAGAACTCCAGAAACAGATAAAAAACAATAGAATATTGATCCTTGTGCTGATTTATAG 

GGGCTAAAGTGCAAATTGTGCTAGGCACCCTTTGTTTTGTTTTTATTTTTCTCACTCTTA 

TGATAGCCAATATTTTGCTTTTTTGAAAAGCAGTTATCAACGATGAAGTACTTTTTTGGA 

TTTTGATTTAGTTAAAACAAAGCTATTATTGGTTTTATAACTCTTATGTATCCTATTTGG 

GATATTGTACTCAATAGTTCTTTTAATTAAACATTCAGGATGATTTTGTCCTCTGCAAAA 

TTTTCAAGAAAAGTGGCCTTGGTCCAAGGATTGGGGAGCAATATGGGGCTCCATTTAATG 

AAGAAGAATGGGAGCATGCAGATGCTGAAATGTTTCCCTTGCTGCCAAATGTTGAAACTT 

CTGTGTTTCCATTGCTGCCCTCTTCAGAGGTAGTAAATTCTACTGATGATACACGTGTTC 

AGCCTTCTGTTGCTGCCAGAGCTATTGAGGAACTACCTGTGCAGCATTTACCTCATGTAT 
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GTGCTGGGAATGGATCAACATATCAAAATATTACTGTTACTGGTGAAAGTGCTCTCATGG 

AACTGCCTTCCCAGCACTCTGTTGAATCTATTGGTGATGAGGTAGTTTCTGTGGACAACT 

GTTCTAATGTGGTCAATAATGCAGACAGTCCTGTAATTGAGGGGCTTGTATTGGAGGAAC 

TTTCTAGGTTTTTAACTGATTCTCCTCATCATGGCAACCCTGTTGGGGAGGTAGATAGAG 

CTTGTTCATTATCAGATCTCCCTGTATTCCTTTTATGCTTGGGCATATAAAAATGTCTGA 

TTTTTCTCTGGGCTTATTATTTTATCTATTTATTTTGCAGCACTCTGGTCTCCCACCAAT 

GTCTGAGGCTGAAGCTCATGCTTTTGAGGTTAGCACAAATGATCTGTACAATGAAATTGC 

AGGGCTTGCTGAATTGGGTGTGCCAAATGGTGATGGATTTTCTCCGTCCAATGCTGGTGT 

TACTGAACAACAGCCCACATACTTTGGAGTTCCTAACAGTGAAAATTATGTAAATATGGA 

TGATATCTTTGCTCCAGACACAAGATTATCCTATGCATATCCTTTGCCAAACAACCAATT 

TTGGCATTATCCCATGGATCAGTTCACATACAGTACTACTCTATCTGCTGCCTTTCCATC 

TGGTGACTCGCGTCCAACTATGCGCATTGTTGATGATTTACCTGCTGCTGCTAATAACGG 

TGGCTTTGCTTCAAAACCCAGCATGCAGTTCCCACTGTCATAACTAAGTCCAGAACCGTT 

CTAGAGGTACAGTTTCGTTTTTAAGTTGTTTGTTTTCCAGGTATTAATTATTTCGGGCTA 

ATTTAGTTGCTGCTATTAAATCTTCAGGACTCTGATACTGATGACCTAGTGGGATTCCAT 

ATGCTGGCAGTACTGCGCAACAGATGTGTCTTCATGGCCACCTGCTGCCGCTCCGAGCTA 

AGCCAAACCTCGCTGAATCTTTCTCGTGGACTGTTGCTGGATTTACCAGTGCTCGAACTG 

GTGGTCACTGCAAGCATTGTGAGGCCAACAATGTACATTGTTTTGAAGGTTTGGCCTAGT 

TCTCGATGGCGATGCTCTATGATCCGAACTTGTCTAGCCTGGCGCGCTACTGAGGATCAG 

ATATTCGCTTTGTGTTACCTTATTTACTTGCTGCTGAATAAAGTTTGTTTATCAAACTAG 

TGTATATTGTGTTATGACTGCACTTAAACCTTATGTAAGTTTGCATGGTTTGGCCTACTA 

TTTACTTGCTATTAATCTTCTCCTAAGTTCGTTGTTTTGGCA 

CDS 

> ONAC036 

ATGGCTCAAACTTGCTTGCCACCTGGCTTTCGTTTTCATCCAACAGATGTTGAACTTGTT 

TCATACTATTTGAAAAGGAAGATTATGGGAAAGAAGCCTCTTATTCAAGCTATATCAGAT 

GTTGAACTGTATAAATTTGCTCCCTGGGATCTTCCTGCTCAATCCTGTCTCCAGAGCAGA 

GATCTTGAATGGTTCTTCTTTTGCCCACGAGACAAGAAATATCCTAATGGGTCTAGGACA 

AATCGTTCCACACCAAATGGTTACTGGAAAACAAGTGGGAAAGATAGAACGATTGAGCTT 

AACTCTCGCATTGTTGGGTCAAAGAAAACACTGATTTTTCATGAAGGCAAAGCACCTAAA 

GGCAACAGGACTGATTGGGTGATGTACGAATACAAAATGGAAGACAATCAATTGGTCTCT 

GCTGGTTTCTCAAAGGATGATTTTGTCCTCTGCAAAATTTTCAAGAAAAGTGGCCTTGGT 

CCAAGGATTGGGGAGCAATATGGGGCTCCATTTAATGAAGAAGAATGGGAGCATGCAGAT 

GCTGAAATGTTTCCCTTGCTGCCAAATGTTGAAACTTCTGTGTTTCCATTGCTGCCCTCT 

TCAGAGGTAGTAAATTCTACTGATGATACACGTGTTCAGCCTTCTGTTGCTGCCAGAGCT 

ATTGAGGAACTACCTGTGCAGCATTTACCTCATGTATGTGCTGGGAATGGATCAACATAT 

CAAAATATTACTGTTACTGGTGAAAGTGCTCTCATGGAACTGCCTTCCCAGCACTCTGTT 

GAATCTATTGGTGATGAGGTAGTTTCTGTGGACAACTGTTCTAATGTGGTCAATAATGCA 

GACAGTCCTGTAATTGAGGGGCTTGTATTGGAGGAACTTTCTAGGTTTTTAACTGATTCT 

CCTCATCATGGCAACCCTGTTGGGGAGCACTCTGGTCTCCCACCAATGTCTGAGGCTGAA 

GCTCATGCTTTTGAGGTTAGCACAAATGATCTGTACAATGAAATTGCAGGGCTTGCTGAA 

TTGGGTGTGCCAAATGGTGATGGATTTTCTCCGTCCAATGCTGGTGTTACTGAACAACAG 

CCCACATACTTTGGAGTTCCTAACAGTGAAAATTATGTAAATATGGATGATATCTTTGCT 

CCAGACACAAGATTATCCTATGCATATCCTTTGCCAAACAACCAATTTTGGCATTATCCC 
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ATGGATCAGTTCACATACAGTACTACTCTATCTGCTGCCTTTCCATCTGGTGACTCGCGT 

CCAACTATGCGCATTGTTGATGATTTACCTGCTGCTGCTAATAACGGTGGCTTTGCTTCA 

AAACCCAGCATGCAGTTCCCACTGTCATAA 

Protein 

> ONAC036 

MAQTCLPPGFRFHPTDVELVSYYLKRKIMGKKPLIQAISDVELYKFAPWDLPAQSCLQSR 

DLEWFFFCPRDKKYPNGSRTNRSTPNGYWKTSGKDRTIELNSRIVGSKKTLIFHEGKAPK 

GNRTDWVMYEYKMEDNQLVSAGFSKDDFVLCKIFKKSGLGPRIGEQYGAPFNEEEWEHAD 

AEMFPLLPNVETSVFPLLPSSEVVNSTDDTRVQPSVAARAIEELPVQHLPHVCAGNGSTY 

QNITVTGESALMELPSQHSVESIGDEVVSVDNCSNVVNNADSPVIEGLVLEELSRFLTDS 

PHHGNPVGEHSGLPPMSEAEAHAFEVSTNDLYNEIAGLAELGVPNGDGFSPSNAGVTEQQ 

PTYFGVPNSENYVNMDDIFAPDTRLSYAYPLPNNQFWHYPMDQFTYSTTLSAAFPSGDSR 

PTMRIVDDLPAAANNGGFASKPSMQFPLS* 

 

LOC_Os08g06140 (ONAC037) sequence information 

Genomic sequence length: 4434 nucleotides 

CDS length: 2193 nucleotides 

Protein length: 730 amino acids 

Genomic Sequence 

> ONAC037 

GCGGTAAAGCCACTCGCTTTCTTCCCCACCACGTCTCCTCCTCTTCTCCTCCCCTAAAAT 

CCCCAATTCCGACCAAACCCTAGCCCCCCCCAAATCGCCTCACTCCACCACCCCACGCTT 

CCTTCGCCGCTAAGTATATCCCTCCCGGCGACCGCGAATCGGATCTTGAGAGTGAGAGAG 

AGGTTGGGGGAGGTGGATGAGAGGGCGGAGATGACGGTGATGGAGCTCAAGAAGCTGCCG 

CTCGGGTTCAGGTTCCACCCCACCGACGAGGAGCTCGTCAGGCACTACCTCAAGGGGAAG 

ATCACGGGGCAGATCAGGAGCGAGGCCGATGTCATCCCCGAGATCGATGTCTGCAAGTGC 

GAGCCGTGGGATCTCCCTGGTGAGTTTTCTTCTCCTTCCTCTCTGCTTTAGTCCTCCTTT 

TGCTGCAGGGTTGGTTTGGATTTCGTTGCTTGGGGTTATTTGTGCTGTTTTTTTTTGTCT 

CGATCGGGTGTGGTTTGCAGCTGATTCCAGGTATGGAGAGCTTGGGGGTTGTGCTCGTTT 

GCGTGTTTTCGTTTTTGGTTTTATTCGTTTTGAAGAAATCACTCTGGTTTGCTCTTTCTT 

GTTTGGGTTTTGTTTCTTGCTTTTTTTGGTTTTTGGTTTTATACCTGTAGCCGTGTGGTT 



S88 

 
TTGGGGATTTTTTTTTGGTTTGATCACTACTGGGGTTTCCCCCATTTTTGGCCATTCTTT 

CAGTGATTCTTTTGTTTTTGTTTATGCTGCTTTATTGCTGGATCTCGGTGGTTTCTGGGC 

GGGATTCTGATGAGCAGATTACTGCTGCTTGCTGTGGTTTGCATCTTTCTCCGTGAGGAA 

TTTTTTCTCCCCATGGGGATGCTAGTTTGATGCGATTCCCTCGAACTCCGCTAAAAATGC 

CTAAATCCTTTATTAAAATGTGCCCGAGATGCTGTTTGGTGTGATGCGGTTCAAATCTTT 

GACTTCGTTGATGCAAATTTTACTAATCGACCTGTCAAACTCTGAGAAAGATTCCATTTC 

TGACGCGTGTTCCTCTTGATTTTGTGGCGGGTGCGTTCAGATAAGTCTCTGATCCGCTCC 

GATGATCCGGAGTGGTTCTTCTTCGCGCCGAAGGATAGGAAGTATCCCAATGGGAGCAGG 

TCGAACAGGGCGACGGAGGCCGGGTACTGGAAGGCCACCGGGAAGGACAGGGTGATCAGG 

TCCAAGGGTGACAAGAAGAAGCAGCAAGTAATTGGCATGAAGAAGACGCTCGTGTTCCAC 

CGGGGGCGTGCGCCGAAGGGTGAGCGGACTGGGTGGATCATGCATGAGTACCGCACCACC 

GAGCCGGAGTTTGAGTCCGGTGAGCAGGTATGCGATAGTGCTAGTACCTTGTTTTGTAGC 

TTTCCTTTGTAGGTTTATTTTCTCAGCAAGTTCATGATCAGTATGTCAAGATTTTTAGCG 

ACAATGTTGTTATATATAGGTATGCTCACAGTTCACAGCTCGGTTGTGAGTTTACAGCAA 

ATGAGAATGTCAAATGAACACTGCAAATATCTTTTGGGAAAAAAAGAAACATAATCATCT 

GATGTTTCTGTTCTGGTATCTTAGTATTCGTATTTGTATTTTCAGGGAGGTTACGTTCTC 

TACCGGCTGTTCCGAAAGCAAGAGGAGAAAATTGAGCGACCCAGTCCGGATGAAGTGGAT 

AGAAGTGGATACTCACCCACTCCTTCTCGTTCAACTCCTGATAACATGGAACCAATTGAA 

GACGGAAATACACCATTAAACAGGGAATCTCCAGAATCTGCTCTGCATGAAAGCCCAATT 

GATTTGCCTGCTCTAACTGAGGCTCAAGCTGCGCCAATTACAAGGTGGCTTGCAGACAGA 

ACTGATAACGCGACAACAAATGAAGTAAACATCTCTCACATGCCTCATCATGGGCTTGAT 

GGAGGAGCTAAGGTCAGTAAAGTTGCTTGTAGGTCTATTAAACTTGTATGATCATTTTAT 

AATTGATTTATTTCTCTAGCCAGTTAACTTCCTAGGTGTGAATTCCTTCTAATTGTTTGC 

GTGATTCTTTTGATATAAGCAGGCTAGCCCTTCAGCTGGTGCTTTCCCTCAGCTGATTGG 

TTCACAACAGAATATCCATGATAATAATGAATTAGCCACAGTTTCTGCACCCATGCTACC 

ACATGAAGACTTCAATAATTTCCCTCTAGGAGCCATTGGTAATTTTGATGGCAATATGAA 

TCCTCGAGATCCAGTGGAGGAGTTCTTGAATCAAACCATTGCTGATCCAGATGAGCATTC 

ATCAACAACATCAAAGGCTCAGTATGATTCGGACACTGGAATCATACCAACTGAGTTTGA 

GAACCATGGGGTGATGCAGGTAATGTTGTTCTCCCTAATCTGCACCTGCTGTTTAGGTTA 

TAGTTATTGTTTTTAATTCTTATTATCCATGGAACCTTTGCAGGGTGAATTCATGGATGA 

TCTGAGTGGGTTGGAAAATTTAGATTTCTGGCCAGATGACCGAAATCCCCAGTTGAGTGC 

ACTGTATGAGGACACACCATTGCTGCCTTATGATAGCACCGACCAGGATGTGCTCTCCAT 

GGACTCTGGTGCTGAATCCTTGCAAGATCTATTCAACAGCATGGACGATTCAAACGCGAG 

GAATAATGTATGGGGCAACGAACCATTCCTCCAGGGGACTGGATTTCCCATGTCTTGGCC 

GTTACAGCCGAACTCCGCATTTCCAAACCAGGGCACTGCAAATAGGAGGCTCATGCTACA 

GCTATCAGAATCATTATCTCCTGATTTTGATGTGAGCATGACTAGAGATGAGTGTGAAGA 

TGAGGAACCAGGTATTGTTGTAACTTCGAAGTATGTGAATGAAGCTCCTGAGGAGTCAAC 

TGCAGAAAAGGATATGCCTTCTGATGGAGATGATGCTGAGCCAACGGGTATTACTATCCT 

GAGGCGACGCCATGCTCCAACTGCAAGTTCGTTTTCTGATGGAGATGATGCTGAGTCAAC 

GGGTATTACCATCCTAAGACAGCACCAAGCTCCAAATGCAAGCTTGCTTTCTGATGGAGA 

TGATGCTGAGTCAACGGGTATCACTATCCTAAGACGACGCCAAGCTCCAACTGCTAGCTC 

AGCTAGTTCATTTACTCAACAGGGTGCTGCAGTGCAAAGGGTGCGGCTACAATCAAACCT 

TGATGCAGCACCGTGTTCTAGCGTTGATGGTTCATCAAGTTGCATCATAAATGAAGGTGA 

AAGTGAACGCACCATGGAGAAACCTGAGGTGAGTTATATTACCCTTAAACTAATGCACTC 

TTGTTCCATGGGAATAAGTTAAATCCTTTATATTCCATAGCCAGTTTGTTATTAATTGTA 
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CCAGAATGCAGGTAATTCCTTTGTCATGAACTACTAATGGATCCTGGTTAATTTCTTGTA 

AAAAATAAATAAAAGAACTCTAGGCTGATTATGTACTGCATGCTTTGAAAGTTCTGTTGC 

TTTAGAAACGCTAATTTTCTCTTACGTTGTTCTTGCCAGATTGAAGAGAATGCAGGAAGT 

ACCTTGGCTGAAGGTGGGACTTGCCATGAGGATGACCAGAAGGAGCATGGTAATACCACT 

TTTGAAATATTTCATCCAGAAAATTTGTGATTTACCGTTCCTTCTCTCGTAAGCTAATCT 

GATATATTGACATGTAGATGCTTCAGCAGCAAATGCTAAATCTGTTCTGAGGCTGCGGAA 

GACAGCAGAGGGAAGCGACAAGGAGAACAAGCAGGAGGAAGAGGAGGGTGTTCTTGCTTC 

ACATGTGAGAGCACCAGGGAATAAGAGGGGATTCCCATCGTACATCATTTGGCTGGTTCT 

CTCTGTGGCTCTGGTCCTGCTTATCTCCCTTGGGATTTATGGATGGGTGTAAACAGCTGC 

TCCCCTGATGGTCTTCAAGATGACCATGCTTACTGGCACAGGCTCCCAACATTGACCTGC 

TGTGCTGAGTGACCTGTTGTACATATTGCGTCTTACGCCCTTGTGTTTAGACGGCGGTTG 

CTAGACACCCTGGAGTGTTTGTTCCCCTTCCAGCGTGCTGCGGCAGAAGAAAAATCCAAA 

AACAAAAAAAAAAGAGGGGCGAAAACGAAGAAAAAAGAAGAGGTAGTGAATGAGGAAAGT 

TGTTGTAGATGTTCTGTGACTTAGGTGCATGGTAGTATTCCTTCCTGCTGTTATTGCAGA 

TGTTAGTAGCCACATACCCTAGTTGTTCAGCAGTTGTAAGTCAGGTTAGGGATATGGTTA 

CTTTTGTCTATGTAATGTTCTGTAGCATTATCTGAACCTGCTTTATCGGATGCAATTTCG 

TTTTCCTTTCAGTAAATCTCTGTGCTGCAAACTGTAGTTCCTGTGTAAGTTTTGATGTGT 

GAAATGTTAATACTTCTAGTACTAATATACTATTGATGATGAAATGAGGAGGCA 

CDS 

> ONAC037 

ATGACGGTGATGGAGCTCAAGAAGCTGCCGCTCGGGTTCAGGTTCCACCCCACCGACGAG 

GAGCTCGTCAGGCACTACCTCAAGGGGAAGATCACGGGGCAGATCAGGAGCGAGGCCGAT 

GTCATCCCCGAGATCGATGTCTGCAAGTGCGAGCCGTGGGATCTCCCTGATAAGTCTCTG 

ATCCGCTCCGATGATCCGGAGTGGTTCTTCTTCGCGCCGAAGGATAGGAAGTATCCCAAT 

GGGAGCAGGTCGAACAGGGCGACGGAGGCCGGGTACTGGAAGGCCACCGGGAAGGACAGG 

GTGATCAGGTCCAAGGGTGACAAGAAGAAGCAGCAAGTAATTGGCATGAAGAAGACGCTC 

GTGTTCCACCGGGGGCGTGCGCCGAAGGGTGAGCGGACTGGGTGGATCATGCATGAGTAC 

CGCACCACCGAGCCGGAGTTTGAGTCCGGTGAGCAGGGAGGTTACGTTCTCTACCGGCTG 

TTCCGAAAGCAAGAGGAGAAAATTGAGCGACCCAGTCCGGATGAAGTGGATAGAAGTGGA 

TACTCACCCACTCCTTCTCGTTCAACTCCTGATAACATGGAACCAATTGAAGACGGAAAT 

ACACCATTAAACAGGGAATCTCCAGAATCTGCTCTGCATGAAAGCCCAATTGATTTGCCT 

GCTCTAACTGAGGCTCAAGCTGCGCCAATTACAAGGTGGCTTGCAGACAGAACTGATAAC 

GCGACAACAAATGAAGTAAACATCTCTCACATGCCTCATCATGGGCTTGATGGAGGAGCT 

AAGCAGGCTAGCCCTTCAGCTGGTGCTTTCCCTCAGCTGATTGGTTCACAACAGAATATC 

CATGATAATAATGAATTAGCCACAGTTTCTGCACCCATGCTACCACATGAAGACTTCAAT 

AATTTCCCTCTAGGAGCCATTGGTAATTTTGATGGCAATATGAATCCTCGAGATCCAGTG 

GAGGAGTTCTTGAATCAAACCATTGCTGATCCAGATGAGCATTCATCAACAACATCAAAG 

GCTCAGTATGATTCGGACACTGGAATCATACCAACTGAGTTTGAGAACCATGGGGTGATG 

CAGGGTGAATTCATGGATGATCTGAGTGGGTTGGAAAATTTAGATTTCTGGCCAGATGAC 

CGAAATCCCCAGTTGAGTGCACTGTATGAGGACACACCATTGCTGCCTTATGATAGCACC 

GACCAGGATGTGCTCTCCATGGACTCTGGTGCTGAATCCTTGCAAGATCTATTCAACAGC 

ATGGACGATTCAAACGCGAGGAATAATGTATGGGGCAACGAACCATTCCTCCAGGGGACT 

GGATTTCCCATGTCTTGGCCGTTACAGCCGAACTCCGCATTTCCAAACCAGGGCACTGCA 

AATAGGAGGCTCATGCTACAGCTATCAGAATCATTATCTCCTGATTTTGATGTGAGCATG 
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ACTAGAGATGAGTGTGAAGATGAGGAACCAGGTATTGTTGTAACTTCGAAGTATGTGAAT 

GAAGCTCCTGAGGAGTCAACTGCAGAAAAGGATATGCCTTCTGATGGAGATGATGCTGAG 

CCAACGGGTATTACTATCCTGAGGCGACGCCATGCTCCAACTGCAAGTTCGTTTTCTGAT 

GGAGATGATGCTGAGTCAACGGGTATTACCATCCTAAGACAGCACCAAGCTCCAAATGCA 

AGCTTGCTTTCTGATGGAGATGATGCTGAGTCAACGGGTATCACTATCCTAAGACGACGC 

CAAGCTCCAACTGCTAGCTCAGCTAGTTCATTTACTCAACAGGGTGCTGCAGTGCAAAGG 

GTGCGGCTACAATCAAACCTTGATGCAGCACCGTGTTCTAGCGTTGATGGTTCATCAAGT 

TGCATCATAAATGAAGGTGAAAGTGAACGCACCATGGAGAAACCTGAGATTGAAGAGAAT 

GCAGGAAGTACCTTGGCTGAAGGTGGGACTTGCCATGAGGATGACCAGAAGGAGCATGAT 

GCTTCAGCAGCAAATGCTAAATCTGTTCTGAGGCTGCGGAAGACAGCAGAGGGAAGCGAC 

AAGGAGAACAAGCAGGAGGAAGAGGAGGGTGTTCTTGCTTCACATGTGAGAGCACCAGGG 

AATAAGAGGGGATTCCCATCGTACATCATTTGGCTGGTTCTCTCTGTGGCTCTGGTCCTG 

CTTATCTCCCTTGGGATTTATGGATGGGTGTAA 

Protein 

> ONAC037 

MTVMELKKLPLGFRFHPTDEELVRHYLKGKITGQIRSEADVIPEIDVCKCEPWDLPDKSL 

IRSDDPEWFFFAPKDRKYPNGSRSNRATEAGYWKATGKDRVIRSKGDKKKQQVIGMKKTL 

VFHRGRAPKGERTGWIMHEYRTTEPEFESGEQGGYVLYRLFRKQEEKIERPSPDEVDRSG 

YSPTPSRSTPDNMEPIEDGNTPLNRESPESALHESPIDLPALTEAQAAPITRWLADRTDN 

ATTNEVNISHMPHHGLDGGAKQASPSAGAFPQLIGSQQNIHDNNELATVSAPMLPHEDFN 

NFPLGAIGNFDGNMNPRDPVEEFLNQTIADPDEHSSTTSKAQYDSDTGIIPTEFENHGVM 

QGEFMDDLSGLENLDFWPDDRNPQLSALYEDTPLLPYDSTDQDVLSMDSGAESLQDLFNS 

MDDSNARNNVWGNEPFLQGTGFPMSWPLQPNSAFPNQGTANRRLMLQLSESLSPDFDVSM 

TRDECEDEEPGIVVTSKYVNEAPEESTAEKDMPSDGDDAEPTGITILRRRHAPTASSFSD 

GDDAESTGITILRQHQAPNASLLSDGDDAESTGITILRRRQAPTASSASSFTQQGAAVQR 

VRLQSNLDAAPCSSVDGSSSCIINEGESERTMEKPEIEENAGSTLAEGGTCHEDDQKEHD 

ASAANAKSVLRLRKTAEGSDKENKQEEEEGVLASHVRAPGNKRGFPSYIIWLVLSVALVL 

LISLGIYGWV* 

 

LOC_Os01g71790 (ONAC038) sequence information 

Genomic sequence length: 952 nucleotides 

CDS length: 615 nucleotides 

Protein length: 204 amino acids 
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Genomic Sequence 

> ONAC038 

ACGAGGAACACACACACCCCTACCCGTCTCTGTTCATCTCCACATCTTGTCTTCTCGCTG 

TTGACTTCGAGCGGAGACTAGACTAGCTACTACTCGGAATGGGGAAGGAGATGAATCTGA 

TCCGAGAAGACGAGTACGGCGGCGGCGGCGTCGGGTTCGAGCCGACGGAGGACGAGCTGA 

TGCTCCACTTCCTCCGTCCGCAGCTGCGCGGGTTCGCGCCGCGCGTGGCGGGCGCCGTGG 

TGGAGGCCGACCCCTGCGGCGCGGCGCCGTGGGAGCTCCTGGCGCGGCACGGGAGGCGGG 

AGGAGGGGTTCTTCTTCTCGGCGCGCGCGCGGAGGAAGCCCTCGGTGCGGCGGACCGTGG 

CGGGCTGCGGCGGCGGCGGTGGCGGCGGTGGCGCGTGGATGCACAGCTCCACCAAGAACG 

GGCAGTCCGTGACCGACCTCGGCGTGGTGGTGCGGTGGTGCAGGATCAACTACTGCTTCT 

ACGTGCGCGGCGAGATGGGGCAGCAGCGGAGCACCGGGTGGATGATGGCCGAGTACGAGA 

TCACCGACCCGCGGTGCTACCGCCGCGCCGACGACGGCGAGGAGGACGACTTCTGGGTTC 

TCTGCCATGTCAGGAAGAGCTCGAGGCCCCAAGCCGCCAAGATCTCTCCAGCCAAGCCAG 

CACGGCGGCGCAAGCCCGCCGCCGCCGCCGCCGCGGATGTCCGGGCTGCGTGATCCGGCC 

GACGGCGGAGATCACGAGGTTTGCCTCGCGTTGGGATTCGACTTCGGTTATACTTTTGCT 

TTGGAATTGTGTTCCTTTGCTTTATTCCTCCTCTAGCATCTGCCCATACATTCCGTGTGA 

TGAACACTGCGAATCAAATGGGACGTTTAAGATGTTGTTGTTGTACTGATAGCGTGATTG 

AATTCATGGCCTCTTTCTGCCAAGCCGCATATGGAGTTTTTTTTGGTGTTTC 

CDS 

> ONAC038 

ATGGGGAAGGAGATGAATCTGATCCGAGAAGACGAGTACGGCGGCGGCGGCGTCGGGTTC 

GAGCCGACGGAGGACGAGCTGATGCTCCACTTCCTCCGTCCGCAGCTGCGCGGGTTCGCG 

CCGCGCGTGGCGGGCGCCGTGGTGGAGGCCGACCCCTGCGGCGCGGCGCCGTGGGAGCTC 

CTGGCGCGGCACGGGAGGCGGGAGGAGGGGTTCTTCTTCTCGGCGCGCGCGCGGAGGAAG 

CCCTCGGTGCGGCGGACCGTGGCGGGCTGCGGCGGCGGCGGTGGCGGCGGTGGCGCGTGG 

ATGCACAGCTCCACCAAGAACGGGCAGTCCGTGACCGACCTCGGCGTGGTGGTGCGGTGG 

TGCAGGATCAACTACTGCTTCTACGTGCGCGGCGAGATGGGGCAGCAGCGGAGCACCGGG 

TGGATGATGGCCGAGTACGAGATCACCGACCCGCGGTGCTACCGCCGCGCCGACGACGGC 

GAGGAGGACGACTTCTGGGTTCTCTGCCATGTCAGGAAGAGCTCGAGGCCCCAAGCCGCC 

AAGATCTCTCCAGCCAAGCCAGCACGGCGGCGCAAGCCCGCCGCCGCCGCCGCCGCGGAT 

GTCCGGGCTGCGTGA 

Protein 

> ONAC038 

MGKEMNLIREDEYGGGGVGFEPTEDELMLHFLRPQLRGFAPRVAGAVVEADPCGAAPWEL 

LARHGRREEGFFFSARARRKPSVRRTVAGCGGGGGGGGAWMHSSTKNGQSVTDLGVVVRW 

CRINYCFYVRGEMGQQRSTGWMMAEYEITDPRCYRRADDGEEDDFWVLCHVRKSSRPQAA 

KISPAKPARRRKPAAAAAADVRAA* 
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LOC_Os03g21030 (ONAC039) sequence information 

Genomic sequence length: 2038 nucleotides 

CDS length: 1077 nucleotides 

Protein length: 358 amino acids 

Genomic Sequence 

> ONAC039 

AACCCCAAGTCCATTCTCTCGTTCCCAAACCCTGCATCCTTCTCTTTCACACAAGCCTCT 

CTCTCGCCGGCTTCGGCGTCCGTCTCCTCCTCCTCCTCTTCGTCTAGCCTTGTGGCGGCG 

TGCGGTGCGGTGCGGTGAGGAAAGGAGGGAGCTTTGAAGGTCGGGGGAGGGCGGAGGAGA 

TGTCTGAGGTGTCCGTTATGGCCGAGGTGGAGGAGACGGCGGCGGCGGCGCCGCTGGACC 

TGCCGCCGGGGTTCAGGTTCCACCCCACCGACGAGGAGATCGTCTCGCACTACCTCACCC 

CCAAGGCCCTCAACCACCGCTTCTCCTCCGGCGTCATCGGCGACGTCGACCTCAACAAGT 

GCGAGCCATGGCACCTCCCAGGTTTGTTCCTGAATTCTCTCCTTTTTTTTCTCCCCTTGA 

TTCGTTCGTACGATAAATCTTTGGGCTTACGGATGAGTTTGCGTGGTTTGATTTTTGGCA 

GCCATGGCGAAGATGGGGGAGAAGGAGTGGTACTTCTTCTGCCACAAGGACCGCAAGTAC 

CCGACCGGGACGAGGACGAACCGGGCGACGGAGAGCGGCTACTGGAAGGCCACCGGCAAG 

GACAAGGAGATCTTCCGCGGGAGGGGCATCCTCGTCGGCATGAAGAAGACGCTCGTCTTC 

TACCTCGGCCGCGCGCCCCGTGGCGAGAAGACCGGCTGGGTGATGCACGAGTTCCGCCTC 

GAGGGCAAGCTCCCCAGCCAGCTCCCGCGCTCCGCCAAGGTCCGGCCGTTGCGTCCTTGC 

CTTGCCATGCTACTCTCGCTTCTGCTTACTTCTCCAAAGTTTGAAAATTTCCTTCCTTTC 

TCGGTCGATGTGCTGATTCCTCATCTTTCCTCGACGCGTTTGTTTGCGAACAGGACCAGT 

GGGCGGTGTGCAAGGTGTTCAACAAGGAGTTGGCGCTGGCGGCGAAGAACGGGCCAATGG 

CGGTGACCGAAGCGACCGCCGACGACGCGGGGATCGAGCGGGTCGGCTCGTTCAGCTTCC 

TCAGCGACTTCATCGACCCCGCCGAGCTGCCGCCGCTGATGGACCCTTCCTTCGTCGCCG 

ACATCGACGGGGTGGACGACGCCAAGGTGTCCGCGTCGACCTCCGGGCAGGCCGCGATCG 

CCGCCGGCTTCCATGTCGCGTCGCAGGTCATGAGCTACCAGCAGGTCAAGATGGAAGAGC 

CGTTGCCGCTGCCGTACCTGCACCAGCAGCCGCCGCGGATGCTGCACTCGGGTCAGTACT 

TCTCGCTCCCGGCGGTGCACCCCGGCGACCTGACGCCGTCGGCGATCCGGAGGTACTGCA 

AGGCGGAGCAGGTCTCGGGGCAGACGTCGGCGCTCAGCGCCTCGCGCGACACCGGGCTCA 

GCACCGACCCCAACGCCGCCGGCTGCGCGGAGATCTCGTCGGCGCCGACGTCCCAGCCGT 

TCCCGGAGTTCGACGACGGGATTCTGGGCCTCGACGACTTCTGGAACTAATCCACGCCTG 

AATGATCCGGAGCTAGCTCCCTACCGACCTTGCGCTACAGGATTTTGCTTCAGGCTGGTT 

GATTAATTACTTGATTTGATTAATTAACTTGGTGTTTCATGCTTGGGTTAATTAGTGGCA 

GTTTGTTGATGCATCCTTCTCTTCCTCCTTCCGATCGAAGGCTTCTTCTCGGGATGGGTT 
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CGGATGATCAGATTATTTATCATCCATCCAGACCTCCAGGGATTAGCTAGGACTCCTTGT 

TAATTAATCCTAGCTAGCTAGGTTTCTTCATGTCTTGATCTGATGTAAATACAATTACTA 

CTACTAAGTACGGGGTATCCTGATTGTGTCTAGTAGCATGATGATTGATTATACTACAAT 

CAATGGGGTGTAGATTAGGGGTGGATTGATCATTTACGAATTGATTAATTTGGCATTTGA 

TGAGCCAGCTAGCTGCTAGCTTTATAAAGCTTTATACTATGTACATGTACCATTAATTGC 

TTGAGCTAGACATCTCATCATATGTGAATTGATGCTTCGGTTTAGCCTTTTTCCTTTA 

CDS 

> ONAC039 

ATGTCTGAGGTGTCCGTTATGGCCGAGGTGGAGGAGACGGCGGCGGCGGCGCCGCTGGAC 

CTGCCGCCGGGGTTCAGGTTCCACCCCACCGACGAGGAGATCGTCTCGCACTACCTCACC 

CCCAAGGCCCTCAACCACCGCTTCTCCTCCGGCGTCATCGGCGACGTCGACCTCAACAAG 

TGCGAGCCATGGCACCTCCCAGCCATGGCGAAGATGGGGGAGAAGGAGTGGTACTTCTTC 

TGCCACAAGGACCGCAAGTACCCGACCGGGACGAGGACGAACCGGGCGACGGAGAGCGGC 

TACTGGAAGGCCACCGGCAAGGACAAGGAGATCTTCCGCGGGAGGGGCATCCTCGTCGGC 

ATGAAGAAGACGCTCGTCTTCTACCTCGGCCGCGCGCCCCGTGGCGAGAAGACCGGCTGG 

GTGATGCACGAGTTCCGCCTCGAGGGCAAGCTCCCCAGCCAGCTCCCGCGCTCCGCCAAG 

GACCAGTGGGCGGTGTGCAAGGTGTTCAACAAGGAGTTGGCGCTGGCGGCGAAGAACGGG 

CCAATGGCGGTGACCGAAGCGACCGCCGACGACGCGGGGATCGAGCGGGTCGGCTCGTTC 

AGCTTCCTCAGCGACTTCATCGACCCCGCCGAGCTGCCGCCGCTGATGGACCCTTCCTTC 

GTCGCCGACATCGACGGGGTGGACGACGCCAAGGTGTCCGCGTCGACCTCCGGGCAGGCC 

GCGATCGCCGCCGGCTTCCATGTCGCGTCGCAGGTCATGAGCTACCAGCAGGTCAAGATG 

GAAGAGCCGTTGCCGCTGCCGTACCTGCACCAGCAGCCGCCGCGGATGCTGCACTCGGGT 

CAGTACTTCTCGCTCCCGGCGGTGCACCCCGGCGACCTGACGCCGTCGGCGATCCGGAGG 

TACTGCAAGGCGGAGCAGGTCTCGGGGCAGACGTCGGCGCTCAGCGCCTCGCGCGACACC 

GGGCTCAGCACCGACCCCAACGCCGCCGGCTGCGCGGAGATCTCGTCGGCGCCGACGTCC 

CAGCCGTTCCCGGAGTTCGACGACGGGATTCTGGGCCTCGACGACTTCTGGAACTAA 

Protein 

> ONAC039 

MSEVSVMAEVEETAAAAPLDLPPGFRFHPTDEEIVSHYLTPKALNHRFSSGVIGDVDLNK 

CEPWHLPAMAKMGEKEWYFFCHKDRKYPTGTRTNRATESGYWKATGKDKEIFRGRGILVG 

MKKTLVFYLGRAPRGEKTGWVMHEFRLEGKLPSQLPRSAKDQWAVCKVFNKELALAAKNG 

PMAVTEATADDAGIERVGSFSFLSDFIDPAELPPLMDPSFVADIDGVDDAKVSASTSGQA 

AIAAGFHVASQVMSYQQVKMEEPLPLPYLHQQPPRMLHSGQYFSLPAVHPGDLTPSAIRR 

YCKAEQVSGQTSALSASRDTGLSTDPNAAGCAEISSAPTSQPFPEFDDGILGLDDFWN* 
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LOC_Os08g44820 (ONAC040) sequence information 

Genomic sequence length: 4692 nucleotides 

CDS length: 1971 nucleotides 

Protein length: 656 amino acids 

Genomic Sequence 

> ONAC040 

CCCCCGTCCTTTCTTATAGCCCAAGCCATCCTCATCTCCTTCCTTGCTGCGTTTCGTTTC 

TTCCCCAAAAACCAAGGGGGAAGGCAAACTTTCCCCAAATCTCAACCCCAATCCCAATCT 

AGGGCACATGAGCCACCCCTCGTCGTCGTCCTCCTCCGCTCCCCCGGCGGCGGCCGAGGC 

CACCTCCCTCGCACCGGGATTCCGGTTCCACCCGACGGATGAGGAGCTGGTGTCCTACTA 

CCTGAAGCGGAAGGTCCATGGGCGGCCGCTCAAGGTGGACGCCATCGCGGAGGTGGACCT 

GTACAAGGTGGAGCCATGGGACCTCCCCGCCCGCTCCCGCCTCCGCAGCCGCGACTCCCA 

GTGGTACTTCTTCAGCCGCCTCGACCGCAAGCACGCCAACCGCGCCCGCACCAACCGCGC 

CACCGCCGGCGGCTACTGGAAGACCACCGGCAAGGACAGGGAGGTCCGCAACGGCCCCAC 

CACCGTCGGCATGAAGAAGACCCTCGTCTTCCACGCCGGCCGCGCCCCCAAGGGCGAGCG 

CACCAACTGGGTCATGCACGAGTACCGCCTCGACGGCCAAACCACCATCCCACCACAGGT 

CCCCCCATCCCTTCCTATCTTACCCTTACCTTACCTGCTCATGTATCAGATTGACCCATG 

TTTCAGATTATATTTCTATTTCTCGCCATATGTATCCCTCCATTTCTCTTTCTATCTTAC 

CCTTACCTGCCCATCTATGATTGATTGATTGATAACCCATGTTTCAGATTACAGTTTTCT 

TTCTCGCACTATGTATATTAACGAATTGGTGCTCGAGTTATTAAATCCATGATTTTGCTA 

GCTATGGTCTCTCTTAGATATTTTTTTTTTAAAAAAATATGTTTCCCCCTACACTGTTTC 

GGGGAAACAAAACAAAGTGTTTGATAACTCACTGAACTGCTAGTCACTGATTTGCCCGTC 

CCCAACAGCGCTCCTGCCTGATTGCTAGATTACTACTAGTACGTAGGCATGTTTACTGCC 

GCTACGGCCTCAATTTGTTGATTATTCTGCTGCTGATAATGCGATGCCATGATGCTGATT 

TTGAGACCTATATGTGTACAGGATTCATTCGTCGTGTGCCGTATCTTCCAGAAAGCCGGC 

CCAGGTCCACAGAACGGGGCTCAGTACGGAGCTCCTTTTGTTGAGGAGGAGTGGGAGGAG 

GATGACGAGGATGTTGGTTTGCTACCGGTGGAGGAGAAGGACAACTCTGATGACCAGGAA 

AAGGAAATTTCTGGTGCTATGGAGAAGGGCTATCTCCAGATGAGTGACCTCGTTCAGGTA 

CAGTTTCAAATCGCACGCTTTCTGTTTTCTCACCGTTCTAGTACAAATCTAGCACCTTTT 

AACATCAGATGCTGAAATGCATACCAATCAATTTCAGGACTGCTTCTATATGTGTAGTTT 

ATTCCAGTCATTCTTCCATATCAATACTTGACATTTTTCCTACCAAACTGTCAAATAGTA 

ATTGTTGATGGCGCCTTTTGTACGATTAAGTTATTTTTTTTATTGAACATGGCCTTTTGT 

GGTATGTTGTGTTTATGATCGTATACATTGATTAACCATCTATCTCTCTCAGAAAAGGAA 

CGCTGGATTTTCTTCAGCATTGCCCTTTAGACAACCTGTAATGATGAATTTGTATGCCGT 

GCTATGTACTGTGGATGCTGACATGTATTCACTTTTGATGTACATCTTCATATCTCTCAG 

GACTAGGTAGCAAGTAATATGAGATCACGACCCACAAGAGTCATGATATCATAGTATCCA 

TGTCTATGAGCATTAAAAGGTTGGATTTTTTGTGCTGCCTATCTATGTCTTCATTGTATA 

TTACCAACTTCTGAGACCCCTAAAACATATATTGTTATAACTTGTTCAACAAATTGGTCT 

TGGTAAAATGAACCTATTTTCTCTAGTAAAAGAGGAGCGTATTGTTCGTCCACACAAGAC 

TTCCTTTTTTGTATGAGTTTTGTTCTGCAGGTGATTTTTGTTTTTTCATGTCTCAGTTTA 

TCAGTTTCTTTATCCAGTATATATCTGCCTCTGTGTCGATTGTTCTAATATGCTGTCATT 

TCCTTTTTTTTTTCAGAACTTGGTTGATCAAAATGAGAATGGTACCATTGCCTTGCCAGT 

TTCTGACAATTCAAACAACAGCAACCATTCTGAAGACGTGGATGGAAATTCAGGGGACAT 

TTTAAGTGACCAAAACCTTGGGTCTAACTTTCTTCACCATGTTGAGCCTGTGGAGCAAAA 
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TGGCCTAGTGCTTAATGAAAATATGTTTTCTAGTGCCAATGCTGGAGACCTTTTTAATAT 

ATCTAGCCCCAATGATGGATTCCTAGAACTGAAGGATTTTGCAGATATTGCAGATTTGGA 

GAATCCTTTAGCCAATGAATCCACCATCTGGCCTTCTGATGGTTGGCCCTGGAAATCAAC 

TGATTCCATGGAGGCTGTGAATGGGGCTAGCAATGAATTTTCTCCCTTAGCTGGTGAACA 

GATATTCCAGCCAGAAGAATTGGAACAGTTGTTACAGTCACTGCAAGAAGACTCTCATAT 

GGGTTCAACTATCTCTGATCCCCCACATTCATCTATAACAAATTTAGCTAAGCCAGAGGA 

AGATTGTCTAATGTTCTATGATGCACCCTTTGATTCTTCAATGTGTGATGATGGTTTTAG 

ACAGCTCAATGGATTTCTTGGCTCCCCATCGACCAATCTATCTGGTATTGACATGGTGGA 

CGATGGTATGCCGTACTATGATGCGATGGATGATAACTTGTTTAATGATCTTCTGAGCTC 

AGTACAGCCATCAGCTGGTAGCAGTTCCCATGCTTTTAGTGGGCCAGTCCTTACTCAAGA 

GGTACAGTCATTTGCATCAAGCGATGAACTTGTTGCATTTTGTGCACGCCATTGATGTGT 

TTACTGGAAATCACCCATAATTTTCTACTTTTACAGGTCAACAATTCAACCTATACATAT 

AGTCCAACTCAAAAGGTTTTAGAACCTAATTTTGTAGTTGGTGCCCCATCATCTGCTAGG 

TTACCTGAAGCGGGTAGTCAGTTAAATTATGTTGTTTTACCAGGTAATATTACTATGGAG 

AAGTACCATAGGTCAATTATTATTTCCTGCTCTTTAGTGCTGATCCATCATGGAAAAAGA 

GCATTCTCAGCACTTTTTGGGCCACTAATAATTAATCTTTTTTTTTTTGCAATGAGGAAT 

TGTTCATTGTTGTATTTACTTGTCCTGATTGAGCAAGATTTAAGTATTACTAGATCATTT 

TTGTGGAGACACTCTTATCTTGCTCAATCAGTGCAGTGTTACACACAATTGGCATGTGAT 

TTCTCATTGCCTGGCCATTAACTTGTACCTGTAATTGAACATTATTGACAAGTGTTTGTA 

CTATATTCCACAGATTCCCAGACCAAGAGTAGTCTGATCGGGAAGCGTTTTGTAAAGATA 

CTGGATTCAATCTCTGCTCCCCCTGCTTTTGCAGCAGCAGAGTTCCCAGCTAGCCTTCGC 

AAATCCTTGGCTCCTATTTCTGGAGCTCATCACAACACTATCCGTGTCTCTGCTGAAGTA 

ATCAGCATAGGAAGTTTAACTCCTGATTCTCAAGATAAGTGGTCCCTTGAGAAGGATGAA 

GGCATGGAGCTGCTCTTCTCGGCAGGTTTTGAGCCTGATACCCGTGTACACTTTGGCTGC 

AACACAATAACCGCAGTACTGCGTGGTGGCTTCTGCCTCTTCTTCTTTTCAGCAATAATG 

CTCTTGGTGAGCTACGAGGTGGGCATGTGCATCTATGGCAAGTAGGCCTGCTGGTATTGG 

AGACGTTAAGAACATGACGTTAGGTAATCCTATCTGTATTTGAGGCAAACTAGGGACCTC 

CTGCTGCTGGCTTAATGTATTGCACTGCATGACATTACATGACCTCCATGTGTTGAACAA 

GGGCTGAGGCTGTTTAACTATAGCACTAGCAGTACCGTTTTGCAGCTCGAGAGAGCTAGT 

AGTGTATGTATGAATTCCTCAGGTGCTATTCGTAGTAGTAAGCGCGAATTGATTATTATC 

AGTTCATGATGGTGCTACTATTCATATTCATGTTTCTGGTTGGCATGGGCGGTGCTAGTG 

CAAACTGCAGAGTGCTGTAAATATTCCCCAAATCTGCAATGAATTGAACGAGGGTGCATT 

TGCCCTTATGACTGTTGCGGTGTTGCAGGTTTTTGAATGAGAAGGAAAGATTACTATGTA 

GAAAACGCTGTGTTGTATTTGTCGGTCGCAGGCATCTGGTGGTAAATTCTGTTACTGAAG 

AAAGTCCTTGTCGCTATATATTTGTGTGTTTACTTATGCTCTTGCCTGGAATAAAACTCG 

AGGATCTTTTCCTTTGCAAAACTGGGAAAATCCAGAAGTATATGCTATACGATCAGCCGC 

ATTGCATTTGGTTGATTGTATTATAGTGTACAAACTCGGCAACATAGTTGAAATTTCTGT 

GGCATCCTTATTAAATAAATACTTATTATACATACGTATAAATAACTGCTGCAAGTAATC 

TGCAAGCAGTTGTTTCTCTCAGCTACTAGTAGTTTGTGTGTGTGTGTTTCCGTCGAAAAC 

CCCTGTGAAATAACACAAGCCAGGGTTACCGCAACAATGATTCTACATTTCTCCTGGAAG 

CATGGTGTCTCC 

CDS 

> ONAC040 

ATGAGCCACCCCTCGTCGTCGTCCTCCTCCGCTCCCCCGGCGGCGGCCGAGGCCACCTCC 
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CTCGCACCGGGATTCCGGTTCCACCCGACGGATGAGGAGCTGGTGTCCTACTACCTGAAG 

CGGAAGGTCCATGGGCGGCCGCTCAAGGTGGACGCCATCGCGGAGGTGGACCTGTACAAG 

GTGGAGCCATGGGACCTCCCCGCCCGCTCCCGCCTCCGCAGCCGCGACTCCCAGTGGTAC 

TTCTTCAGCCGCCTCGACCGCAAGCACGCCAACCGCGCCCGCACCAACCGCGCCACCGCC 

GGCGGCTACTGGAAGACCACCGGCAAGGACAGGGAGGTCCGCAACGGCCCCACCACCGTC 

GGCATGAAGAAGACCCTCGTCTTCCACGCCGGCCGCGCCCCCAAGGGCGAGCGCACCAAC 

TGGGTCATGCACGAGTACCGCCTCGACGGCCAAACCACCATCCCACCACAGGATTCATTC 

GTCGTGTGCCGTATCTTCCAGAAAGCCGGCCCAGGTCCACAGAACGGGGCTCAGTACGGA 

GCTCCTTTTGTTGAGGAGGAGTGGGAGGAGGATGACGAGGATGTTGGTTTGCTACCGGTG 

GAGGAGAAGGACAACTCTGATGACCAGGAAAAGGAAATTTCTGGTGCTATGGAGAAGGGC 

TATCTCCAGATGAGTGACCTCGTTCAGAACTTGGTTGATCAAAATGAGAATGGTACCATT 

GCCTTGCCAGTTTCTGACAATTCAAACAACAGCAACCATTCTGAAGACGTGGATGGAAAT 

TCAGGGGACATTTTAAGTGACCAAAACCTTGGGTCTAACTTTCTTCACCATGTTGAGCCT 

GTGGAGCAAAATGGCCTAGTGCTTAATGAAAATATGTTTTCTAGTGCCAATGCTGGAGAC 

CTTTTTAATATATCTAGCCCCAATGATGGATTCCTAGAACTGAAGGATTTTGCAGATATT 

GCAGATTTGGAGAATCCTTTAGCCAATGAATCCACCATCTGGCCTTCTGATGGTTGGCCC 

TGGAAATCAACTGATTCCATGGAGGCTGTGAATGGGGCTAGCAATGAATTTTCTCCCTTA 

GCTGGTGAACAGATATTCCAGCCAGAAGAATTGGAACAGTTGTTACAGTCACTGCAAGAA 

GACTCTCATATGGGTTCAACTATCTCTGATCCCCCACATTCATCTATAACAAATTTAGCT 

AAGCCAGAGGAAGATTGTCTAATGTTCTATGATGCACCCTTTGATTCTTCAATGTGTGAT 

GATGGTTTTAGACAGCTCAATGGATTTCTTGGCTCCCCATCGACCAATCTATCTGGTATT 

GACATGGTGGACGATGGTATGCCGTACTATGATGCGATGGATGATAACTTGTTTAATGAT 

CTTCTGAGCTCAGTACAGCCATCAGCTGGTAGCAGTTCCCATGCTTTTAGTGGGCCAGTC 

CTTACTCAAGAGGTCAACAATTCAACCTATACATATAGTCCAACTCAAAAGGTTTTAGAA 

CCTAATTTTGTAGTTGGTGCCCCATCATCTGCTAGGTTACCTGAAGCGGGTAGTCAGTTA 

AATTATGTTGTTTTACCAGATTCCCAGACCAAGAGTAGTCTGATCGGGAAGCGTTTTGTA 

AAGATACTGGATTCAATCTCTGCTCCCCCTGCTTTTGCAGCAGCAGAGTTCCCAGCTAGC 

CTTCGCAAATCCTTGGCTCCTATTTCTGGAGCTCATCACAACACTATCCGTGTCTCTGCT 

GAAGTAATCAGCATAGGAAGTTTAACTCCTGATTCTCAAGATAAGTGGTCCCTTGAGAAG 

GATGAAGGCATGGAGCTGCTCTTCTCGGCAGGTTTTGAGCCTGATACCCGTGTACACTTT 

GGCTGCAACACAATAACCGCAGTACTGCGTGGTGGCTTCTGCCTCTTCTTCTTTTCAGCA 

ATAATGCTCTTGGTGAGCTACGAGGTGGGCATGTGCATCTATGGCAAGTAG 

Protein 

> ONAC040 

MSHPSSSSSSAPPAAAEATSLAPGFRFHPTDEELVSYYLKRKVHGRPLKVDAIAEVDLYK 

VEPWDLPARSRLRSRDSQWYFFSRLDRKHANRARTNRATAGGYWKTTGKDREVRNGPTTV 

GMKKTLVFHAGRAPKGERTNWVMHEYRLDGQTTIPPQDSFVVCRIFQKAGPGPQNGAQYG 

APFVEEEWEEDDEDVGLLPVEEKDNSDDQEKEISGAMEKGYLQMSDLVQNLVDQNENGTI 

ALPVSDNSNNSNHSEDVDGNSGDILSDQNLGSNFLHHVEPVEQNGLVLNENMFSSANAGD 

LFNISSPNDGFLELKDFADIADLENPLANESTIWPSDGWPWKSTDSMEAVNGASNEFSPL 

AGEQIFQPEELEQLLQSLQEDSHMGSTISDPPHSSITNLAKPEEDCLMFYDAPFDSSMCD 

DGFRQLNGFLGSPSTNLSGIDMVDDGMPYYDAMDDNLFNDLLSSVQPSAGSSSHAFSGPV 

LTQEVNNSTYTYSPTQKVLEPNFVVGAPSSARLPEAGSQLNYVVLPDSQTKSSLIGKRFV 

KILDSISAPPAFAAAEFPASLRKSLAPISGAHHNTIRVSAEVISIGSLTPDSQDKWSLEK 
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DEGMELLFSAGFEPDTRVHFGCNTITAVLRGGFCLFFFSAIMLLVSYEVGMCIYGK* 

 

LOC_Os01g70110 (ONAC041) sequence information 

Genomic sequence length: 1202 nucleotides 

CDS length: 687 nucleotides 

Protein length: 228 amino acids 

Genomic Sequence 

> ONAC041 

ACCAACTACTCCTCCACCTCTTACCTGACATGTAATAAGCGAGCTGACCAACAAACCCAA 

CCCCGACCCGCGCCGCCGCCCGCCAGCGAGGTCGTCGCCGGCGTCTAAGCTCTCATTCAT 

GGCGGCGGAGGCGGCCTCCGGTGGCGGTGGTGGGTACCGGATGCTGCCGCAGGCGGGGTT 

GCCGATCGGTTTCCGGTTCCGACCCACCGACGAGGAGCTCCTGCTCCACTACCTCCGCCG 

CAAGGTCATGTCGCGCCCCCTCCCCGCCGACGTCATCCCCGTCGCCGACCTCGCCCGCCT 

CCATCCATGGGACCTTCCAGGTACGCGCGCGGCCACGATCATGGCGCTAGCTTCTTCGTT 

TTTGGGGGGTTTTGGCATTGCGTTGACGAGCATCGGTGGCGGATTATTTACAGGCGAGGG 

AGACGGCGAGAGGTACTTCTTCCACCTGCCGGCGACGAGCTGCTGGCGGAGGGGCGGCGG 

CGGGAGCAGGGCGGGCGGCGGCGGCGGCGCGTGGAGGGCGTCCGGGAAGGAGAAGCTCGT 

CGTCGCGCCGCGCTGCGGCAAGCGGCCCGTCGGCGCCAAGCGGACGCTCGTCTTCTTCCG 

CCGCGGCGGCGCCCGCACCGACTGGGCCATGCACGAGTACCGCCTCCTCCCCGCCGACGA 

CCATCCGCCGGAGGCCAACGACGTCTGGGTGGTCTGCCGCGTATTCAAGAAGACCACCAC 

GCTGGCTCACCGCCGTTCGCCGCCGTCCATCCGTGGCGCGCCACGCCGGCGAGCCGCCGC 

CGCCGACGACGACGACATGCCGTCCTCGCCGTCGTCCTGCGTGACGGACGGCGGCGACGC 

GGGGGAGGAGGGAGAAGAGAGCAGCAGCTGCAGCGTCGTCGCTTCTAATTGTCCATGAGA 

TGATCAGATGAGAGAGGGAGAGGTTTTACCGTGTTAGTGTTTGACTAGGCCGTTAATTAC 

CATGCTTTCATGTCCTAATCAGCGCCCTTCTTTTGCTCTACTAATGTCTTTTAATTAATT 

AACTAGTTGTAATTCCTAGCAAGAGAGAATCAGAATCGAGCTCAAACAAAGAAGAGAAAA 

AAAAAGAAAAGAAAATTCTCATCTTTGTTTGAGCTCACTCCGAACTCCGAAGATAATCAA 

TTATCCTTGTTTTCAATCTCTTCAGTCACTCTGTTTCAATTTAAAGCTTCTCAATCAACA 

TA 

CDS 



S98 

 
> ONAC041 

ATGGCGGCGGAGGCGGCCTCCGGTGGCGGTGGTGGGTACCGGATGCTGCCGCAGGCGGGG 

TTGCCGATCGGTTTCCGGTTCCGACCCACCGACGAGGAGCTCCTGCTCCACTACCTCCGC 

CGCAAGGTCATGTCGCGCCCCCTCCCCGCCGACGTCATCCCCGTCGCCGACCTCGCCCGC 

CTCCATCCATGGGACCTTCCAGGCGAGGGAGACGGCGAGAGGTACTTCTTCCACCTGCCG 

GCGACGAGCTGCTGGCGGAGGGGCGGCGGCGGGAGCAGGGCGGGCGGCGGCGGCGGCGCG 

TGGAGGGCGTCCGGGAAGGAGAAGCTCGTCGTCGCGCCGCGCTGCGGCAAGCGGCCCGTC 

GGCGCCAAGCGGACGCTCGTCTTCTTCCGCCGCGGCGGCGCCCGCACCGACTGGGCCATG 

CACGAGTACCGCCTCCTCCCCGCCGACGACCATCCGCCGGAGGCCAACGACGTCTGGGTG 

GTCTGCCGCGTATTCAAGAAGACCACCACGCTGGCTCACCGCCGTTCGCCGCCGTCCATC 

CGTGGCGCGCCACGCCGGCGAGCCGCCGCCGCCGACGACGACGACATGCCGTCCTCGCCG 

TCGTCCTGCGTGACGGACGGCGGCGACGCGGGGGAGGAGGGAGAAGAGAGCAGCAGCTGC 

AGCGTCGTCGCTTCTAATTGTCCATGA 

Protein 

> ONAC041 

MAAEAASGGGGGYRMLPQAGLPIGFRFRPTDEELLLHYLRRKVMSRPLPADVIPVADLAR 

LHPWDLPGEGDGERYFFHLPATSCWRRGGGGSRAGGGGGAWRASGKEKLVVAPRCGKRPV 

GAKRTLVFFRRGGARTDWAMHEYRLLPADDHPPEANDVWVVCRVFKKTTTLAHRRSPPSI 

RGAPRRRAAAADDDDMPSSPSSCVTDGGDAGEEGEESSSCSVVASNCP* 

 

LOC_Os09g32040 (ONAC042)sequence information 

Genomic sequence length: 3207 nucleotides 

CDS length: 2109 nucleotides 

Protein length: 702 amino acids 

Genomic Sequence 

> ONAC042 

GAGTTGACTCGCCATTTCGCCATTTCGTCGAGAGGTTGCTGTGCCAGTCACCAACCCATT 

CCGGCGGCGGCGGCGGAGGAGACCGAGATGGGGATGGAGAACCCGCCGCTCCGGTGGCCG 

CCGGGGTTCCGCTTCAGCCCGACCGACGAGGAGCTCGTCCTCTACTTCCTCAAGCGCCGG 

ATCGCCACCGGCCGCCCCACCCCCTACATCGCCGACGTCGACGTCTACAAGTCCCACCCC 

TCCCACCTCCCTGGTAACCACTCCCCCCCTCCTCCTCCCCCGTCGTCGATTCCTTCTCCT 

GCACGACCTCACCGTGGAATCGTGTTGCCGGCGGCGGAGCAGAGAGGTCGGCGCTGCGGA 

CGGGGGACAAGCAGTGGTTCTTCTTCAGCCGGATGGACCGCAAGTACCCCAACGGCTCGC 
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GGGCGAGCCGCACCACCGGCGAGGGCTACTGGAAGGCCACCGGGAAGGACCGCTCCATCT 

GCAACGGCGGCGGCGGCGGCACCGCCTCGGGGCGCGCGGTGGGGAGCAAGAAGACCCTCG 

TGTACCACCACGGCCGCGCCCCGCGCGGGGAGCGCTCGGACTGGGTCATGCACGAGTACA 

CCCTCCTCGCCGACGCGCTCCCGCCCGCCGCGCGCGACCGCGAGGCGTACGCTCTGTACA 

AGCTGTTCCACAAGAGCGGCGCCGGGCCCAAGAACGGCGAGCAGTACGGCGCCCCCTTCC 

GGGAGGAGGATTGGCTCGACGACGACGACCACCACCACGACCAGCTTCCTGCTGAGGCGG 

CTCTTCCGGCTCCAGCCACAACTAGTGGTAGAGCTGCAACAACTGAGGAGCATGCTGACT 

TTGAGCTTCCGGGTGGGGATCTTGATGTGCTCCTTGCGCAAATTGAAAATGATCAGGATA 

TAATCGAAGCGCAATTGGATTTCTCAACTCATGTTACTTCCCAAGTTCAGATTCAGCATC 

GTGTTCATCAAGGTTGGCTCAGTGATGATGGCGGAAAATCAGATGTTGCGGATGCTACGA 

CTAGTGGCAGTGCTTTGTTGATGGCAGAGAATACGTGCGCTGAACTTCCAATTGATGGTC 

TCGAGCAACTTCTGATGCAAATATCGGATGATCAACAGACAGTTGAAATGCTCTCTGGTT 

TCTCAGCATCCGTTCCCCAATCGCAGCTTCAACATGATTATCATCAGGGTTGTCTTGGTG 

TTCATAGGGAGGAGGTTGGTGTTGCAGATTCTACCACTGTTAGTAGTGCTGTGGTGACAG 

AAGAATGTACTGTCCGTGAGCTTCAGGATATTGAAGGGCTTCTGATGCAAATAGAAAATG 

ACCAGGAAAATGCCGAATCACTGCCAGATTTCTCCACACCAGTTCATCTCCATGATTGTC 

ATCAGGTTTGTCTTAATTTTGCACTTTATTTTGTACTAGTTCATCATGTAGAGTATGTGT 

AATTTCTTCTGCATTTGTGCTCATACAATTTTTTCCAATCCAAGTTTTGAAAGACACAAT 

AATTTAGATGTCTAGTCCACACCTTGGGAACATGTTATGTTCCTAAAACCAAAAAAACAT 

CATCCTAGGGATTGTAATTATGCTGTTACAATTTTATTGCAATATGCTTAAGCTTTATTT 

GCTTGGACCTTACTCAGGCCGCCTTCGGAGATTTTCAAGGAAGCCAGAGGGCTACATTCA 

ACATTGCAAATCTTTCTACTATGGTGCAGGAAAGCCCAAATTTTGATCTGCAAACTGGTC 

CAAGTAATCAAATTACTGAGTCTATTCTCACCACCGAGCCAATGAATGGAGAAACAAATG 

CTGTGGAAGAAACAAGTCCTCTGCGCTCTATGTCAGTATTGGGTAGTTATGATAGGCAGG 

ATGGTGATGATGAATTCCTTGAAATCAATGATTTCTTCGACCCAGAAGATTTAGAACAGA 

TTTTGGGCAGTACAAGAAGTCAGAACTTGATTCCTGCTGATGATGGAGTGTTTGATAGTT 

TGCAATACTCTGATGCTCCAATGTTTCTGCCTGGTTCATTTGACAGAACTGGTGTGGTGG 

CTGAAAACCATTATGTTGAATTTGGTGCTAGTGGAATTCAGAACCAGGGATTTCAGCATA 

CAACTGAATTATTGGCACATAATCAAGTCGCTCTAAATGTGCGGAACCATATGAAGGACA 

ACCATGTTGTCTTCTCACATTCATCAGGTGCTTAACAACGCCATTTCATTTACAAGCTTC 

TCTTATTATTACCCAAAATTATTTCAGAAACTATACTGTCCAACTTCTGATTATTGTTTT 

CTCAATAAAAGGCAGCCAGCATGCCTCCTCTTTGTATGAAGATGAAGCATAATGCTGCAG 

AGGGTCCCAACTTCTAATTGAAACTACTATTACTTCTGAACATTGCAGATGCTACCATTA 

TTCATACAGTGAATGAGCAACCGCCTAACCGGAGTTCAAATGCTTCACAATCATGGTTCA 

ATGGGGCTCTATCTGCCTTGCTCGATTCTGTTCCTAGCAGTCCAGCTATGGCTGCTGAAA 

ACATAGGTCTTAACAGAACACTGCAACGCATTTCGAGCTTTAGGTCACAACAACCTGCAA 

GAGAAGAAGTTAGCAGTACTCTTATCAACACCAGAAGAAGAGGCGGTGGGCTAATTTTCA 

TCTCGTTAATGGTTTTACTTGTTGCTATCATGTGGACCTTTAGCAATGGGTCTGCAGTCA 

AGCTTAGCAAGGGGTTATGGAAGTTTCCCTCTACATAATAGGATGCACCCGGTTATCCTG 

GTGGCCAGTGCTTCTTACTACTTCAAGTACTAATTCTTGTTTTGCTATCCTTTCCTCTAT 

TCCTTTACATTGAAAAAGGCAACAATCTAGGAAAATATTAGAGGATTATGTGGTGTTAGC 

ACTTACTTTCAGAATATTATGCGAGAGATGTTAAAACAAAACAAAATGAGAAAAAGAAAC 

ATCTGAGGTGAACTTCTGGATGTTTTTGTCCTCATCATTTTGATGAAAGTATATATTGAA 

TGTAATTAAACGATGATGGATTGTTGAGAAGTGCAGTTGCTGTGCACGATAAATGAAAAA 

TCCATTTTTGTTGCAAACTTGATTTTCCTATGTGGCTGCCCCTATAAATGTGTAAAAAAA 
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ATGGACTACTGCTAGTTGATTTGCCTCATTAGAGTTGTATAAATATAAATTTAGACTCCA 

ATGATCCAATCGTCAAGTTTGTGCCCA 

CDS 

> ONAC042 

ATGGGGATGGAGAACCCGCCGCTCCGGTGGCCGCCGGGGTTCCGCTTCAGCCCGACCGAC 

GAGGAGCTCGTCCTCTACTTCCTCAAGCGCCGGATCGCCACCGGCCGCCCCACCCCCTAC 

ATCGCCGACGTCGACGTCTACAAGTCCCACCCCTCCCACCTCCCTGAGAGGTCGGCGCTG 

CGGACGGGGGACAAGCAGTGGTTCTTCTTCAGCCGGATGGACCGCAAGTACCCCAACGGC 

TCGCGGGCGAGCCGCACCACCGGCGAGGGCTACTGGAAGGCCACCGGGAAGGACCGCTCC 

ATCTGCAACGGCGGCGGCGGCGGCACCGCCTCGGGGCGCGCGGTGGGGAGCAAGAAGACC 

CTCGTGTACCACCACGGCCGCGCCCCGCGCGGGGAGCGCTCGGACTGGGTCATGCACGAG 

TACACCCTCCTCGCCGACGCGCTCCCGCCCGCCGCGCGCGACCGCGAGGCGTACGCTCTG 

TACAAGCTGTTCCACAAGAGCGGCGCCGGGCCCAAGAACGGCGAGCAGTACGGCGCCCCC 

TTCCGGGAGGAGGATTGGCTCGACGACGACGACCACCACCACGACCAGCTTCCTGCTGAG 

GCGGCTCTTCCGGCTCCAGCCACAACTAGTGGTAGAGCTGCAACAACTGAGGAGCATGCT 

GACTTTGAGCTTCCGGGTGGGGATCTTGATGTGCTCCTTGCGCAAATTGAAAATGATCAG 

GATATAATCGAAGCGCAATTGGATTTCTCAACTCATGTTACTTCCCAAGTTCAGATTCAG 

CATCGTGTTCATCAAGGTTGGCTCAGTGATGATGGCGGAAAATCAGATGTTGCGGATGCT 

ACGACTAGTGGCAGTGCTTTGTTGATGGCAGAGAATACGTGCGCTGAACTTCCAATTGAT 

GGTCTCGAGCAACTTCTGATGCAAATATCGGATGATCAACAGACAGTTGAAATGCTCTCT 

GGTTTCTCAGCATCCGTTCCCCAATCGCAGCTTCAACATGATTATCATCAGGGTTGTCTT 

GGTGTTCATAGGGAGGAGGTTGGTGTTGCAGATTCTACCACTGTTAGTAGTGCTGTGGTG 

ACAGAAGAATGTACTGTCCGTGAGCTTCAGGATATTGAAGGGCTTCTGATGCAAATAGAA 

AATGACCAGGAAAATGCCGAATCACTGCCAGATTTCTCCACACCAGTTCATCTCCATGAT 

TGTCATCAGGCCGCCTTCGGAGATTTTCAAGGAAGCCAGAGGGCTACATTCAACATTGCA 

AATCTTTCTACTATGGTGCAGGAAAGCCCAAATTTTGATCTGCAAACTGGTCCAAGTAAT 

CAAATTACTGAGTCTATTCTCACCACCGAGCCAATGAATGGAGAAACAAATGCTGTGGAA 

GAAACAAGTCCTCTGCGCTCTATGTCAGTATTGGGTAGTTATGATAGGCAGGATGGTGAT 

GATGAATTCCTTGAAATCAATGATTTCTTCGACCCAGAAGATTTAGAACAGATTTTGGGC 

AGTACAAGAAGTCAGAACTTGATTCCTGCTGATGATGGAGTGTTTGATAGTTTGCAATAC 

TCTGATGCTCCAATGTTTCTGCCTGGTTCATTTGACAGAACTGGTGTGGTGGCTGAAAAC 

CATTATGTTGAATTTGGTGCTAGTGGAATTCAGAACCAGGGATTTCAGCATACAACTGAA 

TTATTGGCACATAATCAAGTCGCTCTAAATGTGCGGAACCATATGAAGGACAACCATGTT 

GTCTTCTCACATTCATCAGATGCTACCATTATTCATACAGTGAATGAGCAACCGCCTAAC 

CGGAGTTCAAATGCTTCACAATCATGGTTCAATGGGGCTCTATCTGCCTTGCTCGATTCT 

GTTCCTAGCAGTCCAGCTATGGCTGCTGAAAACATAGGTCTTAACAGAACACTGCAACGC 

ATTTCGAGCTTTAGGTCACAACAACCTGCAAGAGAAGAAGTTAGCAGTACTCTTATCAAC 

ACCAGAAGAAGAGGCGGTGGGCTAATTTTCATCTCGTTAATGGTTTTACTTGTTGCTATC 

ATGTGGACCTTTAGCAATGGGTCTGCAGTCAAGCTTAGCAAGGGGTTATGGAAGTTTCCC 

TCTACATAA 

Protein 

> ONAC042 
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MGMENPPLRWPPGFRFSPTDEELVLYFLKRRIATGRPTPYIADVDVYKSHPSHLPERSAL 

RTGDKQWFFFSRMDRKYPNGSRASRTTGEGYWKATGKDRSICNGGGGGTASGRAVGSKKT 

LVYHHGRAPRGERSDWVMHEYTLLADALPPAARDREAYALYKLFHKSGAGPKNGEQYGAP 

FREEDWLDDDDHHHDQLPAEAALPAPATTSGRAATTEEHADFELPGGDLDVLLAQIENDQ 

DIIEAQLDFSTHVTSQVQIQHRVHQGWLSDDGGKSDVADATTSGSALLMAENTCAELPID 

GLEQLLMQISDDQQTVEMLSGFSASVPQSQLQHDYHQGCLGVHREEVGVADSTTVSSAVV 

TEECTVRELQDIEGLLMQIENDQENAESLPDFSTPVHLHDCHQAAFGDFQGSQRATFNIA 

NLSTMVQESPNFDLQTGPSNQITESILTTEPMNGETNAVEETSPLRSMSVLGSYDRQDGD 

DEFLEINDFFDPEDLEQILGSTRSQNLIPADDGVFDSLQYSDAPMFLPGSFDRTGVVAEN 

HYVEFGASGIQNQGFQHTTELLAHNQVALNVRNHMKDNHVVFSHSSDATIIHTVNEQPPN 

RSSNASQSWFNGALSALLDSVPSSPAMAAENIGLNRTLQRISSFRSQQPAREEVSSTLIN 

TRRRGGGLIFISLMVLLVAIMWTFSNGSAVKLSKGLWKFPST* 

 

LOC_Os02g06950 (ONAC043) sequence information 

Genomic sequence length: 6635 nucleotides 

CDS length: 1512 nucleotides 

Protein length: 503 amino acids 

Genomic Sequence 

> ONAC043 

ATGGTGGAGGCGAGGCTGCCTCCCGGGTTCAGATTCCATCCTCGAGACGACGAACTCGTG 

GTTGACTACCTCTCCGGCAAGCTCCGCTCCGGCGACGGTGGCGCGGCGAGCGGCGGCGGC 

GCCGCCGGCGCCGGCTGCCCGACGCCGACACTGATCGACGTCGATCTCAACAAGTGCGAG 

CCATGGGACCTCCCAGGTATACATCCTGCATGATTTTGCTAGCTAGTAAATTGTCTTGAT 

TTCTACCACATCACAAGCACTTGTAAAGCTGTGTAATTATTGGTGGTTTAATTTAGCAGG 

GTAAAACCGTTTGTTTTCTGATATAGTTTATAGATAGTTGTGTTGATTCTCGTTAACGTC 

TGATTCTATAGGAGTTAAGACATTTTTTGGAGTTAATTACATGTTTTTGTTTATTCTCGT 

TAACGTTTGATTCTATAGGATGCATATTTCCTTGATTTTGTATTGGGCGTTTGTAGCCTT 

TTTCTGTATTACATTTTCTACTAAATGCAACGTGATGATAATGGTGGTGTGTCCATGCAA 

GATGCACGTTATTTTTTTTTTCTGATTACACGTCAGCTGCACTACACGACCACTACACAC 

GTAGCACCACACTTGCACCTCGCGAATGCACCTCGTAATACACGTTTAAAGAGATAAAAA 

CCAGCGTCACATCCTCAATCTTATTAAAATCTTGCTGAAAGCATATCTCCATACACATAT 

GGCCTAATATTTTCGCTTATACTTATGTTTATCAGGTAAAATTTGAATTTTCAATCTTGA 

ATTTGAAGCTGATTTTAGGTTTTTTTTCATTGAAGTTTATTTTTCAATTCTTACTTTTAG 

GTTGCTAAGAACATGTATATAAAAGTTTTATTCACAAATTATTTTTTGTTTGCAAATATG 

ATGTTTGGCTTATTCCACGAATAAGCCAAACGATGGGGCCGATAATATTCGTGAGCATCA 

TAATTTAAATTTTTCAATTTTTCTATGTGTAAGATGAACATTAAGGTTTTCTTTTTAGAT 
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AATGCATGTGATGCAAGTTTAGTAGTATTAGTTCCTCATGCATCTCGAAGCATGGTTGTT 

GAGGTGACCGATTCAACTCATCTCTAGCTCCATGAGCTGACCTAAATTCGATTTCAAACT 

TTATGTAGTATAAGTTGTTTCTTTTCTTTACCGTGACTAGACAAAGCATGATCGACAAAA 

GGTATTTTGGAATTTATTTTCGATAATGCATTTTGGAATTGGATTAACTCGATCGATCCA 

TGAAATTTCAGAAGCTAGCTAGCTCACTAATTAATTTCTCATTTCTTTCCACTGATAAAT 

TAATCCACCTGAATTTAATTCTTCCACAATTAAGAAACTACCTGAACCTTTTCTGTTCGT 

AAGGAGAAACGTCTAGGGGTCTTCCGGCTAGCTTCACGGGGTGGTGGGCTAGATGACCTG 

AGACCTAATTATTTGATATTAGGTCATTCCCTAATATTTATATTTTTTTTTCTGTTCATG 

AGGCTATATGCAATCTAATTATCGAAAAATGTATCTATAATGAGAACAAAATTTACACGT 

CTCGCCTGCCTGCTTGTTGACTCGTCGCCGTCTTCCTCATCACATCATATAACAGACTGA 

ATATTATTCCTTTTGCCGAGAGAGTTTGTTTGGCAGCTTCCTCTCTACCCATAGCATATC 

CTCCCGTTTTGCCTGAACCTAGAGAGAAACTGAAGATAGAGACTGTTGCAGAAAGCAAAG 

CCGCCGGTTTGCTTGTTAAAACATCCCTAGTGTGTGAGGTACCCAAAAAAACATTGACCT 

ATATATAGCTAGAAACTTCTTCATATATCCTAGCTAATTACTCTCACCATTCCAAAATAC 

AAGTATTTTTCAAGGATTTTCGAAAATTTATACCACAATGTAAATATTTCTGACATTGAT 

TCTAATGTATGGAAATCCATACATTTCCAGCCAATCAGACACGCTTCGAAGGGGATTCTA 

ATAAGCAATCCATATTTTTTTTAAAATTGACCACCAAAGTGATTTCTTAACCTTAATATT 

TGCTAAACAACCTAGAAATACTTATATTTTTGAAACAGGGAAGTAGGTGCTAATAAACTC 

TGAATTAAATTACTGTCCATTTTTTTAGCTTCTCTTGCCTCTCTAACTAAAAATGATAAT 

ACATTAAATTATCAAATAATTATTATTACAAACGAAATGCATGTGGAGTAACAAACTTGC 

ATTGGCTGTACATACATACATTCATGTAGAGATTGCTTGCATTGGAGGGAAGGAATGGTA 

CTTCTACAACCTCAAGGACAGGAAGTACGCAAGAGGGCAACGAACAAACAGAGCGACTGA 

ATCAGGGTACTGGAAGGCCACCGGAAAAGACCGGGAGATAACCCGGAAAGGGTCCCTGGT 

TGGCATGCGTAAGACGCTCGTTTTCTACAGAGGGAGAGCCCCCAAGGGTGAGAGGACTGA 

TTGGGTCATGCATGAGTTCCGTCAAGAATTAGACCATGCCAATCACCATCATCATCTCAA 

GGTAATAATCAATTAGTGCTCAAATCATTATACCCTCGTAAAGTATAAGCGTTTCTAAAT 

TGTTTAGCAAATACTAATGTTGGGGGAAATATTCCCTTTTCCGATAACCACAATGGTTAC 

CTTTTTAAATTTTGAATTACTTAGATTTCCCTCCCAAATACCTGTTAGGATGAAAAATAT 

ATTGCTTTTCATGTATTGGCATCAGAGCTTCTAAATATTTATATCGTTGAATAAATTTTA 

AATATATAAATTCTTATATTTTTAGACGGACGTAGTATACATGCAAGATTTGGTTATAAT 

AATTGGTCGTCTTGGTTGGTGCCAGCATCACAATCAAGTGATCATGCAAGTGTGTTATAA 

TTAGTAAGTTTGTGTAGACGCAAAAGCATGTGGTTTTAGAATTCAAAGGGTATAATGAAG 

ATTCATGATGATTAAATAATTTGATCGCTTCACCAGGTTCTTGCCCATAGATTTCGTTTT 

CAGTTTGCACTTGACTGCATTATCAGTCACTCTCATGCCAGCTGGCAGCTAGACGTACGC 

ATCAGACATCTACTATTACTAGCAAGTCACTTTCAGATACATTCTACGACTAACTAGCTA 

GATGCATGCACAACTCTTCCTTCGTATACAAGATCTTTTTCTCTCCATATACAAGAATAA 

CACAGATTAATTATTCAGTACATTGTATGTGCAATAATTCAGAGAACTGAACCTGTACTG 

ATTGTTTGCCATTAATTCTTTCAGCATCTTCTCTTGCTCGGGTTGATTAACTTCTCATTT 

ATTACTACCTGACATCATCTTGCACACGCTGCATGTGAATTTTTTTTTTTGTGATTGATC 

AATAGTTCAGTACATGCAGGAGGGTTGGGTGCTGTGTAGGGTTTTCTACAAGAGCAGGAC 

AGAAGCTGTTGCAGCACCAACAATGGAGTCTACTCTTCCTCCTCGTTACATCAATGGCGG 

CACATCAAGATCTCCATTGCCACCCCTCGTTGACAGCTCGATCTCCTTCAATCATGGAGG 

TTATGAGGAAGTTCTTCCCTGCTTCTCTAGCTCTCATCACCAGCAGCCATCGCCGGCGTC 

GATGAACGCGTCGGCTGCTGCTGATGATGATCAAGATTATCACCACCTGTCTGAAGGGCA 

GCGGCATTATTCAGACAAGAAGATGATGAGAGATGTGCAGAATGATCAGGTGACTACTAG 
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GTTTGATGGCCACCTTGCAGTGAAGAGGGAGATGTCTCTGAAGAAGGATTTGTCTGAAGA 

CGAACAGGTCGAGGATTACTACTGTCTAACTGACAATGGATCTTCAGAAACATGGAACTT 

TTTCCAGCAGTAGATTTACTCAACCATCGTCATTGAAAAAAAAAATCATTTGGTAGTACT 

TGGAGTAGTAATTTTTTAGTTGGAAATGTAACAAGTAGTATAGACAGAAAATGCCTTTGA 

GAAATGGTTAGGTGTGAGATCGATGATCAGTAATTCAGTATGTGTGTACAAGCAATCTGG 

AGTAGATTTTAGTTATACTCGAATTGTCAAACATCTCATGATATTTCTTTTGGGCATCGC 

TAATGGGCGGGTTATCGCCCCATCCCTCCCCTAACACACTCCTCTCCCCCCTTCATCCTC 

CCCTTATTCTCTTTCTACTACACCATAAATTTTTAAAAATAAAAAAACAAAGTTAGAAAA 

AAAAATAAAAAATAGAAAAAAATATAATACTCTTATTTATGTGCATAGACTCTATACTTA 

TGTATAGACTTTATACCATAAACTTCGCACGTATAAACTTTATGTATAGAAATATTATAT 

ATAAAAATATTTAAATTCAAATTTAAATTTGAATCGGGTATATAAACTTTTGACTTATAA 

ACTTTGGGTCTATAAATTTTAGGTGTATAAACTTTAGATGTATAGAAATACTCCTATATA 

TAAAAAATATTTGAATTCAAATTCAAATTTGAATCAGGTATATAAACTTTTGACTTATAA 

ACTTTAGGTGTATAAACTTTAGATGTGTAAACTTGATGTGTACAAACTTTAATTGCATAA 

ATTTATTAAAATAGAAAAGTAATGCGGTGAAAAAAAAAAGAAACCACGTTGAGGAGGAGG 

CTGACCGCGCGGGGCGAACGATCGCCCATTAGGATTTTCGAATTCTTTTCTCTTTTTTTA 

TCCTCTTCTCCCTTTCTTTCTCTCGTTATAGATGGGATCATATATTCTACCAAACACGCA 

ATTAAAAGTGAGCAAGGTGGCAAAAGGCCTGGAATTGCATAAGCGCATTTTTTCCCGCCC 

GGCCCAAAAGATGTGCCTTGGGCCTGTGTACCGGGTTGGGCCTTAGGCCAGCTCGTTTCG 

TCGAGAGGAAAGCGCCACGCAACGAGACCACGATCTGATGGGCCCTCACGCGCTTAGGCC 

TTTCGTTGCGGAAACGGCGGCCCACGTGAAAGCGAATGTGCTGCCGTGCCGTGCAGTGTG 

ACTGGATTAAAAGCATGCAAACTCCCATTGGACACTTCTATCTGCTGCACCCAGGGACGT 

AGCTTGATTTTTTTTTCAGACCTAGAACTATATACCAGTGTAATTTACATAATTTTATCT 

TTATTCCTCTATATTTTAAGGTTTTGAATGTAATTTGTAATGGACTTTAGGCTCAGGAGT 

AGAGCTGCAATCCGCTCATTGTCTGCACCCCTAAACAAGGCAGTAGCTACTACACCTCCG 

TTCCAAAATAAAGTTATTCTAGTATAATATCTTATATTAAATAAAGCTATTTATCTACTT 

ACCATCTCCTTACAACTAATCATTTTTACCTATTTTCTTAATAATCGTGTCCGCTAAAAA 

AATTCTTACATCTTGGGAAAGCGGTAGTAGTTAGTTGAGGTTGATAAGAGTGAAATCCAT 

ACACATGAAAAAAAGGGCATAGATAGTGCTGTAGTTATGGCTTTATCAGCATATGATTTC 

ACCCATCAAAATTTAAATCCTGGTACCTACGTACATGACATAGGGGCATTTGCAATTGAA 

TATCAGTGAGCTTAAGCGAACTGAGCGTAGCTCAACTGGATGGGTTTCTTGTGGTGAAAC 

CTGCCCGCTCGGGTTCAAGTTCTAAACTTGGAACGAGTGCTCGTATTTACAGTTTTTTTT 

CAATGGTAGGTGATGTACCTGTCGACAGTAAGACACCTGTGATAGCTTCGTCAATCTTAA 

AATATATCGATGCTGCTGAAGCTAAAGCGATAATTTCGAGGAAATGATCTCGCATTAGGT 

TCTAGGTGAATTATGACCATTTAAAAGAAGGGGATTTGAGCCTAGCATTCAAAATATGCA 

ATGAAAAAACAATGTCAGTAACTCAGTATGCTAGATAGGCTATACTCAAAAGGTCTAGCC 

CTGTGCATTGTCCTGCTTTGATTGCTAACAACAAAAATTTCTCTATTTTAGGCTGCACCC 

AATGCTGACGCAGGTGGTTTCTCAATTCTTCTTAAATATTCTGTGTCCAAGATGACCAGT 

CTGATGAAACCCATACAGAGAAAGTCAGAAAACATAAGACTGACATAGAAAGTGGAACTT 

GGTTTCCTTAATGCCAAACAAGTAGGTAATTGTTTTTTAAGAAGGCCTTTTAAATAAACA 

TTGAATGTAGTTATTCATATTGTCATGATTTATTTGCTTGTGTTGTTATTATTTGCAGTA 

TTTCAACACTTCAAGAGTTTCTGAATCAGAAGAAGGAGGCGATCTTGGAAAAGGTCGAGA 

TCTTCACCAAGCTTTTGCTTCCTAGCAGACTGGGAAGCGCTGTGTTTCAGTTATGCCTAG 

AGCACTTGATCAAAAACCACAAAGTAGGGATCTCATGGGATGGAATCTGGGAGCTAAGTG 

ACTGGGAGGTAGCAGACAATGAGGTTGTGCTGAAAATGGTTGGCCAGTGTTCTGCTCCTG 
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CTGATTCAAAATCAAAGGATCTTAAAAGGTTATTTGACCTCTTGCGTCCATATTATGACC 

AAGAAGGAAAAGACCCCCATCTATTCTTTGAGCATTTGAAGTTTGATTTCACTGATGTGT 

TAAAAACTATTGTGACTGACGCTAAGTGGGAATGGTTTTGGAAATACTTACTGAATCATG 

TGTTTGTAATGCCACCCACTGGAAATACTTACTGA 

CDS 

> ONAC043 

ATGGTGGAGGCGAGGCTGCCTCCCGGGTTCAGATTCCATCCTCGAGACGACGAACTCGTG 

GTTGACTACCTCTCCGGCAAGCTCCGCTCCGGCGACGGTGGCGCGGCGAGCGGCGGCGGC 

GCCGCCGGCGCCGGCTGCCCGACGCCGACACTGATCGACGTCGATCTCAACAAGTGCGAG 

CCATGGGACCTCCCAGAGATTGCTTGCATTGGAGGGAAGGAATGGTACTTCTACAACCTC 

AAGGACAGGAAGTACGCAAGAGGGCAACGAACAAACAGAGCGACTGAATCAGGGTACTGG 

AAGGCCACCGGAAAAGACCGGGAGATAACCCGGAAAGGGTCCCTGGTTGGCATGCGTAAG 

ACGCTCGTTTTCTACAGAGGGAGAGCCCCCAAGGGTGAGAGGACTGATTGGGTCATGCAT 

GAGTTCCGTCAAGAATTAGACCATGCCAATCACCATCATCATCTCAAGGTTCTTGCCCAT 

AGATTTCGTTTTCAGTTTGCACTTGACTGCATTATCAGTCACTCTCATGCCAGCTGGCAG 

CTAGACTACATGCAGGAGGGTTGGGTGCTGTGTAGGGTTTTCTACAAGAGCAGGACAGAA 

GCTGTTGCAGCACCAACAATGGAGTCTACTCTTCCTCCTCGTTACATCAATGGCGGCACA 

TCAAGATCTCCATTGCCACCCCTCGTTGACAGCTCGATCTCCTTCAATCATGGAGGTTAT 

GAGGAAGTTCTTCCCTGCTTCTCTAGCTCTCATCACCAGCAGCCATCGCCGGCGTCGATG 

AACGCGTCGGCTGCTGCTGATGATGATCAAGATTATCACCACCTGTCTGAAGGGCAGCGG 

CATTATTCAGACAAGAAGATGATGAGAGATGTGCAGAATGATCAGGTGACTACTAGGTTT 

GATGGCCACCTTGCAGTGAAGAGGGAGATGTCTCTGAAGAAGGATTTGTCTGAAGACGAA 

CAGGCTGCACCCAATGCTGACGCAGGTGGTTTCTCAATTCTTCTTAAATATTCTGTGTCC 

AAGATGACCAGTCTGATGAAACCCATACAGAGAAATATTTCAACACTTCAAGAGTTTCTG 

AATCAGAAGAAGGAGGCGATCTTGGAAAAGGTCGAGATCTTCACCAAGCTTTTGCTTCCT 

AGCAGACTGGGAAGCGCTGTGTTTCAGTTATGCCTAGAGCACTTGATCAAAAACCACAAA 

GTAGGGATCTCATGGGATGGAATCTGGGAGCTAAGTGACTGGGAGGTAGCAGACAATGAG 

GTTGTGCTGAAAATGGTTGGCCAGTGTTCTGCTCCTGCTGATTCAAAATCAAAGGATCTT 

AAAAGGTTATTTGACCTCTTGCGTCCATATTATGACCAAGAAGGAAAAGACCCCCATCTA 

TTCTTTGAGCATTTGAAGTTTGATTTCACTGATGTGTTAAAAACTATTGTGACTGACGCT 

AAGTGGGAATGGTTTTGGAAATACTTACTGAATCATGTGTTTGTAATGCCACCCACTGGA 

AATACTTACTGA 

Protein 

> ONAC043 

MVEARLPPGFRFHPRDDELVVDYLSGKLRSGDGGAASGGGAAGAGCPTPTLIDVDLNKCE 

PWDLPEIACIGGKEWYFYNLKDRKYARGQRTNRATESGYWKATGKDREITRKGSLVGMRK 

TLVFYRGRAPKGERTDWVMHEFRQELDHANHHHHLKVLAHRFRFQFALDCIISHSHASWQ 

LDYMQEGWVLCRVFYKSRTEAVAAPTMESTLPPRYINGGTSRSPLPPLVDSSISFNHGGY 

EEVLPCFSSSHHQQPSPASMNASAAADDDQDYHHLSEGQRHYSDKKMMRDVQNDQVTTRF 

DGHLAVKREMSLKKDLSEDEQAAPNADAGGFSILLKYSVSKMTSLMKPIQRNISTLQEFL 

NQKKEAILEKVEIFTKLLLPSRLGSAVFQLCLEHLIKNHKVGISWDGIWELSDWEVADNE 

VVLKMVGQCSAPADSKSKDLKRLFDLLRPYYDQEGKDPHLFFEHLKFDFTDVLKTIVTDA 
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KWEWFWKYLLNHVFVMPPTGNTY* 

 

LOC_Os02g18460 (ONAC044) sequence information 

Genomic sequence length: 1512 nucleotides 

CDS length: 1512 nucleotides 

Protein length: 503 amino acids 

Genomic Sequence 

> ONAC044 

ATGGCGGCGGCGGCGAGGTCGCAGGGTCTCTCGCCGGGGTTCAAGTTCAATCCGAGCGAC 

CAGATGCTCGTGGAGCTCTTCCTCCTGCCGTACCTGATCGACGGCGAGCTCCCCGTCCGC 

GGCCTCGTCTTCGTGGAGGACGACCACCTGGGGGGCCTGCCGCTGCCGCCGTGGATCCTC 

CTCGACCGCCACGGCCGCGGCGACGAGGACGAGGCCTACTTCGTCGCCCCGATGGGTGCC 

GGCGATGGGGCCCGGCAGGTGCGCTCCGTCGCCGGCGGCGGCAAGTGGGTGAAGCAGAGG 

TCGGAGGGGAAAGGTGAGGTGGTGGTGGCCCCCGGCGGCGAGGCGTTCCTGTGGGAGAAT 

TTCAGCCTCAACTTCCACCGCGACGATCGCCGGAGCGGCAGCACCGGGTGGGTGATGCAC 

GAGTACATCGTCTCCCCACCCGCCGGCTCCGCCGTCGCCGCCTCCCACCGGGCCACCCAC 

ATCGCCTTCACCGGCCACGGCCAGAACCGCAAGCGCGTCCCCGACGGCTACGTCCTCGTC 

CTCGACGACGCCGTCCCCCCCGCCGCCGCCGCTGCAGCACCTCCTCCGGAATCCGAGCAG 

AGCAATCAAGAGGAGCAAGAATACGCTGCTTACACCGACCAAATCCAGCAGCAGTGCTTC 

GTCCCGGAGCAGCAGATGAGCAACCAGGAATACTTCCCGGAGGCGGCGGCGGAGCAGAGC 

AACCAACAGTTCTTCGTGCCGGCGGAGGAGCAGAGCAGCCATCAGTTATTCTTGCCGGCA 

GAGGAGCAGAGCAACCAACAGTTCTTCATGCCGGCGGAGGAGCAGAGCAGCCATCAGTTC 

TTGCCGGCGGAGGAGCAGAGCAGCCATCAGTTCTTGCCGGCGGAGGAGCAGAGCAACTAC 

CAACAGTTCTTGCCGGCGTTGGAGCAGATGACGCAGAGCAACCAAGAATTTGCTTACGGC 

GAGCAAAGCCAGTGCTACATTGTGCCGGAGCAGCAGCAGCTGAGCAACCAAGAATACGCT 

TACAGCGAACAAAGCCAGTGCTACATCTTGCCGGAGCAGCAGCAGCTGAGCGACCAAGAA 

TACGCTTACAGCGAGCAAAGCCAGTGCTACATCTTGCCGGAGCAGCAGGAGCTGAGCAAC 

CAAGAAGCAGAATATGCTTTCGTCTGCTACGACGAGCAGCAGCAGCAGCAGCAACAGAGC 

AATCAAGAAGCAGAATACGCTTTCGCCTGCTACGACGAGCAGCAGCAGCAGCAGCAGCAG 

CAATACTTACATGGAGATCTCACATCGTGGCAAGAACCCTTTGTGACGTCGTCGTCCTCG 

TCATCACAGCAGTTTCTTGGTCAGGAACAGCTGCTGCCTGATGGCCTCCTCCTCGACGGC 

TTTGGCGAGATCTCACAGCAGCAGGGCGACCAAGAATACGCGTACTGCGAGGAAAGCCAG 

TGCTACATCATGCCTGAACAGCAGCAGCAGAGCAACCAAGAAGCAGAATTCGCTTTCGCC 

TGCTACGACTAG 
CDS 

> ONAC044 
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ATGGCGGCGGCGGCGAGGTCGCAGGGTCTCTCGCCGGGGTTCAAGTTCAATCCGAGCGAC 

CAGATGCTCGTGGAGCTCTTCCTCCTGCCGTACCTGATCGACGGCGAGCTCCCCGTCCGC 

GGCCTCGTCTTCGTGGAGGACGACCACCTGGGGGGCCTGCCGCTGCCGCCGTGGATCCTC 

CTCGACCGCCACGGCCGCGGCGACGAGGACGAGGCCTACTTCGTCGCCCCGATGGGTGCC 

GGCGATGGGGCCCGGCAGGTGCGCTCCGTCGCCGGCGGCGGCAAGTGGGTGAAGCAGAGG 

TCGGAGGGGAAAGGTGAGGTGGTGGTGGCCCCCGGCGGCGAGGCGTTCCTGTGGGAGAAT 

TTCAGCCTCAACTTCCACCGCGACGATCGCCGGAGCGGCAGCACCGGGTGGGTGATGCAC 

GAGTACATCGTCTCCCCACCCGCCGGCTCCGCCGTCGCCGCCTCCCACCGGGCCACCCAC 

ATCGCCTTCACCGGCCACGGCCAGAACCGCAAGCGCGTCCCCGACGGCTACGTCCTCGTC 

CTCGACGACGCCGTCCCCCCCGCCGCCGCCGCTGCAGCACCTCCTCCGGAATCCGAGCAG 

AGCAATCAAGAGGAGCAAGAATACGCTGCTTACACCGACCAAATCCAGCAGCAGTGCTTC 

GTCCCGGAGCAGCAGATGAGCAACCAGGAATACTTCCCGGAGGCGGCGGCGGAGCAGAGC 

AACCAACAGTTCTTCGTGCCGGCGGAGGAGCAGAGCAGCCATCAGTTATTCTTGCCGGCA 

GAGGAGCAGAGCAACCAACAGTTCTTCATGCCGGCGGAGGAGCAGAGCAGCCATCAGTTC 

TTGCCGGCGGAGGAGCAGAGCAGCCATCAGTTCTTGCCGGCGGAGGAGCAGAGCAACTAC 

CAACAGTTCTTGCCGGCGTTGGAGCAGATGACGCAGAGCAACCAAGAATTTGCTTACGGC 

GAGCAAAGCCAGTGCTACATTGTGCCGGAGCAGCAGCAGCTGAGCAACCAAGAATACGCT 

TACAGCGAACAAAGCCAGTGCTACATCTTGCCGGAGCAGCAGCAGCTGAGCGACCAAGAA 

TACGCTTACAGCGAGCAAAGCCAGTGCTACATCTTGCCGGAGCAGCAGGAGCTGAGCAAC 

CAAGAAGCAGAATATGCTTTCGTCTGCTACGACGAGCAGCAGCAGCAGCAGCAACAGAGC 

AATCAAGAAGCAGAATACGCTTTCGCCTGCTACGACGAGCAGCAGCAGCAGCAGCAGCAG 

CAATACTTACATGGAGATCTCACATCGTGGCAAGAACCCTTTGTGACGTCGTCGTCCTCG 

TCATCACAGCAGTTTCTTGGTCAGGAACAGCTGCTGCCTGATGGCCTCCTCCTCGACGGC 

TTTGGCGAGATCTCACAGCAGCAGGGCGACCAAGAATACGCGTACTGCGAGGAAAGCCAG 

TGCTACATCATGCCTGAACAGCAGCAGCAGAGCAACCAAGAAGCAGAATTCGCTTTCGCC 

TGCTACGACTAG 

Protein 

> ONAC044 

MAAAARSQGLSPGFKFNPSDQMLVELFLLPYLIDGELPVRGLVFVEDDHLGGLPLPPWIL 

LDRHGRGDEDEAYFVAPMGAGDGARQVRSVAGGGKWVKQRSEGKGEVVVAPGGEAFLWEN 

FSLNFHRDDRRSGSTGWVMHEYIVSPPAGSAVAASHRATHIAFTGHGQNRKRVPDGYVLV 

LDDAVPPAAAAAAPPPESEQSNQEEQEYAAYTDQIQQQCFVPEQQMSNQEYFPEAAAEQS 

NQQFFVPAEEQSSHQLFLPAEEQSNQQFFMPAEEQSSHQFLPAEEQSSHQFLPAEEQSNY 

QQFLPALEQMTQSNQEFAYGEQSQCYIVPEQQQLSNQEYAYSEQSQCYILPEQQQLSDQE 

YAYSEQSQCYILPEQQELSNQEAEYAFVCYDEQQQQQQQSNQEAEYAFACYDEQQQQQQQ 

QYLHGDLTSWQEPFVTSSSSSSQQFLGQEQLLPDGLLLDGFGEISQQQGDQEYAYCEESQ 

CYIMPEQQQQSNQEAEFAFACYD* 
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LOC_Os11g03370 (ONAC045) sequence information 

Genomic sequence length: 1990 nucleotides 

CDS length: 1080 nucleotides 

Protein length: 359 amino acids 

Genomic Sequence 

> ONAC045 

CATTATACCTTTATCCCCTTCATTTCTGTTCCATTTCTCATCCATCGCGCGTCGTCTCCA 

CCTTTGTTGCTTGTGCCACCAAGCTATCTCCTCCTCTCCTCTCTACTAGTGCTTCTGCTT 

GCTCGATCAGCAGTGAGCTTCAAGCTAGCTAGCAAGCATGGTGGAGACTAGTACATCCCT 

TGTGAAATTAGAGCAAGATGGCAGCTTGTTCTTGCCTCCAGGCTTCAGATTCCATCCCAC 

AGATGCGGAGGTAATCTTGAGCTACCTCCTGCAGAAATTCCTCAACCCTAGCTTCACCTC 

CTTGCCAATCGGCGAGGTCGACCTCAACAAGTGCGAGCCATGGGATCTCCCAAGTAAGCC 

TCAAGTCTCATATGCTTACATCCTTAATTCTCTTCTTCTCTCTAGAGTCTAGACTAGATA 

GCTGTAGAGATGTAGATGCACAATTGCTTGGCTCTTGATGTTAATTTGTTTGTTCATGTA 

TGAATCTGATTATTGATACAAATTAATTTGAATTGAAGGCAAGGCGAAGATGGGGGAGAA 

AGAATGGTACTTCTTCAGCCACAAGGACATGAAATACCCGACGGGGATGCGAACCAACCG 

AGCCACCAAGGAGGGATACTGGAAGGCCACCGGCAAGGACAGGGAGATCTTCAACCTGCA 

GCCTACCAGCTATGGAGGCAGCAGCAACAACAAGAATAATAAGCAGCTGGTTGGGATGAA 

GAAGACGCTTGTGTTCTACATGGGGAGAGCTCCCAAGGGCACCAAGACCAACTGGGTGAT 

GCACGAGTTCCGTCTCCACGCCAACCTCCACAACGACAACCCGAACCTTCGTCTCAACCT 

CAAGGTATTCACATTATATTATTTCGTTTCACGCAGCTTAATTAATTACTTGCTTAATTA 

GCTAGCTAGCTAGATGTTTAATTATCTTGAACTTGACACAAATTGTGACCTGTTCTGACA 

TTTTGGGGGGGTCAAGGATGAGTGGGTTGTGTGCAAGGTATTCCACAAGAAGGGAGACGA 

TCGCGAAGCCATCAACAAGCAGCAGGCACAGGCTGCAGCTGTTGATCAGTACTCTGCCGG 

AACACCCAACAACGGCAGCTCCGTCGAAGCCGGCGACGACGACGACGACTTGTTCCAGCT 

CGACTCCATCATCGACCCCAGCATCTACTTCAGCAACTCATCAGCTGCCAACATCTTGTC 

GGCGCCGCCCAACATGTCCAATTCCGTCGTCGCTGCCAACTACGGTGCAAGTACGACGAC 

GACTGGTACTGCTAGTGCTGGTAGCTTCCAGCAGCAGCCAAACTACTGCAGCTTGATCAA 

CAAAAGCATCAGCAGCAGCAATGTCTCCTCTTGGAATAATATGCCTCCACCTCCTCCTGT 

AGCTGAAGGAGGAGTCCATGGAATTGGAAGCAGCTACAGCTTGCAGCACCAGGCAGCAAT 

GGTGAAAGCCCTACGAGATGTCATTCGTCTCCCAAATCCTCTTGGCATGCCGCAGTACAA 

GTTAGATGATGCTTATCTATGGGACTCATCGTAATAGCTAGTGCTGCTGCTGCTGCTGCT 

TAATTACGTGCTGAGAATTTTTGGTGCTCGATCGGCTAGCTACGGCACTACTGAATTGAG 
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CATGTGCCTGGATACTTTGCATGGTCGTTTGGTCATCGAATTATTAGGAATATACTATAT 

AGCTATACATTCGTGCAATTTTGTTGATTGCTTTGTTGTTTAGTTTTGGTCTTCTGTACA 

AAGATCATGACATTTTGCTTCGTGAGTTTCTTGCTGGTAATGCTGATTGATAGATGTTCT 

CTTGCGGCACATATTTTTGGAACTTGCTATATAATACTCTAGCCTTTAATTTGGTGGCAT 

TTGTGGATGAGACTTCTTCTGTTTGTTCTTTATTGTGATCGTATATATTTTGCTTTTGTG 

CACATGCTGCATTTTGTACCATGGTACATGTCACTTATTTCTTCATGGAGTAAATTGCAA 

CATTGGTTGG 

CDS 

> ONAC045 

ATGGTGGAGACTAGTACATCCCTTGTGAAATTAGAGCAAGATGGCAGCTTGTTCTTGCCT 

CCAGGCTTCAGATTCCATCCCACAGATGCGGAGGTAATCTTGAGCTACCTCCTGCAGAAA 

TTCCTCAACCCTAGCTTCACCTCCTTGCCAATCGGCGAGGTCGACCTCAACAAGTGCGAG 

CCATGGGATCTCCCAAGCAAGGCGAAGATGGGGGAGAAAGAATGGTACTTCTTCAGCCAC 

AAGGACATGAAATACCCGACGGGGATGCGAACCAACCGAGCCACCAAGGAGGGATACTGG 

AAGGCCACCGGCAAGGACAGGGAGATCTTCAACCTGCAGCCTACCAGCTATGGAGGCAGC 

AGCAACAACAAGAATAATAAGCAGCTGGTTGGGATGAAGAAGACGCTTGTGTTCTACATG 

GGGAGAGCTCCCAAGGGCACCAAGACCAACTGGGTGATGCACGAGTTCCGTCTCCACGCC 

AACCTCCACAACGACAACCCGAACCTTCGTCTCAACCTCAAGGATGAGTGGGTTGTGTGC 

AAGGTATTCCACAAGAAGGGAGACGATCGCGAAGCCATCAACAAGCAGCAGGCACAGGCT 

GCAGCTGTTGATCAGTACTCTGCCGGAACACCCAACAACGGCAGCTCCGTCGAAGCCGGC 

GACGACGACGACGACTTGTTCCAGCTCGACTCCATCATCGACCCCAGCATCTACTTCAGC 

AACTCATCAGCTGCCAACATCTTGTCGGCGCCGCCCAACATGTCCAATTCCGTCGTCGCT 

GCCAACTACGGTGCAAGTACGACGACGACTGGTACTGCTAGTGCTGGTAGCTTCCAGCAG 

CAGCCAAACTACTGCAGCTTGATCAACAAAAGCATCAGCAGCAGCAATGTCTCCTCTTGG 

AATAATATGCCTCCACCTCCTCCTGTAGCTGAAGGAGGAGTCCATGGAATTGGAAGCAGC 

TACAGCTTGCAGCACCAGGCAGCAATGGTGAAAGCCCTACGAGATGTCATTCGTCTCCCA 

AATCCTCTTGGCATGCCGCAGTACAAGTTAGATGATGCTTATCTATGGGACTCATCGTAA 

Protein 

> ONAC045 

MVETSTSLVKLEQDGSLFLPPGFRFHPTDAEVILSYLLQKFLNPSFTSLPIGEVDLNKCE 

PWDLPSKAKMGEKEWYFFSHKDMKYPTGMRTNRATKEGYWKATGKDREIFNLQPTSYGGS 

SNNKNNKQLVGMKKTLVFYMGRAPKGTKTNWVMHEFRLHANLHNDNPNLRLNLKDEWVVC 

KVFHKKGDDREAINKQQAQAAAVDQYSAGTPNNGSSVEAGDDDDDLFQLDSIIDPSIYFS 

NSSAANILSAPPNMSNSVVAANYGASTTTTGTASAGSFQQQPNYCSLINKSISSSNVSSW 

NNMPPPPPVAEGGVHGIGSSYSLQHQAAMVKALRDVIRLPNPLGMPQYKLDDAYLWDSS* 
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LOC_Os02g18470 (ONAC046) sequence information 

Genomic sequence length: 1677 nucleotides 

CDS length: 1677 nucleotides 

Protein length: 558 amino acids 

Genomic Sequence 

> ONAC046 

ATGGCGACGGCGGCGGAGTCGCAGGGGCTCTCCCCGGGGTTCAAGTTCAATCCGTCCGTC 

GAGCAGCTTCTCTGCTTCTTCCTCCTGCCCTACTTGCAGCACCGACGCCTCCTCGTCGAC 

GGCGTCGTCTTCCTCGACGACCCGGCGAGCGCGCCGCCGTGGGCGCTGCTCCACCGCCAC 

GGCCGGGGCGGCGAGGACGAGGCCTACTTCATCGGGCCGGTGCCCGCAGGTGACGGCCAT 

GGTGGCCGGCGGCAGCAGCAGGTGAGCCGCACCGTCACCGGCGGCGGCGGCGGCAAGTGG 

ATAAAGCAGAGGACGGAGCGGCCGAGAGGGGAGGAGGAGCCGGTGGTGGTGTTCGGCGGC 

GAGACGTTCCGGTGGGAGGAGTTCAGCCTCAACTTCCACGCCGACGAGCGGTGCCGGAGC 

GGCAGCACCGGGTGGGTGATGCACGAGTTCGCCGTCGTGCCCCCCGCCGGCTCCCGCGTC 

GCCGCCACCCACACCGCCTGCCGCATCGCCTTCACCGGCCACGGCCAGAAGCGCAAGCGC 

GTGCCCGACGGCTACGTCTTCGTCGACGTCCATGTCCAGACCGCCGCCGCCGCCGCCGCC 

GTCGCTCCTCCGTTGCCGATGTTGTCCTCGTACGGCGAACCACCGCACGAACACTTCTCT 

GACGATCATCCGCCGCCGCATTCTTACACTTATTACACCCAAGAATACCAGCAGTTCTTG 

CCGGCGGCGGAGCAGAGCGATCAAGAACAGGAATACTGTGCACCGGAGCAGCAGAATTTC 

CAAGATTATCACGTCGCGGCGGCGGAGCAGACCGACCAAGATTACTTCTATACGGAAATG 

ATCAACCAAGAACAGGATTACGCATACCAGCAGCAGCAACAGCATCTCTTCCATGGAGAT 

TTCCTCGCGACTTCGCAGCAGTTTCTTGGTCAGGATCACGAGGTGATGTTCACTGGCCTC 

GGTGGTGGTCTCGTCGTCTCCGACAACGGCGAGCACGCCTCCGCCGCCGCGCCGGCTACA 

GAGCCGCCGGTGCACGACGTGTTCTTGGAAACTTTGGTGCCTGAGCCACCTGAAAATGCA 

TATGTTGACGGAGCAGGGGAGTCCGCCATGGCATCGGCTAGCTCCGCTGGTGGCGCGCCA 

TTATTGGAACAACCCTTTGCGACGCCGCCGCAGCAGTTTCTTGATCAGGAGCCGGCGCCG 

GCTGGCCTCAACGACGGCGGCGCGATGATCTATAACAACAACGGTGACGGCGAGCACGAC 

GCCGCGCCGGCTGCGCAGCCGCCGGCCCGGTACTACAGCGGGCCAGTTCCGGCAGTGGAC 

AGCGTGTTCTTGGACAAGATGCGGGAATATTTGATGGCTGATGCGAAGGGATTATGCCGA 

ATTGATGCGCCCATCAACAATGGCGAACACGCCGCCGCCCCAGCGCCGGCTGCGGATGAT 

CCGTTGGCTGCTCAGCACGGCCACGGCGACGCGCCGCCGCTGCCGGTGCCGCCCGACGCG 

GCGGAGCTAGAGCGGGTGGTCGGACATTTGTTGAGAGAAGTGGAGGATATAATCAAGGTT 

GCGGCGGCCGGTGGCTATGGAGGCTCGTCGGACAAGCCGCTCTCCGAATTTGACAAAGCA 

CAAAACCAAATTCTGGCCAAGTTGATGGCAGTATTTAATCAAGTAGCCGAAAGTTAA 
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CDS 

> ONAC046 

ATGGCGACGGCGGCGGAGTCGCAGGGGCTCTCCCCGGGGTTCAAGTTCAATCCGTCCGTC 

GAGCAGCTTCTCTGCTTCTTCCTCCTGCCCTACTTGCAGCACCGACGCCTCCTCGTCGAC 

GGCGTCGTCTTCCTCGACGACCCGGCGAGCGCGCCGCCGTGGGCGCTGCTCCACCGCCAC 

GGCCGGGGCGGCGAGGACGAGGCCTACTTCATCGGGCCGGTGCCCGCAGGTGACGGCCAT 

GGTGGCCGGCGGCAGCAGCAGGTGAGCCGCACCGTCACCGGCGGCGGCGGCGGCAAGTGG 

ATAAAGCAGAGGACGGAGCGGCCGAGAGGGGAGGAGGAGCCGGTGGTGGTGTTCGGCGGC 

GAGACGTTCCGGTGGGAGGAGTTCAGCCTCAACTTCCACGCCGACGAGCGGTGCCGGAGC 

GGCAGCACCGGGTGGGTGATGCACGAGTTCGCCGTCGTGCCCCCCGCCGGCTCCCGCGTC 

GCCGCCACCCACACCGCCTGCCGCATCGCCTTCACCGGCCACGGCCAGAAGCGCAAGCGC 

GTGCCCGACGGCTACGTCTTCGTCGACGTCCATGTCCAGACCGCCGCCGCCGCCGCCGCC 

GTCGCTCCTCCGTTGCCGATGTTGTCCTCGTACGGCGAACCACCGCACGAACACTTCTCT 

GACGATCATCCGCCGCCGCATTCTTACACTTATTACACCCAAGAATACCAGCAGTTCTTG 

CCGGCGGCGGAGCAGAGCGATCAAGAACAGGAATACTGTGCACCGGAGCAGCAGAATTTC 

CAAGATTATCACGTCGCGGCGGCGGAGCAGACCGACCAAGATTACTTCTATACGGAAATG 

ATCAACCAAGAACAGGATTACGCATACCAGCAGCAGCAACAGCATCTCTTCCATGGAGAT 

TTCCTCGCGACTTCGCAGCAGTTTCTTGGTCAGGATCACGAGGTGATGTTCACTGGCCTC 

GGTGGTGGTCTCGTCGTCTCCGACAACGGCGAGCACGCCTCCGCCGCCGCGCCGGCTACA 

GAGCCGCCGGTGCACGACGTGTTCTTGGAAACTTTGGTGCCTGAGCCACCTGAAAATGCA 

TATGTTGACGGAGCAGGGGAGTCCGCCATGGCATCGGCTAGCTCCGCTGGTGGCGCGCCA 

TTATTGGAACAACCCTTTGCGACGCCGCCGCAGCAGTTTCTTGATCAGGAGCCGGCGCCG 

GCTGGCCTCAACGACGGCGGCGCGATGATCTATAACAACAACGGTGACGGCGAGCACGAC 

GCCGCGCCGGCTGCGCAGCCGCCGGCCCGGTACTACAGCGGGCCAGTTCCGGCAGTGGAC 

AGCGTGTTCTTGGACAAGATGCGGGAATATTTGATGGCTGATGCGAAGGGATTATGCCGA 

ATTGATGCGCCCATCAACAATGGCGAACACGCCGCCGCCCCAGCGCCGGCTGCGGATGAT 

CCGTTGGCTGCTCAGCACGGCCACGGCGACGCGCCGCCGCTGCCGGTGCCGCCCGACGCG 

GCGGAGCTAGAGCGGGTGGTCGGACATTTGTTGAGAGAAGTGGAGGATATAATCAAGGTT 

GCGGCGGCCGGTGGCTATGGAGGCTCGTCGGACAAGCCGCTCTCCGAATTTGACAAAGCA 

CAAAACCAAATTCTGGCCAAGTTGATGGCAGTATTTAATCAAGTAGCCGAAAGTTAA 

Protein 

> ONAC046 

MATAAESQGLSPGFKFNPSVEQLLCFFLLPYLQHRRLLVDGVVFLDDPASAPPWALLHRH 

GRGGEDEAYFIGPVPAGDGHGGRRQQQVSRTVTGGGGGKWIKQRTERPRGEEEPVVVFGG 

ETFRWEEFSLNFHADERCRSGSTGWVMHEFAVVPPAGSRVAATHTACRIAFTGHGQKRKR 

VPDGYVFVDVHVQTAAAAAAVAPPLPMLSSYGEPPHEHFSDDHPPPHSYTYYTQEYQQFL 

PAAEQSDQEQEYCAPEQQNFQDYHVAAAEQTDQDYFYTEMINQEQDYAYQQQQQHLFHGD 

FLATSQQFLGQDHEVMFTGLGGGLVVSDNGEHASAAAPATEPPVHDVFLETLVPEPPENA 

YVDGAGESAMASASSAGGAPLLEQPFATPPQQFLDQEPAPAGLNDGGAMIYNNNGDGEHD 

AAPAAQPPARYYSGPVPAVDSVFLDKMREYLMADAKGLCRIDAPINNGEHAAAPAPAADD 

PLAAQHGHGDAPPLPVPPDAAELERVVGHLLREVEDIIKVAAAGGYGGSSDKPLSEFDKA 

QNQILAKLMAVFNQVAES* 
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LOC_Os08g02160(ONAC049) sequence information 

Genomic sequence length: 2573 nucleotides 

CDS length: 1005 nucleotides 

Protein length: 334 amino acids 

Genomic Sequence 

> ONAC049 

AGGTCCTCATCGAGGCCGGCGTTGTCTAAGTTTTAACTACCCTAGCTAGCCTCACCAATT 

GCAATTGTGTACACTAGCTAGTTGCATCAATCAATCTCACTGCTAGTGGCGTGCGTGCGT 

GTGTGTCTAGTTAGGGCTACTTCTACTGCTGCTTCTCCTCAACCTCTTCTTCTTCTTCCT 

CTAGTTGCTCTCTCTGCTATAAAGTGCCGTGGAGATCAGGGGGTTGGGTACTGGAAGGTG 

ATGAGAGTACTCAAGTTGATCGCCGGAGCAGCATCAGCATCAGCATCAGCTTCACCATGC 

GGGGATCAGATCATCATCAGGATGTCGTCGCGGCACCGCGGGGCGGTGGCGGTGGAGGAG 

ACGACGGGCAGGCGCACGACATGGTGATGCCGGGGTTCCGGTTCCACCCGACGGAGGAGG 

AGCTCATCGAGTTCTACCTCCGGCGAAAGGTGGAGGGGAAGCGGTTCAACATCGAGCTCA 

TCGCCTTCGTCGACCTCTACCGCTATGACCCGTGGGATCTTCCCGGTAAGATATTAATCC 

CATCATCGTGACATGACATGAGGTCGAGCTTAGCTAGCATATGTGCTGTACATGAGCTAA 

GCTAGCTAGTGGATAGCTAGCATCTGCATGATTTCATGTGACCCCCTCTTTGATTTCATG 

TGAACCTTTTTGGGTGGCTCACTTTTTTCCCACCTTCTTGTTGCTCCCCTTACATGGATG 

GATGCACCCAGCTCTGGCCTCAATTGGGGACAAGGAGTGGTTCTTCTATGTGCCAAGGGA 

CCGCAAGTACCGAAACGGCGATCGGCCCAACCGAGTGACGCCATCGGGGTACTGGAAGGC 

CACAGGGGCGGATAGGATGGTGAAGGTGGAGGGTGACCGTCCTATCGGCCTCAAGAAGAC 

GCTCGTCTTCTACGTCGGCAAGGCGCCCAAGGGGCTTCGCAGCAGCTGGATCATGAACGA 

GTATCGTCTCCCTCATGGCGACGCTGACCGCTACCAAAAGGTACTGAATTTTTTGGTTGC 

TGTTCAGTTTGATTTCATGCTTGATTTGCTACTTCTTTGTGTGCATGATCCATCGAATTT 

TATGAAGTTTGGGGATCCCTTGATTTGATGGATGCATCGAGCCCCCAAGATCTTGTAAAA 

GCTTAAAGTGTTGGATCCTCCGTCGATCTGAAAGATCGATATGCATCCACTCAAAAATTC 

TTTTTCTTTTCGCTTTTGGAGATACATGATTGAACGCATGTTGATTGCTAGATAGCTTTT 

GATATAGTCACCGGCAGGCAGGCAAGCATATGTACTGCATATGCTATTGGCACGTCTTGT 

CTCTCAGCTGGTGATGAAATTAAAGTACACACCATGCGAAAATTGTATGTAGAGGTAATG 

CATGCAAGAATCTATAGCTATAGATCTTGATGGATCAATTAATTCTTGCATATATATAAA 

CTTTTTGTACAAAAGGAGCACACTCAAATTTCAATTGTCCATTTTGTTCTTCTCTATTTG 

AACTTTCAGATCTGAAAAAAAATGAACTTTCTCTATTAATTGATGAATTTAATCTGAATA 

TTTCCGGGCGATGACTTTTCCCCCCTGCAACTGGTAGGCGTCATCTTCCTCCTTTTTGGA 

AGCGATGCCTCATCTTCTTCCTTAATTTCGTTCTGTGTAAAGTTTCCAGCTTTTCATGAT 

GTGCACGATCTGGTATATAACACTATAACCTACTAACCAACACAAAAAGTATACTCTGGT 
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TATTCTAAATCAAAATAAACTCCTAGAACAGCGAGACAGGACGAGATCTCGTTCTGTGAT 

TACTATATATAATCGAACTATATTTTTTTACTACTAATTAATTCTTTCCAAAAAATTCTG 

ATGGTTTGCCCAAAAAAATTCTGATAGTTTCTTTGTTTCTTTACATGTATATATATAGAG 

AGAGAGCATATGAAACTTTCACATGTGTTTTACTATAATTTTCTTATGTTTTCTTTCAAA 

CACTTATGCTATTTCCATCAATCTCTCCTAGCTAGTACGTAATCGATGACCTAATATAAT 

TGACTATATATCGTTGAATTATTCAGGAAATTTCGCTGTGTCGAGTCTACAAACGCCCAG 

GAATCGAAGACAACTTCCACCTCACCGGCACAACCACTAAATCCTCCGGCTCAAAGGCGG 

CGGCGGCGATGGGCAAGAAGCACGCCGCCGCGAACCGGACGTCATCGACGGCGGCGGCTG 

CGGCGCCCCGCCTCGCCCCGATGTTCGACGGCGGCGGCGGTGGCCAGGCACGGGCCACGG 

CATCGGCGGCCAAGAAGCAGGCGGCGACGGCGGCGGCTGCCAAGCGCCGCCATCCGCGTC 

GGCATCGACGGCCATGGAGCTTGCAGCGGCGGCGGCATTCCACCTCGTCTCGTGTTTGCT 

CTCGCGTTTGCCATCGGTGGTACGGGGCCCCGCTCACCCACGGGTCCCCTGCGGGGGCGG 

GGACGGGGGATATTTCCCACCCGACCACCTGTGCGGGGTCAGGGTCGGGGGGAGAAGTCG 

GGGAGCAGGGCGGGGGCGTTCCAGTCCAACCCACCCCGTTGCCAACCCTATAG 

CDS 

> ONAC049 

ATGCGGGGATCAGATCATCATCAGGATGTCGTCGCGGCACCGCGGGGCGGTGGCGGTGGA 

GGAGACGACGGGCAGGCGCACGACATGGTGATGCCGGGGTTCCGGTTCCACCCGACGGAG 

GAGGAGCTCATCGAGTTCTACCTCCGGCGAAAGGTGGAGGGGAAGCGGTTCAACATCGAG 

CTCATCGCCTTCGTCGACCTCTACCGCTATGACCCGTGGGATCTTCCCGCTCTGGCCTCA 

ATTGGGGACAAGGAGTGGTTCTTCTATGTGCCAAGGGACCGCAAGTACCGAAACGGCGAT 

CGGCCCAACCGAGTGACGCCATCGGGGTACTGGAAGGCCACAGGGGCGGATAGGATGGTG 

AAGGTGGAGGGTGACCGTCCTATCGGCCTCAAGAAGACGCTCGTCTTCTACGTCGGCAAG 

GCGCCCAAGGGGCTTCGCAGCAGCTGGATCATGAACGAGTATCGTCTCCCTCATGGCGAC 

GCTGACCGCTACCAAAAGGAAATTTCGCTGTGTCGAGTCTACAAACGCCCAGGAATCGAA 

GACAACTTCCACCTCACCGGCACAACCACTAAATCCTCCGGCTCAAAGGCGGCGGCGGCG 

ATGGGCAAGAAGCACGCCGCCGCGAACCGGACGTCATCGACGGCGGCGGCTGCGGCGCCC 

CGCCTCGCCCCGATGTTCGACGGCGGCGGCGGTGGCCAGGCACGGGCCACGGCATCGGCG 

GCCAAGAAGCAGGCGGCGACGGCGGCGGCTGCCAAGCGCCGCCATCCGCGTCGGCATCGA 

CGGCCATGGAGCTTGCAGCGGCGGCGGCATTCCACCTCGTCTCGTGTTTGCTCTCGCGTT 

TGCCATCGGTGGTACGGGGCCCCGCTCACCCACGGGTCCCCTGCGGGGGCGGGGACGGGG 

GATATTTCCCACCCGACCACCTGTGCGGGGTCAGGGTCGGGGGGAGAAGTCGGGGAGCAG 

GGCGGGGGCGTTCCAGTCCAACCCACCCCGTTGCCAACCCTATAG 

Protein 

> ONAC049 

MRGSDHHQDVVAAPRGGGGGGDDGQAHDMVMPGFRFHPTEEELIEFYLRRKVEGKRFNIE 

LIAFVDLYRYDPWDLPALASIGDKEWFFYVPRDRKYRNGDRPNRVTPSGYWKATGADRMV 

KVEGDRPIGLKKTLVFYVGKAPKGLRSSWIMNEYRLPHGDADRYQKEISLCRVYKRPGIE 

DNFHLTGTTTKSSGSKAAAAMGKKHAAANRTSSTAAAAAPRLAPMFDGGGGGQARATASA 

AKKQAATAAAAKRRHPRRHRRPWSLQRRRHSTSSRVCSRVCHRWYGAPLTHGSPAGAGTG 

DISHPTTCAGSGSGGEVGEQGGGVPVQPTPLPTL* 
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LOC_Os02g38130 (ONAC050) sequence information 

Genomic sequence length: 3708 nucleotides 

CDS length: 1182 nucleotides 

Protein length: 393 amino acids 

Putative Function: no apical meristem protein, putative, expressed 

Genomic Sequence 

>ONAC050 

CTCTTGGGGAGCGCGTGTGGCTTGCGAAGGAAGGAGGAAGCGGAGCAAAGGCAAAAGCAG 

CAGCAAACCGCCATTGCGGCGGCAGGCAGCGCCCCGGAATCCCGGGGGGTTCAATAGAGA 

GGGGGATAAGGGCGGAGGCGCGGTGTCGCTGGGGGGCGCATCCTCCCCTCCCCGCGCCGA 

TCGATCGATCGCCGCCGCCGCCGCCGCTGCATTGGTCGCCGTTCGGAGGGAGGAGGAGCA 

GCCTGCTTGGTTCGGGAGGGGGTGGTCCGGTGGTGCCGCGTCTCGCTCGCGGTCGCGGAC 

TCGCCGCTGATCGTGGTTGGGGTCAGGACGCACCGCCCGCGCCGCCATGGCGAGGTGACT 

AGTGATATTTTCTTTCCCCTATTCCTTCACCCATTTTTCTGCTGTTGTTTTTAGGGCTCG 

TCTGATCGTTACCCGGATGGGGGTGGATGGTTTTTAATGGTTCAATGACGCGTCTCTTTG 

GTTCATACTCCTCACATAGTAGTAGTACTTGAAATAAGTAGTAATATGATTTAAGTTGAT 

GTAGGATATCACTTGGGCTCACAGCTCACGGTTGCTTGAACAGAATTTTACTGAAGAAAT 

GAGAAAATCTTGGTGGGATTAGTATCATTTTAATTAAGAAATTAATACGCACCGAAATCG 

AGCCAAAGAGGAATCAAATCTAGGTGGCACACACTCTTACCTACCCACAACCACAAGTGA 

GCTAGGCTATGCATGCCAGGTTAATGGTCAGCTGCACTTGTATTTGTGGTCTCTGTCAGA 

GTGCATACCGCAATGTGGTCAGTGTATGGAGCTGAAATTTAGCTATATCACAAATTTGTT 

TGCGTTCAGTGTGGAATTCGGTTTGTTATGGTTCGAATTATGTTAACTTCTTTGCTTGAA 

ATTGCTCTGCATATTTGGTACATGGAACACAAAGCGTTACTGTCTGTAATTGTATCACCA 

TTGTACTACATTGTTCAACCCATGGTTATGCGACTTCAGCTCAGGCACCCCCCCCCCCCC 

CCCACACACACACACCAAAAAAAAAAACTTTTCAATCAAGGTTTTCATTTAGAAAAGGGC 

ATCAAAATGATATAGTACTCATCTTGCTATACATAGTTCACTAACAAGCAATGCTGAACG 

GTCAATCGATTATGCACAAGTATAACTCCCCTAAGTCATGCGCATATACATCGTTTTATT 

CTAACGTTGCAAGTTACTTTAGTAACAAATGCCAACATGCTTGTTTTGCTGCAGGTCTTG 

GCTTATAACTGGTAGGGGAGTTGCTAAGAAAATAAGAAATGCACCTCATTGCTCTAGTCG 

CCCAATAAGTGAATTGGGTGCAGAAGCACAGATGGAATGTCCAAACTGCAAACATGTTAT 

TGATAACAGTGATGTAAGTATTAGTCTACAATATTTGTTGTCAACTATACACTTTTGTAA 

GTTCATACTTTGGAAAATCGATATTCCTCTAAATTTTGGGGTATCCCATTTTCTGAAACC 

TTCTTCTGGTACATGATTAATCTGTTGATTGTTATTTGTTACCAATAGTTGCAAAAAGGT 

AGGTTATTGCTGATGAGAAAGGAGGTATGAGCTGACTGGGTTATCTTAATGGCAGAAATA 
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GGCATCATTTGCTCAGTTTCAGAGCCTATTGACATTGGGCTTTGGAATATAATGCATCCC 

AGAATTTAATCACAGAATCTCTGCATGTGTAAAAGCAGTTGAAGTGTAACTTTAGCTTTC 

AGCTCACATTGAATAGAAGTTATGTGTTCTAATCAATATTTTGCTGAATTTCATTCTATG 

CAGGTTGCTATACAGTGGCCTGGGCTGCCTGCTGGTGTCAAGTTTGATCCATCTGATTTG 

GAATTGCTTGAACATTTGGAACAAAAGATTGGCCTGGGGGGTTCAAAGCCACATACATTC 

ATTGATGAATTTATTCCGACTATAGATAATGATGAAGGGATATGCTATTCACATCCGGAA 

AATCTTCCTGGTATGGACTTAATGTCTTGTGATGGCATATGGCTGTTTTCGAAGTTATTG 

GTTTATCCATGTTATTTACCAAAATCTTATTTTTGGCCAACAGGTATGAAGAAAGATGGA 

ACCAGTGGTCATTTCTTCCATAGAGTTTCAAATGCATATGGTTGTGGTCAGCGCAAGCGT 

CGAAAGATCAGTAACTGTGATCATGTTGTTTCTGTTGAACATGTGAGATGGCACAAGACA 

GGGAAATCCAAAGCCATAGTTGAAAAGGGGGTTACAAAAGGTTGGAAGAAAATAATGGTT 

CTGTACAAGAGTTCACAAAGAGGTGCCAAACCTGATAAGGCTAACTGGGTGATGCATCAG 

TACCATCTTGGGGCAGAAGAAGATGAAAAGGATGGGGAGCTTGTTGTCTCCAAAATCTCC 

TACCAGTTGCATGGAAAACAGATAGACAAGTCTGAAACAGGAAATGCTGATGAAGAATCT 

GATGCATTTGCTGCAAGGGTTGGTCCAAAAACTCCAAAGTCAAACACCCCACAGCCATGT 

CGCTTAAAAAACAGTCCATGTGAAACAGAAAATTACGATCCCATCTTGGAGGACCAGGTA 

ATGTACATTACTTCTGTTATCATTGATGCAAATGAAGAATTGAAAGCCAATTTGGTCAGA 

ATTTGGGTAACCACTGAAGCAGGAAACATTTCATAATCTGGTTTCAGATCTGCACTCAAC 

GGATCACTAAAAATAACTCGAACTATAACTGTAATCCTTAGGTTATTTTAGTTTTGTATA 

TTATTGTTTTCAATGGAGTATCAAACCACTACTTTCAACATTCTGGAAAGTTGTATGCTT 

CCCTTTTGAGAGATGATGAAAAATGACATATCTAAGCATCGATGATATTTTGTTTTGCTG 

TATTTGTTCATCATTTGAAAATATTAATTTTGTTCTTTGATTTGCGAATTATTATAGGAC 

GAAGAGGAGTCTAACATACCTATTGTTAGCCTGAAGGATGATGCTGGGAATCCTGCGTGG 

TGCGCTGGAGAAACCCAGGCCGCGAGGGAAGCAGTTCAGGCCTGTCCTAACTTGGATGAA 

TCCCTGCGCTGTCATGAAGTTCTGGATTCCTTCTATCATGAAACGTTGCTTCCTTCTGAC 

CGCCCAATTCTGTCCCAAGGCGGGAATGAGATTCTTGACAGGAACCTGAATGCGGTGTAT 

GGACTACCTGATCTCTACAATGTAGACCTTGGAACACCTCCAGATTTTCAGCTTGCTGTA 

AGTTTATCCCGTGGCTCTCTCTTGGTGCCCATATGTCTGCCAATTCTGATCCTGCCTCGT 

TTTTTCTGTGTTGTGACAGGATTTGCAGTTTGGATCACAGGAGAGCATTGGCAACTGGCT 

GGATAGCATCTAGGTCGATAGAGAATTCGAAGTAAGGCGAAGAACTGCAGGAACTTTTTG 

TGGGATCAAACTGCATAGCTGAAGTCGTGCTGAACCATCAAACCGTCTCAGATAGGGTCA 

TCTGAACCTCATATTTTGCCTCAAAACTGGAAAGGAAATGTTATGTGATGGCTTGTTCGG 

GGCCATGTAATGGTGGAAACCTCCAGCTATTTAACTCTATGGGAGAGCATGTAGGTGTGT 

AGGTATGTCTTAGTTCGACTCTCTTTGTCACAAACTTGCATATTTCGTGGTTCCTCCTAA 

AAGATGATCATGAGAACCCATGCATTTCTATTGCCCATGGTTGAGCCA 

CDS 

> ONAC050 

ATGGCGAGGTCTTGGCTTATAACTGGTAGGGGAGTTGCTAAGAAAATAAGAAATGCACCT 

CATTGCTCTAGTCGCCCAATAAGTGAATTGGGTGCAGAAGCACAGATGGAATGTCCAAAC 

TGCAAACATGTTATTGATAACAGTGATGTTGCTATACAGTGGCCTGGGCTGCCTGCTGGT 

GTCAAGTTTGATCCATCTGATTTGGAATTGCTTGAACATTTGGAACAAAAGATTGGCCTG 

GGGGGTTCAAAGCCACATACATTCATTGATGAATTTATTCCGACTATAGATAATGATGAA 

GGGATATGCTATTCACATCCGGAAAATCTTCCTGGTATGAAGAAAGATGGAACCAGTGGT 

CATTTCTTCCATAGAGTTTCAAATGCATATGGTTGTGGTCAGCGCAAGCGTCGAAAGATC 
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AGTAACTGTGATCATGTTGTTTCTGTTGAACATGTGAGATGGCACAAGACAGGGAAATCC 

AAAGCCATAGTTGAAAAGGGGGTTACAAAAGGTTGGAAGAAAATAATGGTTCTGTACAAG 

AGTTCACAAAGAGGTGCCAAACCTGATAAGGCTAACTGGGTGATGCATCAGTACCATCTT 

GGGGCAGAAGAAGATGAAAAGGATGGGGAGCTTGTTGTCTCCAAAATCTCCTACCAGTTG 

CATGGAAAACAGATAGACAAGTCTGAAACAGGAAATGCTGATGAAGAATCTGATGCATTT 

GCTGCAAGGGTTGGTCCAAAAACTCCAAAGTCAAACACCCCACAGCCATGTCGCTTAAAA 

AACAGTCCATGTGAAACAGAAAATTACGATCCCATCTTGGAGGACCAGGACGAAGAGGAG 

TCTAACATACCTATTGTTAGCCTGAAGGATGATGCTGGGAATCCTGCGTGGTGCGCTGGA 

GAAACCCAGGCCGCGAGGGAAGCAGTTCAGGCCTGTCCTAACTTGGATGAATCCCTGCGC 

TGTCATGAAGTTCTGGATTCCTTCTATCATGAAACGTTGCTTCCTTCTGACCGCCCAATT 

CTGTCCCAAGGCGGGAATGAGATTCTTGACAGGAACCTGAATGCGGTGTATGGACTACCT 

GATCTCTACAATGTAGACCTTGGAACACCTCCAGATTTTCAGCTTGCTGATTTGCAGTTT 

GGATCACAGGAGAGCATTGGCAACTGGCTGGATAGCATCTAG 

Protein 

> ONAC050 

MARSWLITGRGVAKKIRNAPHCSSRPISELGAEAQMECPNCKHVIDNSDVAIQWPGLPAG 

VKFDPSDLELLEHLEQKIGLGGSKPHTFIDEFIPTIDNDEGICYSHPENLPGMKKDGTSG 

HFFHRVSNAYGCGQRKRRKISNCDHVVSVEHVRWHKTGKSKAIVEKGVTKGWKKIMVLYK 

SSQRGAKPDKANWVMHQYHLGAEEDEKDGELVVSKISYQLHGKQIDKSETGNADEESDAF 

AARVGPKTPKSNTPQPCRLKNSPCETENYDPILEDQDEEESNIPIVSLKDDAGNPAWCAG 

ETQAAREAVQACPNLDESLRCHEVLDSFYHETLLPSDRPILSQGGNEILDRNLNAVYGLP 

DLYNVDLGTPPDFQLADLQFGSQESIGNWLDSI* 

 

LOC_Os02g41450 (ONAC051) sequence information 

Genomic sequence length: 3087 nucleotides 

CDS length: 759 nucleotides 

Protein length: 252 amino acids 

Genomic Sequence 

> ONAC051 

ATGCGTGTGTTTGTACTTTCCAAATTCATAGTAGTAGCGATTTGTGCGTATACGAATGCA 

GAGGTGGCGAAGCTGACGGCGAGCGAGTGGTACTTCTTCAGCTTCCGCGACCGCAAGTAC 

GCGACGGGGTCGCGCACCAACCGCGCCACCAAGACGGGATACTGGAAGGCCACCGGCAAG 

GACCGCGAGGTGCGCGGCTCCTCGTCGTCGTCGTCGTCGCGCGCCGTCGTCGGCATGAGG 

AAGACGCTCGTCTTCTACCAGGGGAGGGCGCCCAACGGCGTCAAGACCGGCTGGGTTATG 
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CACGAGTTCCGCCTCGACTCCCCGCACTCCCAACCCAGGGTACGTACGTCATACACATAA 

GCCGTGCGCCAACGCATTGAACTTATTTTGATCCTTATCACATTTTTTTATGTCCTCTAC 

ATAGATATAAGATTTGCTCCGATCCAATAAAAAATACCTCAAGATACCGGTATCTCACGG 

TACCAAATCATTTCCAATCGTTGGATCAAAAATGCCCATCCAGATCAGCTAGATCCAATG 

ATCGGAAACGATTGGGTACCGTGAGGTACTGGTACCTTGAGATACTTTTTACTGGACCGA 

AACAAATCTCATATAAATATAGTCAGGTTTTCTTAATTAACGATGTAGAGATCGACATGT 

TTTTCTTAAGGAGTCTGTGGATAATATTACTTGAACATGCTAGCTAGGTATAGGTAGGTA 

GCACGTGAGTGTATGTTGAGTAACCACGTAGTACAATTGTAGGACTAATTAATCCGTTAC 

TTATCAATCGCACAAGCGACCCCCCGTGAATCACTAGATGGCAAAAGAGGACCTCTCACA 

GGATGGAAATTAAGTTCATATGGAAGACAGTGATGCCAAACTCGTCACAGTCGACAGGGC 

CATAATCATGCACGATGGATATGCTCAGAGAGAGCAAACTAATTAGCATGCCCGACGCCG 

GCACGTGAATGTGGAGATACTTCCTCTTGCGTACGTAGGTAGTGCTAATTAAATAACAAT 

CAACAATCACGTAGTGCTAGTGTGCTCCTTAACAATCCAGGATATATCTGTACGGGGGTG 

GTACATTTGTGACCTCTCTGTTTCTCTAAAAGAATTTTTTTTAAAAAAAATCTCTACGGA 

ACACTTTAACCCTAAGTGCCTTCGCCTCATCATCCGCCCCGCCCTTTGACAGCTTAATAT 

CGCCATATCGGCATGCTAGTACTGCCACCTCCCATGCACGGTCCCACCCTTGCATAGTAC 

TCTAGCTTGCTATATTGTCAGCAAATGTAATGCATGTTCCCATGCCACACTTCTTCCTCT 

TTGTTGGCACCCTTCCCCAGCTAGAAGCACATACCGCATTACCACCGCCGATCTCAGTTG 

CACCCCAATTGACCTGGCCTCCTTATCTTGTAAAAACAGGGAGCCTCGTCAACAAAAGAA 

CTAGGCATTGTCATTGTTAAGAGCTAGCATGTGCAAAAAATATAGTCATTATACTATATT 

TAGGATGTGTTTAGTTCACGTCAAAATTAAAAAATTGATCGACTTTCGGATTATTCTTAT 

TCCCGGTTGGATTAAAATTAGAATGATATGACGGAAAAGCTAGAAATTTGTGTGTAGTAA 

AGTTTTGATGTGATAGAAAAGTTAAAAGTTTGTTGAAAAAGTTGGGAAGTAAACAAAGCC 

TTATTGTGTAATACACACGAGTATTTACTAATCAAGAGGACCAATAATTCCCTTGACTAG 

CTAGTGCTTGACCTGTCAAAGCCACGCGCGTGCATCGGCGCATGTATCATGCATGCATGC 

ATGCATGGCGACGAACATTCAACGAACCAGAAGGAAGCACAGAGACAGCTAACTAAACAC 

TACAGCTACAGGACGGCAGTACCCAGTACACGCACGCGTACCCGGGCAGCCAGCTGCATT 

ATTTCATTATTTGTTTCTGCCTGGGCTCATCGATATGATCTCTCCTCCCCTGATGGAGTG 

ACAGCACACTGTACACGCAAAGGACAAAGCTCAAGCTCTCAAGAGTGATGGTCACTGTAC 

ATGCATCAATGTCTGCATGCATGCGCACCACATATGCTGGCCCCCATGTACCCGTGGACC 

ATTCGTGCACACTGCACAGGCACAGGCACAGGCAGTGAGAGTGTGTGTGTGTGTGGACCA 

GGCGGCGCCCAATCGGCCATGCAGTATGCATCCAATGACAATTATTGGTGCATTAGTGCA 

CGATGTCCTACTAACTCGATCATCTGCTAACTTCACTAGCTGTACTATGTGGTACTCCAC 

ATACGTACTGGCGTACTGCTGTCTCAGCTTGTCATGGAGATGCCAAATTATCGCTAGTAC 

AGAACTTGTTATCCGTAACGACTCTGGCCGTGTAGAGGGTTTGCGGCCGTCACATGGTTA 

TCATCTCTAACGAGCCGAAACAAACACCGTTAAAGATAAACTCGTATAGACATAATCTAT 

ATGCACGTTATTTTGGCCTGATAGAAATAACTGTCATCCTAACTTCTCATATCAGAGATC 

TTTCCTTAGTGACGGGAGCTCTTCCCGATAGAGATGAGGCTTGCCGCCCGTTTCAGATGT 

CATATCCCGTGCTAGTGTATACGTGCTTACGTGCTAGTTAGTGCTAATAATTACTCACCA 

TGCGTCTGCCTTTCATGTGTTTTGCAGGAGGACTGGGTGCTATGCAGGGTGTTTCAGAAG 

AGGAAGGGCGACGGCGACGGCCCGCAGGACAGCGGCGGCGCCGCCTCTCCCACCTTCACC 

GGCTCGATGTCGACGACGACGTTGTCACAGCTACAGCCGCCGGACCACCGCCGCCATGCA 

GCCGCAGCGGCGGGCGGCTACTACGTCGGTTCCCAGCAGCTGGCTGCTGGCTACGACTCC 

GCCGCCGGCTTCGCGAACCCCACGCAGCCGGCGGTGCCACATTACCAATACGGCGGCGCG 

GTTATCGGGTTCCCGGAGGAGTTCGGCGGCGGCGGCGGGGTAGCAGACGAGTACGGGTTT 



S117 

 
GGGACATACTTGGACTTGGGCTTCGAGCTCGACGACACGGCGAGTGTTCTTGGAGGCATC 

AGGTCGTTCCCGCAGGGTTGGAATTGA 

CDS 

> ONAC051 

ATGCGTGTGTTTGTACTTTCCAAATTCATAGTAGTAGCGATTTGTGCGTATACGAATGCA 

GAGGTGGCGAAGCTGACGGCGAGCGAGTGGTACTTCTTCAGCTTCCGCGACCGCAAGTAC 

GCGACGGGGTCGCGCACCAACCGCGCCACCAAGACGGGATACTGGAAGGCCACCGGCAAG 

GACCGCGAGGTGCGCGGCTCCTCGTCGTCGTCGTCGTCGCGCGCCGTCGTCGGCATGAGG 

AAGACGCTCGTCTTCTACCAGGGGAGGGCGCCCAACGGCGTCAAGACCGGCTGGGTTATG 

CACGAGTTCCGCCTCGACTCCCCGCACTCCCAACCCAGGGAGGACTGGGTGCTATGCAGG 

GTGTTTCAGAAGAGGAAGGGCGACGGCGACGGCCCGCAGGACAGCGGCGGCGCCGCCTCT 

CCCACCTTCACCGGCTCGATGTCGACGACGACGTTGTCACAGCTACAGCCGCCGGACCAC 

CGCCGCCATGCAGCCGCAGCGGCGGGCGGCTACTACGTCGGTTCCCAGCAGCTGGCTGCT 

GGCTACGACTCCGCCGCCGGCTTCGCGAACCCCACGCAGCCGGCGGTGCCACATTACCAA 

TACGGCGGCGCGGTTATCGGGTTCCCGGAGGAGTTCGGCGGCGGCGGCGGGGTAGCAGAC 

GAGTACGGGTTTGGGACATACTTGGACTTGGGCTTCGAGCTCGACGACACGGCGAGTGTT 

CTTGGAGGCATCAGGTCGTTCCCGCAGGGTTGGAATTGA 

Protein 

> ONAC051 

MRVFVLSKFIVVAICAYTNAEVAKLTASEWYFFSFRDRKYATGSRTNRATKTGYWKATGK 

DREVRGSSSSSSSRAVVGMRKTLVFYQGRAPNGVKTGWVMHEFRLDSPHSQPREDWVLCR 

VFQKRKGDGDGPQDSGGAASPTFTGSMSTTTLSQLQPPDHRRHAAAAAGGYYVGSQQLAA 

GYDSAAGFANPTQPAVPHYQYGGAVIGFPEEFGGGGGVADEYGFGTYLDLGFELDDTASV 

LGGIRSFPQGWN* 

 

LOC_Os02g42970 (ONAC052) sequence information 

Genomic sequence length: 1480 nucleotides 

CDS length: 1113 nucleotides 

Protein length: 370 amino acids 

Putative Function: NAC domain containing protein, putative 

Genomic Sequence 



S118 

 
> ONAC052 

ATGGACACTTTCTCCCATGTGCCACCTGGTTTCCGCTTTCACCCTACTGACGAGGAGCTC 

GTCGATTACTACCTGAGGAAGAAGGTGGCATCGAAGAAAATCGACCTCGACGTTATAAAA 

GACGTCGACCTGTACAAAATCGAGCCCTGGGATCTCCAAGGTAATTAGCATGCATGCAAG 

TTGATCGAAGAATCAAAAAAATCAAAGTTAGGTTTGCGATTGAATTGAGCATCCAACATG 

TACAAATATTGCAGAGAAGTGCAAGATTGGCATGGAAGAACAGAATGACTGGTACTTCTT 

CAGCCACAAAGACAAAAAGTACCCGACGGGCACCCGCACCAACCGGGCCACGGGCGCCGG 

CTTCTGGAAGGCGACGGGGAGGGACAAGCCCATCTACGCCCGCAGCTGCCTCGTCGGGAT 

GAGGAAGACACTCGTCTTCTACAAGGGCCGTGCCCCCAATGGCCAGAAGTCGGACTGGAT 

CATGCACGAGTACCGCCTCGAGACCAACGAAAACGGCACCACACCTGTATGCATATATTT 

GATGTTTGGAATTTGCTCCGGTCCAATAAAAAGGTACCGTACCTTATGGTACCAAATTGT 

TTTTTATCATTTGATCTAACAATGCCCACCCTGCTCAGCTAGATCAAACGATCAAAAATG 

ATTTGGTGTCATGAGGTAACTTGAGATATTTTTTATTGGATCGGAATAAATCTCTTGATG 

TTTAGAATGAGATTCGGTCAAAATCCGCCTCATGCACCTAAGTCTGACTAAGTGGTTGAC 

TGATCATTGGTGCGTGTAGGAGGAAGGATGGGTGGTCTGCCGGGTGTTCAAGAAGCGGGT 

GGCGACGGTGCGGAGAATGGCCGACGGATCACCGTGCTGGTTCGATGACCACGGCGCCGT 

CGGTGCGTTCATGCCGGACCTCAGCTCGCCGAGGCAGCTACTGCCGCACCACCACCACCA 

CCACCCGGGCTCGTCGGCGGCGCTGTACCACGGCCACCACCACCAGCAGCTGCAGCAGAT 

GTACGGTCACTGCAAGCCGGAGCTGGAGTACCACCACCTCCTGCCGCAGGAGGCCTTCCT 

GCAGCATCTTCCTCAGCTGGAGAGCCCCAAGCCGCCGCCGCCGCCTCCTGCGGCGGCGGC 

CTACATTGGCGGCCACCTCGGATCGTCGTCGTCCACCGCCCTTACTACTCACGACGACGA 

AGCCTCCGGCTCCGCCGCGCAGCAGCAGCCGCCGTCGTTGGAGGCTGTTTACATGGCCGG 

CGCCGGCGTCGGCATCGGCGTCGACGCGTCGGTGACGGACTGGAGGCTACTGGACAAGTT 

CGTCGCGTCTCAGCTGCTCAGCAAGGAGTCCATGTCCAGCTACGGATCCCATCCGGCTCA 

GGTGTTTCAGGCTGCAGACGGTGGCAAGCATGAAGAGGCTTTGGACTACGCTTCGACGTC 

GGCCGGCTCCGGCGGCGGCGAGGCTGATCTGTGGAAATAG 

CDS 

> ONAC052 

ATGGACACTTTCTCCCATGTGCCACCTGGTTTCCGCTTTCACCCTACTGACGAGGAGCTC 

GTCGATTACTACCTGAGGAAGAAGGTGGCATCGAAGAAAATCGACCTCGACGTTATAAAA 

GACGTCGACCTGTACAAAATCGAGCCCTGGGATCTCCAAGAGAAGTGCAAGATTGGCATG 

GAAGAACAGAATGACTGGTACTTCTTCAGCCACAAAGACAAAAAGTACCCGACGGGCACC 

CGCACCAACCGGGCCACGGGCGCCGGCTTCTGGAAGGCGACGGGGAGGGACAAGCCCATC 

TACGCCCGCAGCTGCCTCGTCGGGATGAGGAAGACACTCGTCTTCTACAAGGGCCGTGCC 

CCCAATGGCCAGAAGTCGGACTGGATCATGCACGAGTACCGCCTCGAGACCAACGAAAAC 

GGCACCACACCTGAGGAAGGATGGGTGGTCTGCCGGGTGTTCAAGAAGCGGGTGGCGACG 

GTGCGGAGAATGGCCGACGGATCACCGTGCTGGTTCGATGACCACGGCGCCGTCGGTGCG 

TTCATGCCGGACCTCAGCTCGCCGAGGCAGCTACTGCCGCACCACCACCACCACCACCCG 

GGCTCGTCGGCGGCGCTGTACCACGGCCACCACCACCAGCAGCTGCAGCAGATGTACGGT 

CACTGCAAGCCGGAGCTGGAGTACCACCACCTCCTGCCGCAGGAGGCCTTCCTGCAGCAT 

CTTCCTCAGCTGGAGAGCCCCAAGCCGCCGCCGCCGCCTCCTGCGGCGGCGGCCTACATT 

GGCGGCCACCTCGGATCGTCGTCGTCCACCGCCCTTACTACTCACGACGACGAAGCCTCC 

GGCTCCGCCGCGCAGCAGCAGCCGCCGTCGTTGGAGGCTGTTTACATGGCCGGCGCCGGC 

GTCGGCATCGGCGTCGACGCGTCGGTGACGGACTGGAGGCTACTGGACAAGTTCGTCGCG 
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TCTCAGCTGCTCAGCAAGGAGTCCATGTCCAGCTACGGATCCCATCCGGCTCAGGTGTTT 

CAGGCTGCAGACGGTGGCAAGCATGAAGAGGCTTTGGACTACGCTTCGACGTCGGCCGGC 

TCCGGCGGCGGCGAGGCTGATCTGTGGAAATAG 

Protein 

> ONAC052 

MDTFSHVPPGFRFHPTDEELVDYYLRKKVASKKIDLDVIKDVDLYKIEPWDLQEKCKIGM 

EEQNDWYFFSHKDKKYPTGTRTNRATGAGFWKATGRDKPIYARSCLVGMRKTLVFYKGRA 

PNGQKSDWIMHEYRLETNENGTTPEEGWVVCRVFKKRVATVRRMADGSPCWFDDHGAVGA 

FMPDLSSPRQLLPHHHHHHPGSSAALYHGHHHQQLQQMYGHCKPELEYHHLLPQEAFLQH 

LPQLESPKPPPPPPAAAAYIGGHLGSSSSTALTTHDDEASGSAAQQQPPSLEAVYMAGAG 

VGIGVDASVTDWRLLDKFVASQLLSKESMSSYGSHPAQVFQAADGGKHEEALDYASTSAG 

SGGGEADLWK* 

 

LOC_Os03g02800 (ONAC054) sequence information 

Genomic sequence length: 4559 nucleotides 

CDS length: 1953 nucleotides 

Protein length: 650 amino acids 

Genomic Sequence 

> ONAC054 

GTTCTTCCTCTCTCATGTGCCATTAGCCAATAGCATCAAGGTCTCCTCTCTTCCTCCTCG 

ATCCTCTTCATTTTGTCTTACTTGCATGACATTCTTGTTAACTCATCTATGTGTTATTGT 

ATGTTGCAGGTTTTTGTACATTGTAGCTGATTATAATTCATTCATATAGCTATTCAAACA 

AGTTCGGTGGCTGTCCACATTTTAGCTTTGGATAGCCGGCTTGCCAGCTGCCTGCCTAGC 

TCTAAGCATCTCTTGCTGTTGGAGTTTTGAGAGGAAGGCTAGAGGAAGCATATGGCGCCC 

GTGAGTTTGCCTCCAGGTTTCAGGTTCCACCCCACCGATGAAGAACTAATCATCTACTAC 

CTTAAGCGGAAGATCAACGGAAGACAGATAGAACTCGAAATCATTCCAGAGGTTGATCTT 

TACAAGTGTGAGCCTTGGGATCTGCCTGGTATGTTCTTAGTTTGCTTGTTCTAAAGATAT 

CTATTCCTAGTTTTTATGTTGCTTGTTGGTGGTAGAAGTTAGAATGCTGTAGCCCATGCT 

AGGATATATATATTTCAATCCAACCCTAGGCCCATGCAGCTATCACCAATTGGCGTTCTT 

ATATATCATTCTCTTGCTATATAGGAGTAACAGTTTCTTTCTTTTTGTTTTAAGGGTAGG 

AATAGCAGTTTCATGATATATAATTTGTATGAGACTTTTGTATAAATGCTATAAGGACAA 

GTTTTAAGTTTATATGCATGTTAAAATTCAGGTTAACAATTAACTATAGGCAAGCATGCA 

CCTTTATTGTTCTCCAAGGAAAGCACATATATAGGTCCAGTATGTTTATTGGATGCCGTG 
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TTATGTAGACACTAAGCAATCTTATTCAATTCTTATACTATTATGCCCTCCCAAGAAACA 

CCAGTGCCTACACTACTTGAGGAAAGAATAACCACATGTTCCCTTCTTGATGAGCACTTC 

ATCTAGCTATTTGTAGTTGAAATGTATGTAATAATAATCACTAATTAATCCTGGCTATAA 

ATGTGTAGCTCTATCTGTTGTTTTAGTTTTTCTTTTATTTCACATAAGTAGCTTTTATGT 

CATTTATGTCACAAAAGAAAAGGTTTCCATGATTAATTCGTAAATTTTGGTACATTTGAA 

TTGCTAGTTATATCAAAGCATATTTGATTTTTTTTCTCTTTATATATAAAAAATCAAGCA 

TTGTCAAAAGCGATGTTTCACTGTCATAGCTTTGTGTGAAAACAAGATTAATCATACTGT 

GAAATTTGCTTTACTTTCAAACATCTTATGCACACCGAAAGGAGGGATATTGATAGATCT 

TGATCCTTTTGTCAAAAGAAATTTACCTTCAAAAAGAAACGTCAAATTTCTGCCAAGTGT 

AAAGGTGACATTATATACGTCCATGCACTGAGATACTTGAAATGGAAAATAAATCCTTTA 

TATCAGTAACATCAAAGTTAAAGTTTATATATTTTGGACCATGTCACAATCACAGAGAGA 

TTTGAGGAAAAGATATATTCTCTCTTTATCCACTTGCTGTTTGCTTTCAAGCTTGACAGT 

TTACTACAAAAACACCATGTAGCATTCAACATTCTACGAAGCGAGTGCTGTAAAAATATC 

GAATAAAAAGAGAAAATAAAGATGAGCCTTTTTTCTTGGGGTGACAAAATAAAGCAAGAA 

ACTAAGAAAGGAACTTGTGATGAACATATAGGTCAAGAAGATGAACAAAAGTCCGCACAG 

CCTCCAAGAGATATAAAGTGACCTTGGTCTAATTTTCTTTCAGCTATGGTGGGCTATCAT 

GTTAAATAGCCATATCTTAACTCTGTCATTAGATCCAATCATGATAGTAGACAAGTACTT 

CAATGTTTATGCTGCATGCATGATTATGTATGACTTTTTGTTTGTATGACACCCCCTAAC 

TGATCGTTCAATATTCAGAAAAATCCTTTCTTCCGAGTAAAGATCTCGAATGGTACTTCT 

TCAGCCCTAGAGACCGCAAGTACCCAAATGGATCAAGGACGAACCGTGCAACAAAAGCCG 

GATACTGGAAGGCAACTGGGAAAGATCGAAAAGTGAACTCACAGAGGCGTGCAGTTGGTA 

TGAAGAAGACTCTTGTGTACTACCGTGGTCGAGCTCCACATGGTTCTCGCACCGATTGGG 

TCATGCACGAGTACCGCCTCGATGAGAGGGAATGCGAGACTGACACTGGCTTACAGGTGT 

GTTACTATTAATCTTGTTGCATTTTTAAATCTACAACCATAATATATGGATAAACCATAT 

ATGTTATATTTAGCCCTTCTTTTCTGAAATTATAAACCTAGAGTAAAATATGTTACTAGC 

TGCTTGACATGGACGCGGCCTCTGATATGCAACCTCTTTGCATTTGTGTGTCTATATGTA 

GGATGCATATGCTTTATGCCGGGTGTTCAAGAAGACAGCGCCCGGGCCAAAGATCATAGA 

GCATTATGGTGTGGTGCACCACCATGTCGAGCAACCTCAATGGATGACGAGCAGTATCGA 

TCGCTCCCCAACGTTGGACGTGTCGTGTGATGGAAGAGGTGATGACTTTGAGAGCAGCAG 

CTTCTCTTTCCCAACAGAGACGCCAATGGACTCCATGCACGGTGGGTTTGGAATGCAGAT 

GAGTGCACCTCACGAGGATGGCAAATGGATGCAGTTTCTGAGTGAAGATGCCTTCAACGC 

CACCAATCCATTCTTGACGAACCCAGTTTCTGCCAACTTCTCATGCCTTCCATCCAAGGT 

ACATATACATATATAGTCAAAAATGAAGGTTACTTACTGGTACAGATGACATGTATATTC 

AGGCAATGAGTTCTTACCGGTGCAATGATATTCATATGCAGGTGGATGTTGCACTGGAAT 

GTGCGAGGCTGCAGCACAGGCTCACCTTGCCTCCCTTGGAGGTGGAGGATTTCCCACAGG 

ACGTCAGCCTTGACACGAAGATTGGCATACTTCGCAGTAACCCCAACGAAGTTGACATTC 

TCCAAGAATTCCTGTCAGTTGCGACTGCCTCTCAGGAGCTAATTAATGGCTCCACCAGTA 

GCTACCCTGAAATGTGGTTAGGAGCTAGCACAAGCAGTGCTAGCTACGTCAATGAACTGT 

CCTCTCTAGTTGAGATGGGCGGCGTTGGCACTTCTAACCACCACGAATCCGCAAGGCTAC 

AGGTCGAGATCGCTGACATGGAGGTGTTCAAGGACGAGAAGAAGCGGGTGGAGAACCTTA 

GAGGAGTCAAGTTGGTGAACAATGACCTTGGGGAGGTAATTGTTTGCATCATACCTATAC 

AAGTATATTCCCATCATTATATATATACTACATCTCATGAGACTGATTACTTTCATGCTT 

CATTTGTCTCAAGCAGATTGTTGTAGAAGGAGATGAAAGCAATCCAACAGAAGACATCAT 

CGCGCAGTACCCTATAAAAGTCACTGCAGATAATTCAGGTATGTAATATTTAATTTTGGC 

TGTTTTACATGGGCTCCACAGAAGTAATTAGCAGTATTCCATATTCGATACAGACTGTAT 
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ACAGATACAGTTCTTGCATGCACTAACTCAGAGCTAGATTGCAGGAGAAGCCGGTCATCG 

CATGACCGATCCCACTGACGTAGGCGGCATCGACACTGCCCCGATCTTCTCGCAATCTCA 

ACCTGACGACTTTGCTGCTGGTTTCGACGACGTCAACCCTAATGCATCTTTCGATCTGTA 

CGAGAAGGTTGACGTCAACCACAGGCTATTCGTTTCAAGGGTCGCTGCGGCGAAGACATT 

CTTCCACCGCATTGAGCCATCGAAGAAGGTCAGCTTCCACTCGAACCCGGCAGCAACCGC 

CGTCAGTAAGGCGACCGAGAAGTTCCATTTCCCCGTTACGACCAAAGTTAGTGGTAGGGT 

TTCCATTTTTAGCAAGTTCAAGGCACTCATAAGGGACAAGTTCTTGATGATGAGGCCATC 

ACATTCATACCAAAGGTTGGGCAGCAAAGAAACCACAGTGAATGAGCTGCTGCAGATTGT 

GTCACTCCTTTTAGCACCGAAGCAAATCAATGGCTGCCCTACTGAGCAAGAGCTGGTCAA 

GAAGAAGGCGAAAGAAGTGATGAAGCCGGGATGGGGTCGTGAAGGGAGCAACAAATTGTG 

GCTTCCGCTCTCCAAAGGGAAGGGCATTTCCAGCATGTTTTTGAGTGGGAAATGGACGTT 

TCTAACCTCCGCGTTGGCCATCAGCACTCCAGCTGAGTGCGATCACTAAAAGGTCTTTTC 

CATGACTGTCAATTAATGACACTACTGTTATATAATCTGCTATAACCTCAGTAGCGCGAG 

CCTAGCTAGTGCATGAAGAGAAGGTTAACATTAATTAACTGTCTTCGTGTCTCTGTTATT 

AACTGGTGTATAACTGGAGAATGTATGTCAATTAATTATTATTTGTTCGTCGTCCATTCT 

AAGTCTAACCCTGTTGTATCAAAATACTATCGTTAATTTGTAAGTGCAAATACAGATGTA 

TACATATATATACATGTAAACACACATAATGTTCAATATTAATTGTATTTGTTTCATTC 

CDS 

> ONAC054 

ATGGCGCCCGTGAGTTTGCCTCCAGGTTTCAGGTTCCACCCCACCGATGAAGAACTAATC 

ATCTACTACCTTAAGCGGAAGATCAACGGAAGACAGATAGAACTCGAAATCATTCCAGAG 

GTTGATCTTTACAAGTGTGAGCCTTGGGATCTGCCTGAAAAATCCTTTCTTCCGAGTAAA 

GATCTCGAATGGTACTTCTTCAGCCCTAGAGACCGCAAGTACCCAAATGGATCAAGGACG 

AACCGTGCAACAAAAGCCGGATACTGGAAGGCAACTGGGAAAGATCGAAAAGTGAACTCA 

CAGAGGCGTGCAGTTGGTATGAAGAAGACTCTTGTGTACTACCGTGGTCGAGCTCCACAT 

GGTTCTCGCACCGATTGGGTCATGCACGAGTACCGCCTCGATGAGAGGGAATGCGAGACT 

GACACTGGCTTACAGGATGCATATGCTTTATGCCGGGTGTTCAAGAAGACAGCGCCCGGG 

CCAAAGATCATAGAGCATTATGGTGTGGTGCACCACCATGTCGAGCAACCTCAATGGATG 

ACGAGCAGTATCGATCGCTCCCCAACGTTGGACGTGTCGTGTGATGGAAGAGGTGATGAC 

TTTGAGAGCAGCAGCTTCTCTTTCCCAACAGAGACGCCAATGGACTCCATGCACGGTGGG 

TTTGGAATGCAGATGAGTGCACCTCACGAGGATGGCAAATGGATGCAGTTTCTGAGTGAA 

GATGCCTTCAACGCCACCAATCCATTCTTGACGAACCCAGTTTCTGCCAACTTCTCATGC 

CTTCCATCCAAGGTGGATGTTGCACTGGAATGTGCGAGGCTGCAGCACAGGCTCACCTTG 

CCTCCCTTGGAGGTGGAGGATTTCCCACAGGACGTCAGCCTTGACACGAAGATTGGCATA 

CTTCGCAGTAACCCCAACGAAGTTGACATTCTCCAAGAATTCCTGTCAGTTGCGACTGCC 

TCTCAGGAGCTAATTAATGGCTCCACCAGTAGCTACCCTGAAATGTGGTTAGGAGCTAGC 

ACAAGCAGTGCTAGCTACGTCAATGAACTGTCCTCTCTAGTTGAGATGGGCGGCGTTGGC 

ACTTCTAACCACCACGAATCCGCAAGGCTACAGGTCGAGATCGCTGACATGGAGGTGTTC 

AAGGACGAGAAGAAGCGGGTGGAGAACCTTAGAGGAGTCAAGTTGGTGAACAATGACCTT 

GGGGAGATTGTTGTAGAAGGAGATGAAAGCAATCCAACAGAAGACATCATCGCGCAGTAC 

CCTATAAAAGTCACTGCAGATAATTCAGGAGAAGCCGGTCATCGCATGACCGATCCCACT 

GACGTAGGCGGCATCGACACTGCCCCGATCTTCTCGCAATCTCAACCTGACGACTTTGCT 

GCTGGTTTCGACGACGTCAACCCTAATGCATCTTTCGATCTGTACGAGAAGGTTGACGTC 

AACCACAGGCTATTCGTTTCAAGGGTCGCTGCGGCGAAGACATTCTTCCACCGCATTGAG 
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CCATCGAAGAAGGTCAGCTTCCACTCGAACCCGGCAGCAACCGCCGTCAGTAAGGCGACC 

GAGAAGTTCCATTTCCCCGTTACGACCAAAGTTAGTGGTAGGGTTTCCATTTTTAGCAAG 

TTCAAGGCACTCATAAGGGACAAGTTCTTGATGATGAGGCCATCACATTCATACCAAAGG 

TTGGGCAGCAAAGAAACCACAGTGAATGAGCTGCTGCAGATTGTGTCACTCCTTTTAGCA 

CCGAAGCAAATCAATGGCTGCCCTACTGAGCAAGAGCTGGTCAAGAAGAAGGCGAAAGAA 

GTGATGAAGCCGGGATGGGGTCGTGAAGGGAGCAACAAATTGTGGCTTCCGCTCTCCAAA 

GGGAAGGGCATTTCCAGCATGTTTTTGAGTGGGAAATGGACGTTTCTAACCTCCGCGTTG 

GCCATCAGCACTCCAGCTGAGTGCGATCACTAA 

Protein 

> ONAC054 

MAPVSLPPGFRFHPTDEELIIYYLKRKINGRQIELEIIPEVDLYKCEPWDLPEKSFLPSK 

DLEWYFFSPRDRKYPNGSRTNRATKAGYWKATGKDRKVNSQRRAVGMKKTLVYYRGRAPH 

GSRTDWVMHEYRLDERECETDTGLQDAYALCRVFKKTAPGPKIIEHYGVVHHHVEQPQWM 

TSSIDRSPTLDVSCDGRGDDFESSSFSFPTETPMDSMHGGFGMQMSAPHEDGKWMQFLSE 

DAFNATNPFLTNPVSANFSCLPSKVDVALECARLQHRLTLPPLEVEDFPQDVSLDTKIGI 

LRSNPNEVDILQEFLSVATASQELINGSTSSYPEMWLGASTSSASYVNELSSLVEMGGVG 

TSNHHESARLQVEIADMEVFKDEKKRVENLRGVKLVNNDLGEIVVEGDESNPTEDIIAQY 

PIKVTADNSGEAGHRMTDPTDVGGIDTAPIFSQSQPDDFAAGFDDVNPNASFDLYEKVDV 

NHRLFVSRVAAAKTFFHRIEPSKKVSFHSNPAATAVSKATEKFHFPVTTKVSGRVSIFSK 

FKALIRDKFLMMRPSHSYQRLGSKETTVNELLQIVSLLLAPKQINGCPTEQELVKKKAKE 

VMKPGWGREGSNKLWLPLSKGKGISSMFLSGKWTFLTSALAISTPAECDH* 

 

LOC_Os03g01870 (ONAC055) sequence information 

Genomic sequence length: 1271 nucleotides 

CDS length: 894 nucleotides 

Protein length: 297 amino acids 

Genomic Sequence 

> ONAC055 

TGCACGTAGTGTTCGATTAATTCTTGAGCTCATATATTACTTATTCATCCAAATAGTATT 

GGTAGCTTGTTGATCGAAGAATTAATCCATGGATGGATTGATCAGTGATGATAGTATGAT 

GATGGGTGGTGAGGTGAGGGCGATCGAGTCGAGGCTGCCTCCGGGTTTCAGGTTCCATCC 

CAGCGACGAGGAGCTAGTCGGCTACTACCTTCGGAACAAGCAGCAGCAGCAGCAGCAGCA 

GACGGCGGCCACCTCCATGCTCGTCGAGGTTGACCTCCATGCCTGCGAGCCATGGGACCT 
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ACCAGGTAATATAATACTTACCAGTTAATCTACTACGTACAGTAGTAGACTAATTAATTA 

ATTAATTAATTGATAAACTTTGTGAAATTGGCATATACTCCTATATGTGTAGAGGTGGCG 

AAGGTTGGTTCGGATGAGTGGTATTTCTTCAGCTGGAGGGAGAGGAAGTACGCGACGGGG 

TGGCGCAGGAACAGAGCGAGCAAGCAAGGGTACTGGAAGGCCACCGGGAAAGACAAGCCC 

ATCCTTCATCCGACGGTGGCCGGCGCCAGGAAGACGTTGGTTTTCTACTCCGGTCGCGCC 

CCCAACGGCCGCAAGACCGCCTGGGTCATGCACGAGTTCCGCCTCCTCCATCATCATCAT 

CATCCAAACCCAAATGTAATTACTCCTAATTATATTATATATATATGCATTATATATGTA 

GCTAATTAATCTGAATGTATGTACACTGATCTCTGCATGCAGATTCAGAATATGCAGCAG 

CAGGAGGGGGATGACTGGGTGCTGTGCAGGGTGTTCCGTAAGGGGAACAACAGCAATGGA 

CAACCTCTAGCCACTTCTTCGCCACCTGCTCATCACCTGGTGGAGTCACTCATCAGCTCA 

CCTGCACCAACTATCATGAGCGATCACGATCGGCTCTTCACCATCCAGCTGCCGCATCAC 

CAACATTGTGATGAGCAGTACTTTTTCTTAGATGACGATGAACAGCACCAGCAGCAGCTG 

CTAGATCTTTCAGTGCTCCAAGCTCCAACCTCGTTCGAGTCTGAGCAAGCTCCAGGCCAC 

GGTGGCATGGAGATTAATATCGCAGAGATGGAGAGCTTCGACACGACCTGTGCTGCGCTG 

CAAGACGCGAGCGATTACTGCATGCAGCTCTATTAATTAATTCAATGGATGGATGAATCA 

CACGTATATATACGCATAGCCTTAAATTAATTAATGTGTATCATCAGCTTAATTAATTGC 

GCACTTGGCTT 

CDS 

> ONAC055 

ATGGATGGATTGATCAGTGATGATAGTATGATGATGGGTGGTGAGGTGAGGGCGATCGAG 

TCGAGGCTGCCTCCGGGTTTCAGGTTCCATCCCAGCGACGAGGAGCTAGTCGGCTACTAC 

CTTCGGAACAAGCAGCAGCAGCAGCAGCAGCAGACGGCGGCCACCTCCATGCTCGTCGAG 

GTTGACCTCCATGCCTGCGAGCCATGGGACCTACCAGAGGTGGCGAAGGTTGGTTCGGAT 

GAGTGGTATTTCTTCAGCTGGAGGGAGAGGAAGTACGCGACGGGGTGGCGCAGGAACAGA 

GCGAGCAAGCAAGGGTACTGGAAGGCCACCGGGAAAGACAAGCCCATCCTTCATCCGACG 

GTGGCCGGCGCCAGGAAGACGTTGGTTTTCTACTCCGGTCGCGCCCCCAACGGCCGCAAG 

ACCGCCTGGGTCATGCACGAGTTCCGCCTCCTCCATCATCATCATCATCCAAACCCAAAT 

ATTCAGAATATGCAGCAGCAGGAGGGGGATGACTGGGTGCTGTGCAGGGTGTTCCGTAAG 

GGGAACAACAGCAATGGACAACCTCTAGCCACTTCTTCGCCACCTGCTCATCACCTGGTG 

GAGTCACTCATCAGCTCACCTGCACCAACTATCATGAGCGATCACGATCGGCTCTTCACC 

ATCCAGCTGCCGCATCACCAACATTGTGATGAGCAGTACTTTTTCTTAGATGACGATGAA 

CAGCACCAGCAGCAGCTGCTAGATCTTTCAGTGCTCCAAGCTCCAACCTCGTTCGAGTCT 

GAGCAAGCTCCAGGCCACGGTGGCATGGAGATTAATATCGCAGAGATGGAGAGCTTCGAC 

ACGACCTGTGCTGCGCTGCAAGACGCGAGCGATTACTGCATGCAGCTCTATTAA 

Protein 

> ONAC055 

MDGLISDDSMMMGGEVRAIESRLPPGFRFHPSDEELVGYYLRNKQQQQQQQTAATSMLVE 

VDLHACEPWDLPEVAKVGSDEWYFFSWRERKYATGWRRNRASKQGYWKATGKDKPILHPT 

VAGARKTLVFYSGRAPNGRKTAWVMHEFRLLHHHHHPNPNIQNMQQQEGDDWVLCRVFRK 

GNNSNGQPLATSSPPAHHLVESLISSPAPTIMSDHDRLFTIQLPHHQHCDEQYFFLDDDE 

QHQQQLLDLSVLQAPTSFESEQAPGHGGMEINIAEMESFDTTCAALQDASDYCMQLY* 
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LOC_Os03g03540 (ONAC056) sequence information 

Genomic sequence length: 2656 nucleotides 

CDS length: 1101 nucleotides 

Protein length: 366 amino acids 

Genomic Sequence 

> ONAC056 

ATGGAATCATGCGTCCCTCCTGGGTTCAGGTTCCACCCCACCGACGAGGAGCTCGTCGGC 

TACTACCTCCGCAAGAAGGTCGCCTCCCAGAAGATCGACCTCGACGTCATCCGCGACATC 

GATCTCTACCGCATCGAACCCTGGGATCTCCAAGGTACAACTAGAGATCGTATGATTAAT 

TTGAGTTTCAGAGATGATCATTGTGGCATTATTTATCCTAATTGTGTTGCCTGGTTTGTT 

GATTGATGAAGAACATTGTGGGATCGGGTACGATGAGCAAAGCGAGTGGTACTTCTTCAG 

CTACAAGGACAGGAAGTACCCGACGGGGACGAGGACGAACAGGGCGACAATGGCGGGGTT 

CTGGAAGGCGACGGGGAGGGACAAGGCGGTGCACGACAAGAGCAGGCTCATCGGCATGAG 

GAAGACACTCGTCTTCTATAAGGGCAGGGCGCCTAATGGCCAGAAGACCGACTGGATCAT 

GCACGAGTACCGCCTCGAGACCGACGAGAACGCGCCGCCACAGGTATATACATATACCGA 

TTTCACTAGCTAATTGGTTTCTTAATTTTCTCTGCATGCTAGCTAGCTCTACATAAACTA 

GCAAACTGGTTCCATGCTTGATAGGCTAAGTTCCTAATTTTAAAAAGTTGTATATATCCG 

GTTGGATGTATAGGCTGGGTTTATCAAAAAAAAAAGAAAATATTTTTTAAGGTTGTTAGT 

GACCACATTGCATACTTATATATCTGAGAAAATATATCTGAATTATATACTTATATATGT 

GTGTTGCAACTTGCAACTGAAGATAAAATGCAGTATACCAGCTTAGGCCTTATTAGAGGT 

TAAGGTCTAATGGTGCCCAGAGATTTCTAAAGTAGCACGCACAGAGATCTGCCGCCGATA 

TACATGCGTGCAAGCATGTCTAATTCATGTACCACTAGTAATGGACCATATAGATAGGAA 

TATATCAGTAGCACTAAGCAGCACCACAACTCTTTTTGTTCTTGAAAGATAAGTCTTGCA 

TTGGCCTCCCTTTTTGTGAGCCTTCCAAAGTCTTCTATTCTCTCCCAAATAAAGGTAGCC 

TGCATCCAGTGTTGATGCCATCCTGACCTTACCACTAACACCAAAACCTTTTTTCCCTAG 

ACAATTGCATGCGCATGCATGGCCTAGTTAGGGTTTCCCCTGGTGTGAACGTCCTAACAT 

GCGCCATATATTGTTTACAAGCTGTATGCAACTTGTGCTAGTACTCATCAAAACCATTGC 

ATGCTGCTTGGCAAACATGTCACCACAAAACTAAAAAAGTTATCAGCTCGTATTGTTCCA 

CTATCACACAGTGGGAAGCTAGCTAACTTTACGAATGATTGGCAAATACTTTGGTGTCAA 

TGTCAACCTTGCAAAATGCAGCTCACATCCCCCCCGTTCGTTTCCTCTTAAAACAATGGA 

TTAAATTTTGAATTTTTGTGCTACGCTTTTCAAACTGCTAAACGGTGTGTTTCTTGTGAA 

AACTTTCTATATGAAAGTTGTTCTAAAATATCGGATTAATCTATTTTTCAAGTTTATAAT 

AATTAAAACTTAATTAATTATACGTTATTACCACAACGTTTTACATGAAATATTTAATCT 

TAATCTTCGGGAGACTCAAACACCACCTAAGTATCTAACTTTATTTGCATGTGTGTACTA 

CAGGAAGAAGGATGGGTGGTGTGCCGAGCATTCAAGAAGAGGACGGCGTATCCGGCGAGG 



S125 

 
AGCATGGTGGAGACGTGGGACTACTCCTTGCACGAGCGCAACATCATGAGCGCCGCGGCG 

GCGGCGGCGTTCGCCGATCCGAGCGCGGCGTACGCGCAGATGAGGCGGCAGCACAGGAGC 

GGGCGGTTCAAGCAGGAGGCGGAGCTGGACGGCGCCGCCACAGCCCTCCTCCACTACTCC 

AGCCACCTCGCCGAGCTGCCGCAGCTCGAGAGCCCCTCCGCGGCTGCGGCGCCGCTCCAG 

CCCAACCCGAGCCAGCTGGCCACCGCCGGCGAGGACGACGACTGCAAGGGCGATAATGGC 

GGTAGGAGGGCCAAGAAAGCCCGCGCCGCCGGCGACAAGGTGGCGACGACCACGGACTGG 

AGAGCGCTCGACAAGTTCGTCGCGTCGCAGCTTAGCCCCGGGGAGTGTGGCAGCATGGAG 

GCAACGGCGGAAGCCGCGGCGGCGGCAGTCGCCGGTGTGAGCTCGCCGCTGGACCACGGC 

GATGACGACATGGCAGCATTGCTGTTTCTCAACAGCGACGAGAGAGACGAGGTCGACAGG 

TGGACGGGGTTGCTCGGCTCCGGCGCCGGCGCGAGCGGCGTCGACGGCGACCTCGGAATC 

TGTGTGTTTGACAAATGAGGGACAAAGCATTCACAGCACGATGTGTTCATCACATCAACC 

GGATGGGATATATGGTTATAGCTGAAATTTTTATAAATTGTTCTCTTTTTTTTTCTTCTG 

CTTCTTTTTATGTTCCCAAATGTGATTGTAACCTTTAATCGATCTGTCCCCTGTGCAGAG 

TCATAAGATGCATGGCATTGCAATGTGCTTTTTTTTTCCCAGTTGATGTGATCCTACATT 

GGCACTTTGTAAATGTCTTTGACTCCCAGCTGGGTGGCATATATAGTACACTGTACTCTC 

TACAGTAATTAATGAC 

CDS 

> ONAC056 

ATGGAATCATGCGTCCCTCCTGGGTTCAGGTTCCACCCCACCGACGAGGAGCTCGTCGGC 

TACTACCTCCGCAAGAAGGTCGCCTCCCAGAAGATCGACCTCGACGTCATCCGCGACATC 

GATCTCTACCGCATCGAACCCTGGGATCTCCAAGAACATTGTGGGATCGGGTACGATGAG 

CAAAGCGAGTGGTACTTCTTCAGCTACAAGGACAGGAAGTACCCGACGGGGACGAGGACG 

AACAGGGCGACAATGGCGGGGTTCTGGAAGGCGACGGGGAGGGACAAGGCGGTGCACGAC 

AAGAGCAGGCTCATCGGCATGAGGAAGACACTCGTCTTCTATAAGGGCAGGGCGCCTAAT 

GGCCAGAAGACCGACTGGATCATGCACGAGTACCGCCTCGAGACCGACGAGAACGCGCCG 

CCACAGGAAGAAGGATGGGTGGTGTGCCGAGCATTCAAGAAGAGGACGGCGTATCCGGCG 

AGGAGCATGGTGGAGACGTGGGACTACTCCTTGCACGAGCGCAACATCATGAGCGCCGCG 

GCGGCGGCGGCGTTCGCCGATCCGAGCGCGGCGTACGCGCAGATGAGGCGGCAGCACAGG 

AGCGGGCGGTTCAAGCAGGAGGCGGAGCTGGACGGCGCCGCCACAGCCCTCCTCCACTAC 

TCCAGCCACCTCGCCGAGCTGCCGCAGCTCGAGAGCCCCTCCGCGGCTGCGGCGCCGCTC 

CAGCCCAACCCGAGCCAGCTGGCCACCGCCGGCGAGGACGACGACTGCAAGGGCGATAAT 

GGCGGTAGGAGGGCCAAGAAAGCCCGCGCCGCCGGCGACAAGGTGGCGACGACCACGGAC 

TGGAGAGCGCTCGACAAGTTCGTCGCGTCGCAGCTTAGCCCCGGGGAGTGTGGCAGCATG 

GAGGCAACGGCGGAAGCCGCGGCGGCGGCAGTCGCCGGTGTGAGCTCGCCGCTGGACCAC 

GGCGATGACGACATGGCAGCATTGCTGTTTCTCAACAGCGACGAGAGAGACGAGGTCGAC 

AGGTGGACGGGGTTGCTCGGCTCCGGCGCCGGCGCGAGCGGCGTCGACGGCGACCTCGGA 

ATCTGTGTGTTTGACAAATGA 

Protein 

> ONAC056 

MESCVPPGFRFHPTDEELVGYYLRKKVASQKIDLDVIRDIDLYRIEPWDLQEHCGIGYDE 

QSEWYFFSYKDRKYPTGTRTNRATMAGFWKATGRDKAVHDKSRLIGMRKTLVFYKGRAPN 

GQKTDWIMHEYRLETDENAPPQEEGWVVCRAFKKRTAYPARSMVETWDYSLHERNIMSAA 
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AAAAFADPSAAYAQMRRQHRSGRFKQEAELDGAATALLHYSSHLAELPQLESPSAAAAPL 

QPNPSQLATAGEDDDCKGDNGGRRAKKARAAGDKVATTTDWRALDKFVASQLSPGECGSM 

EATAEAAAAAVAGVSSPLDHGDDDMAALLFLNSDERDEVDRWTGLLGSGAGASGVDGDLG 

ICVFDK* 

 

LOC_Os03g12120 (ONAC057) sequence information 

Genomic sequence length: 7501 nucleotides 

CDS length: 2661 nucleotides 

Protein length: 886 amino acids 

Putative Function: no apical meristem protein, putative, expressed 

Genomic Sequence 

> ONAC057 

ATGGCCAAGGACAAGGAGGTCGGCCCGCCTCCTCCCCCCTGCGTCGACTCCGACCACGAG 

GACCTCCCGCTCGCCGAGCGACGGCGGCGGCTGCTCCGCCCGCCGGCGGAGTCAAAGCCT 

CCCGCTCCGGAGAGGTGCCGCGCCTCCCTTTTCTCCTTGTTCTGTCCTGCAGATGTTTCT 

TTTTTGGAGTCCTCATCTTTGTGTTGTTCCGGCGCAGGCGGGAGGCTAGCGCCGCGGCGG 

CGGCGGCGGAGGATTCCGGCGGAGCGGCGCAGCAGGTGGGTTTCTTTTGATTTTTGCGTG 

TGGTTATTAGACGGTTAGACGGTGTAAAGTTGTAAATCTTTTCCTGCTCTTGTCGTCCGG 

CATTCGAATGAAAACCGCATTTCTTGTGTTACCGTTCTTTTGCTTTTGTGGACGTGCGGT 

TTTGGTCAGAGCTGAACATGACGGAATATACCTTTATGAGAAATAATTGAACAGCTATTG 

TAAATTTGTAATCAGTCATCACCGCTCCTCAATTTTTCTCACCCTCCACCATTGTTGAAC 

ATTACTTTTATCTACATCTAATAGCAGCTACAAAGGACATTTCTTTTTCCTTTGAAACGA 

GTAAAATTAATTCTTTAGGAGGGAGTCTTATGTGGATTGCCATCTTGCTGGTATCAACTG 

TTTCTGTTAATGTTTGTATGGAAACCTCTTCCATGTGTTTCTTTTAAAACTGCGCTCCTA 

AAAAATCTCCAAATGCGCCAAGAGCAATTCCAAGATCTTCCGTACAAATGCTTGCATCAT 

GTTAAATTGCTTCTTTACTTAAATGTTGTGCTTATTGTATTGCTGCAGGGTTGGCCAGGT 

CTTCCCAGAGGTGTAGAGTTTAATCCTACCGATAGCGATCTACTCTGGCATCTGGCTGCA 

GAAGTTGGAAATGGTCAGGCTCGTCGTCATCCTTTTATCAACGAGTTTATTAAATCTGTT 

GATGAAACCATAGGATTTGGTTATACTCACCCTCAAGATATACCAGGTAGTTCACTATTA 

TTCAATGTAAATATCTCTCATGTCTGTTCCTTTTATGATTTACTGTCACATGCTACATTT 

TGATTGATATTTTAGGTATTAGGCAGGATGGATGTGCATCATATTTCTTTCACAAAAACT 

TCAAGGAGTGCGCCAATGAGAACAGTAAATGTATCAGATGGCAAAAAAGTGGAAATCCTA 

TATCAATAACTTTGGATGGGAATCTTCAAGGTTGCAAGGAAGTATTTGTATTGTATGCCT 

ACGAGACAGATGGTAACAATCCTCAGATCACTGACTGGAGATTACATCAATATCATATCG 

AAAGCACAGAGAAAGATGAGGGAGAATTGGTGGTGTCAAAGATATTCTACGAGTTAGAAA 



S127 

 
AAAATCAATTTAAATGGGCTGAGAAATCTCACGCTCAGTCAGCACAGGTGTATTACTTAT 

CCTTGTATTTTTCTTGTAGTTTAATATGGTATGAGATAACCCTGTCACCCTTGACTCTTT 

TTTTTTGTTTTAAAAATAATTCTGAAAGTAAGTTAACTGATCATTGTAAAAAAACACTGC 

AAGGCAAATATTTAAGCTACATTTGTTGGATTAGTATTAGCAATTTGTTATATTAAACGT 

GTTGGAACCAAATTGCGAGAGGCTCTGTCATGATTTTAAAAATTGACTTTTGTTTGATCC 

ATTGGCCAATGAACACTGTTCAGTTCTTTTGCAGGATTTTCATACTAATTCACATTTAGT 

TTACTTGAACATGGATGCTATCCTACTAGTTAAGTAAAAACTGCTTTTGCAATTAATGTT 

ACCTTGACTCTACTCAGAGTAGGTACTGTGATTCTGGTATGCTTGATCACAAGGATTCTT 

TTAGTTTTGCGTCATTTACCTGTTCTTTGGTATCAATCTGTTTCTTGTTTCCTTAGTTGA 

ATATATTCGGCTGTAGCTGTTTTGCATTTCTTTATCTTATTTATTGCTTAATTTTTAAGT 

CTAGTCTTGTACTCATTGTAAAGTTTTCATTCATTGTAGTTGATTTCTGCTAACTTTCTG 

AAGTTAACAGGCACTCAATTTCCTGGGGCTTTATAACAATTAATTTTAAGTAACACATGC 

TAGATGTTTGTTTCTGAAATTCTATGCAGGGTGCTTCTGCAATCGATGATGATTCCAAAG 

AGGAATTACAGTTGGACAATCATTCTTTTAATATGATTACTGAAAATAGTTCTGTTCAAG 

GTTCGTGTCCTCATTCACATCCATTTATTTTAAATGCATTTTTTGTAACATAGACCATGA 

CACTGAATTCTCTTCAGGCAATGAAAACAAGCAAAAGCAGACGCAAACAGGGACATGTCC 

TAATCTGGACAAACTAAGTTATTTCAATGTGGTAAGCAACATGCATATTGGGAACCAAAT 

TAATGATCATGATGAAATCGAGGAGCTTGATCATATGTCTCTGCAAGAGCGCTACAGAAT 

TCTTATGGCAGAAAATCATTCTTCCTCTGCTGTAGTATCTTCTGAACAATGTGCAATTGA 

TGGTTTGGAGAATTCATGCAAGCCTGGAACTAATGGGATGATTCCTAAAAGGTGAGGGGG 

TGAGAAAATGTATACATTTAATGTAGGTAGCTATAATTTCTGAGAAAAAAAAATCCCTGT 

ACACCCGTCCTTATGGTACATCCACTTTCCTGTGTACTAAGTTCTTAATAATCCTACCTA 

AATATGGAGATATAGAGAAGGATGCTCTATAGTAAAACTTTAAAGTCAAAGTTGATTGCA 

TTCGCAAGAGAAAAAAAAAGTAACATATCTCCAATTATTTTGGGAATTGATGTGAACATT 

GACAAGTGTAATTCAAGAAAGATGCTCTATATAAGGTTTGTACTGATATGAAGTTCATAT 

TGTAATTTTGCATGTAGAATTCATGAAGGGACTGCCTTCAGGGATGGTATGTATAGCATG 

TTGCAGGTACAAGCACACTTTCTCAACTGTTTTGGTTATGCATTAAATTTATGTTCTAAT 

ATCATGTTTGAAATGTCCTTTGTTATCCCTGATGCCTCATTAGGACTTATCACAACTTCC 

ATTCTTGGTCAATAAGCATGCGCATAACAATAGCTTTTCTATCAAGAACATATAAATTTA 

TTTTTCATTGTGCCAACTGAATTTAGTGATTCAAGGTTGCACATTGTCTGTGGGAGGGAG 

GGAAACGAGAAACGGGTCTGTTCAATTGTTTGCAATTATATGCAGGAAATTTCTTCTGCA 

CCGGCCATTATAGGTAGTATCGACAATGATAACAACAGGAGGTTGCTAACTGAAGGTCTT 

TCAAACAACCAGCAAAGTCATGAGGCTGGATGTAAATCTCTTCTCCTTTTCTTTTTTAAT 

TCGAGTCCTTACTTCCACATGTCAATGGTGAAGAAAGCATTGATTACTATACTCTGAAAC 

AAGTGATGATAAACAACTTACTGCAGGTGAATCAGGTTTCTTGAGTACATCATCTTCTGC 

TGCTCCACCACAATGTCAAGTTGTGTGCTCTCATGATCTATTGGTAAACGGCAAGACTCT 

TATTTATAGTCGCGACCCTTCTTCAAGTTCAACACCAACTTTTGGGGATAAAAACATTCA 

GTTGGAAGGGACAGATGATAGGACCCTTTTGGTTGACATAAAATTGGAACCTGCATTGGA 

AGGTTATGATATTTACCATCTGAATTTTGTTTGAGCAAAATCTCACCACTATTCCTTAAA 

CAACAGTGGTCTGGAAGATTGATTTAGCACCAGCATATGTTTGTCAAAACCCAAAAGACA 

TCAATATTGATTTTGAACTCTTGCATGTCACAGGGGATTTCACAGAGAAAATTACATCTT 

CTGTACAGAGAACAGATCCAAATCATGGCACTGAGGGCTCTAATCTAGTTGGGTCTATAA 

ACTCTGTTTCTTCAGCGATCTCCAAAAGAATATCAGAAGCAGCAAGATCTAACCCAGAGA 

ATTCTCATGTTGAAGGCCTACTGCCATCATCACGAATAAAAAGCGAAGTTACCGGGAGTG 

AGTTACCTCTAGTTGTGTGTGGTCTCACTTCTATCAGTATCGCAGAGCTCACTGCCAAAA 
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AAACCAATACTCTAAACCATGACGGGGTCCTTGCTTACTGTTCTCGAAAAAGGAAAAGGA 

GGAAGACTCTGAGGTATGCTGCACAGGCAACATTTTTAATGTTCACACTGATTCTCTTTT 

TGGCTAGATTATGCTTATAAAAATCATGTATGCAGGGATCCAAGTGAAAAGACGCTTGAA 

GAAGATTCCCTCAGAAATGATGAGGGTACTGCTTACTTTTCTCGTCAAAGGCGAAGGAGA 

AAAACAGCAACGTATGCTACATGAGTAACTTCTGTCAATGTTGACAACTATTTTTGAGAA 

TCTGATAACAAACGTGATGTACGCAGGGATTCAATTGAAACGGCACTTGAAGAAGATGCC 

CCAGGACTACTGCAGGTACCCATTTGTCGTGTTCATAGTTCTATTTTAATTCAATAACGG 

TATTCAGTAAGCATTCATTCCAACTTCTGATTCTGTGTTTCCGTATCTTTCGTGCCTGCA 

GATTCTTCTGGACAAAGGAATACTGGTTAAAGAGATTAAACTCTACGGTGTTGAAGAAGA 

AGATGATATGGTCCCAGACTGCACAGAAAGTGACTTTCAAGATCTTGAAAATGTTATTAC 

AAAAGTAAGATTTTAAAATGGTACTTAGTCTTATAAGAATGGGTATTTTTGTCTTTGAGA 

AAGAAAATACATTGTACAGTATATCATTGAAATATCTCAACAACCCCACCACTTGACATG 

TTGAAAATGGTTTGTTGAGAATCTGCATAACATCTGATATGCCTCACTTGCTTACCTTTT 

TCGGATGGTATCATACCACTCCCGCTATTTTTAGCGGGTAGAGGTTATTCTACTAGCCTG 

GGTCAAGCCTTTCCTCTGCAGGGCCCTTGTGATCCTTGTGCAGTAAACCCCTACGGGTGG 

TTCCCCATTGTCATGATGTAGCGAACACCACTGCAAAACTTTCACAAAGACACCTTAAGT 

GCTCCAGCTTCATATGTGACAAGCAACGCCGAAGAAAAGGAAAAGGATAATGTATCATCT 

TTTCAGAAGCATTCCACTGCCACTGGGACCATGTTGTATTAGTGGACTCGTTCTTGCTTC 

TCCTTGTTACTGTTCCTAACTCTCCGAGTAGTTAGAATGTTGAATTTTCCATACTCAGCA 

ACAACAGAAGAGGAAACATTTGCATGTTTGTTAGTTACCTTGCGTTTTCCTTCCCCTTCC 

CAACTGAAAAATATAATCACCCTCCCCCCCAGCAATACAGCAGCTATGATTTGGTTTACA 

TGATTTCATTTGTTGGTCATGTCACCAGGAAGTTCAGTGTGAATTGTGTTATGTCTGTAA 

ATACAGATGACTTAGAGGTTATTGGCCTAATTTCCCCAAGGTTGAGGGACTACATCTGCA 

TCTTTAGTATTATGGGCTAATTGTGAAGAGCAAATGGCATGGGGTGGTTATGTATGTTAT 

AGTTTACTGACATGTTTTATTTGTTCAATACACAGTTGTTTCCGCAAAGAACATCCCTGT 

TGAAATCTGCACTTAGGCATGAGAAGGGGGAAAAGGCTATATACTGCTTGACCTGTTTAA 

TTTCTCTCATCGAGCAGGTATTTATCCACATCTAGACAACATTTGCTATTTTTATTTTCT 

CACTTGTACGAGGCTTTCAATTTTAGTGTTTTATACACCTTTATCTCTTGTAGTCCCGCT 

ATCTTCAGTTTCGTGATTGTCCTGTTGAATGGGGATGGTGTAGAGACCTGCAATCATTTA 

TTTTTATTTTTAAAAGCCATAACAGGTAATCTTTCTTAGCCAATACTATTATTCAGGTAC 

TGCCGGTTAAAATGGTTGATATGCTTCTTTCCTTTATGCCTTCCTTTTTTTGTTTCACAG 

GATTGTTCTTGAGCGACCGGAATATGGGTATGCGACATACTTCTTTGAGATTGTGAAATC 

ACTGCCAATACAATGGCAGATCCAAAGGATGGTTACTGCAATGAAGCTTAGTGGTTGTGG 

CAGGACAGCTCTGATTGAAAATAGGCCATTATTGGTAAGATTTCTTGCTTTGGTATTTTT 

TTCCCCTGCATTTTCCCAGTGTTGTGCTGCACTTTTTGACTGTCAACGTACGTAGAAATG 

TGGTCAAAGTAAAAGGCCCTATTATCGACTTATGATCAGAGGAGGAAAAAAAATCAGCTC 

TATTGATGCTGGTTACTGGTATATCGTCTGTGACCAATAGATATGATAAAGCCAGTACAA 

GGGTAAAATTATACGAAGTTTGATGTGTTGTATGTAATCTTGAAGCTGGTGATTGTAAAA 

GGTTACATTTGAGGAAAAATATATTGTAAGATTTTTTTTTTAAAAGGTAAACTGGAATAG 

ACTTGAAACATTACAGTAACTGGTCAGTTTACCTGTTACCAGCATAGCTTTTCATAATGT 

CTTCTATCCTTGCTTATGAACACAAGTACACAACTACCCATTAACCATTAATAAACTGTG 

TTATAGCCTTTCTTAGTTTCTTTTCCAGTTGACAATTGTTTCTAGGATCCTCTATCAGAA 

TACGCAGTTACTAGTTTTGAAGCTGGATACAATCATACATTCATGCACTCGACTCTTTTT 

CTATATTTCTTTCTGATGTAACTAAGTTTGTGATATCGTTCATAATATACCTCCGAAGAA 

TATATTTCTCGTTTTAGAAAATTTTAGCACCAGATATATGTTCACATAGGACATTAGCTT 
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CAACGGTCCAATCTCATATGTACCTTCCGTAGTGAAAGGAGTTTATAATTTTGTGCTACC 

TCAGTACCTTTTACTCATGAGTTCTTTCATGAGTAAAAGGAGTTTGTAGGACATTGAACT 

AATCTATTTTTTACAGATTGGTGAAGATTTGACGGAAGGAGAGGCGCGGGTTTTGGAAGA 

ATATGGTTGGGTACCAAATTCTGGGCTTGGCACAATGCTCAATTACCGTGACCGGGTAGT 

TCATGACAGGTGGAACGAGAGATCTGGCACAGATTGGAAGACAAAGATAGGAAAGCTCCT 

GATGAATGGGTATTCCGAGGGGCATTTGGTCCTATCTCACTTTCCAACTAAAGTTGGGAA 

AATAGAAGATGACACCGAAATCAAACAGGAGGATCCTCTCTGAGTTATCCCCTGTCTTGT 

ATATGCGCTTGGTAATCCTGCAAAGTTATAACCTTTAGCAGTAAAATGGCTAATGCCACC 

CCCCTTCTTCATGTGGGCTTGTAGAGTTGTTGTAGTCATCATTATAATTCAGAAGGCTTA 

CAAAGAATGAACACAGGGGTGCCATGTGTAGCCTATCTGCACCTGTACGTAGGAAATCAT 

GGTGGGGTAACACTGTAATAAGTGTTGTGGATGGATAGACAGGTGAACTAGCATTTTTTT 

TTGCTAGCTGTTGATAAACATTAGATCATCTGGCAAATGGTGGGTATTCATATATGGATT 

C 

CDS 

> ONAC057 

ATGGCCAAGGACAAGGAGGTCGGCCCGCCTCCTCCCCCCTGCGTCGACTCCGACCACGAG 

GACCTCCCGCTCGCCGAGCGACGGCGGCGGCTGCTCCGCCCGCCGGCGGAGTCAAAGCCT 

CCCGCTCCGGAGAGGCGGGAGGCTAGCGCCGCGGCGGCGGCGGCGGAGGATTCCGGCGGA 

GCGGCGCAGCAGGGTTGGCCAGGTCTTCCCAGAGGTGTAGAGTTTAATCCTACCGATAGC 

GATCTACTCTGGCATCTGGCTGCAGAAGTTGGAAATGGTCAGGCTCGTCGTCATCCTTTT 

ATCAACGAGTTTATTAAATCTGTTGATGAAACCATAGGATTTGGTTATACTCACCCTCAA 

GATATACCAGGTATTAGGCAGGATGGATGTGCATCATATTTCTTTCACAAAAACTTCAAG 

GAGTGCGCCAATGAGAACAGTAAATGTATCAGATGGCAAAAAAGTGGAAATCCTATATCA 

ATAACTTTGGATGGGAATCTTCAAGGTTGCAAGGAAGTATTTGTATTGTATGCCTACGAG 

ACAGATGGTAACAATCCTCAGATCACTGACTGGAGATTACATCAATATCATATCGAAAGC 

ACAGAGAAAGATGAGGGAGAATTGGTGGTGTCAAAGATATTCTACGAGTTAGAAAAAAAT 

CAATTTAAATGGGCTGAGAAATCTCACGCTCAGTCAGCACAGGGTGCTTCTGCAATCGAT 

GATGATTCCAAAGAGGAATTACAGTTGGACAATCATTCTTTTAATATGATTACTGAAAAT 

AGTTCTGTTCAAGGCAATGAAAACAAGCAAAAGCAGACGCAAACAGGGACATGTCCTAAT 

CTGGACAAACTAAGTTATTTCAATGTGGTAAGCAACATGCATATTGGGAACCAAATTAAT 

GATCATGATGAAATCGAGGAGCTTGATCATATGTCTCTGCAAGAGCGCTACAGAATTCTT 

ATGGCAGAAAATCATTCTTCCTCTGCTGTAGTATCTTCTGAACAATGTGCAATTGATGGT 

TTGGAGAATTCATGCAAGCCTGGAACTAATGGGATGATTCCTAAAAGAATTCATGAAGGG 

ACTGCCTTCAGGGATGGTATGTATAGCATGTTGCAGGAAATTTCTTCTGCACCGGCCATT 

ATAGGTAGTATCGACAATGATAACAACAGGAGGTTGCTAACTGAAGGTCTTTCAAACAAC 

CAGCAAAGTCATGAGGCTGGATGTGAATCAGGTTTCTTGAGTACATCATCTTCTGCTGCT 

CCACCACAATGTCAAGTTGTGTGCTCTCATGATCTATTGGTAAACGGCAAGACTCTTATT 

TATAGTCGCGACCCTTCTTCAAGTTCAACACCAACTTTTGGGGATAAAAACATTCAGTTG 

GAAGGGACAGATGATAGGACCCTTTTGGTTGACATAAAATTGGAACCTGCATTGGAAGGG 

GATTTCACAGAGAAAATTACATCTTCTGTACAGAGAACAGATCCAAATCATGGCACTGAG 

GGCTCTAATCTAGTTGGGTCTATAAACTCTGTTTCTTCAGCGATCTCCAAAAGAATATCA 

GAAGCAGCAAGATCTAACCCAGAGAATTCTCATGTTGAAGGCCTACTGCCATCATCACGA 

ATAAAAAGCGAAGTTACCGGGAGTGAGTTACCTCTAGTTGTGTGTGGTCTCACTTCTATC 

AGTATCGCAGAGCTCACTGCCAAAAAAACCAATACTCTAAACCATGACGGGGTCCTTGCT 
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TACTGTTCTCGAAAAAGGAAAAGGAGGAAGACTCTGAGGGATCCAAGTGAAAAGACGCTT 

GAAGAAGATTCCCTCAGAAATGATGAGGGTACTGCTTACTTTTCTCGTCAAAGGCGAAGG 

AGAAAAACAGCAACGGATTCAATTGAAACGGCACTTGAAGAAGATGCCCCAGGACTACTG 

CAGATTCTTCTGGACAAAGGAATACTGGTTAAAGAGATTAAACTCTACGGTGTTGAAGAA 

GAAGATGATATGGTCCCAGACTGCACAGAAAGTGACTTTCAAGATCTTGAAAATGTTATT 

ACAAAATTGTTTCCGCAAAGAACATCCCTGTTGAAATCTGCACTTAGGCATGAGAAGGGG 

GAAAAGGCTATATACTGCTTGACCTGTTTAATTTCTCTCATCGAGCAGTCCCGCTATCTT 

CAGTTTCGTGATTGTCCTGTTGAATGGGGATGGTGTAGAGACCTGCAATCATTTATTTTT 

ATTTTTAAAAGCCATAACAGGATTGTTCTTGAGCGACCGGAATATGGGTATGCGACATAC 

TTCTTTGAGATTGTGAAATCACTGCCAATACAATGGCAGATCCAAAGGATGGTTACTGCA 

ATGAAGCTTAGTGGTTGTGGCAGGACAGCTCTGATTGAAAATAGGCCATTATTGATTGGT 

GAAGATTTGACGGAAGGAGAGGCGCGGGTTTTGGAAGAATATGGTTGGGTACCAAATTCT 

GGGCTTGGCACAATGCTCAATTACCGTGACCGGGTAGTTCATGACAGGTGGAACGAGAGA 

TCTGGCACAGATTGGAAGACAAAGATAGGAAAGCTCCTGATGAATGGGTATTCCGAGGGG 

CATTTGGTCCTATCTCACTTTCCAACTAAAGTTGGGAAAATAGAAGATGACACCGAAATC 

AAACAGGAGGATCCTCTCTGA 

Protein 

> ONAC057 

MAKDKEVGPPPPPCVDSDHEDLPLAERRRRLLRPPAESKPPAPERREASAAAAAAEDSGG 

AAQQGWPGLPRGVEFNPTDSDLLWHLAAEVGNGQARRHPFINEFIKSVDETIGFGYTHPQ 

DIPGIRQDGCASYFFHKNFKECANENSKCIRWQKSGNPISITLDGNLQGCKEVFVLYAYE 

TDGNNPQITDWRLHQYHIESTEKDEGELVVSKIFYELEKNQFKWAEKSHAQSAQGASAID 

DDSKEELQLDNHSFNMITENSSVQGNENKQKQTQTGTCPNLDKLSYFNVVSNMHIGNQIN 

DHDEIEELDHMSLQERYRILMAENHSSSAVVSSEQCAIDGLENSCKPGTNGMIPKRIHEG 

TAFRDGMYSMLQEISSAPAIIGSIDNDNNRRLLTEGLSNNQQSHEAGCESGFLSTSSSAA 

PPQCQVVCSHDLLVNGKTLIYSRDPSSSSTPTFGDKNIQLEGTDDRTLLVDIKLEPALEG 

DFTEKITSSVQRTDPNHGTEGSNLVGSINSVSSAISKRISEAARSNPENSHVEGLLPSSR 

IKSEVTGSELPLVVCGLTSISIAELTAKKTNTLNHDGVLAYCSRKRKRRKTLRDPSEKTL 

EEDSLRNDEGTAYFSRQRRRRKTATDSIETALEEDAPGLLQILLDKGILVKEIKLYGVEE 

EDDMVPDCTESDFQDLENVITKLFPQRTSLLKSALRHEKGEKAIYCLTCLISLIEQSRYL 

QFRDCPVEWGWCRDLQSFIFIFKSHNRIVLERPEYGYATYFFEIVKSLPIQWQIQRMVTA 

MKLSGCGRTALIENRPLLIGEDLTEGEARVLEEYGWVPNSGLGTMLNYRDRVVHDRWNER 

SGTDWKTKIGKLLMNGYSEGHLVLSHFPTKVGKIEDDTEIKQEDPL* 

 

LOC_Os03g21060 (ONAC058) sequence information 
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Genomic sequence length: 2457 nucleotides 

CDS length: 1179 nucleotides 

Protein length: 392 amino acids 

Putative Function: No apical meristem protein, putative, expressed 

Genomic Sequence 

> ONAC058 

GCGCGCATAAAAGGAGCCCCTCCCCTCCCGTCCCCAAAAATTCGAGCCCTCCTCCATCTC 

TCGCCTCCTCTTGATACAAGCTCGACCCTGATAGATCTCATAGATCATAGCTGAGAGGGG 

ATCGAGTGGCTTGATCTTGGAAGTGAGCAGCTATAGCTAGATAGGTTTTGCTTGTGCAGG 

GAGGTGTGTGTTGTGTGTGGGTGACTGCCGGAGACGATGGTTCTGTCGAACCCGGCGATG 

CTGCCGCCGGGGTTCCGGTTCCACCCGACGGACGAGGAGCTGATCGTGCACTACCTCCGC 

AACCGGGCCGCCTCCTCGCCGTGCCCCGTCTCCATCATCGCCGACGTCGACATCTACAAG 

TTCGATCCGTGGGACCTCCCATGTTAGTACCCACCCTCACAGCTCGCCGCGATCGATCGA 

TCACTGATTTGCAATTAATTTCGTTGGTGATCGACTTGTGTTTTGATTTGCATCAGCCAA 

GGAGAATTACGGGGACAGGGAGTGGTACTTCTTCAGCCCGAGGGACCGCAAGTACCCGAA 

CGGGATCCGGCCGAACCGCGCCGCGGGCTCCGGCTACTGGAAGGCCACCGGCACCGACAA 

GCCCATCCACAGCAGCGGCGGCGCGGCGACCAACGAGAGCGTCGGCGTCAAGAAGGCGCT 

CGTCTTCTACAAGGGCCGCCCGCCCAAGGGCACCAAGACCAACTGGATCATGCACGAGTA 

CCGCCTCGCCGCCGCAGACGCCCACGCCGCCAACACCTACCGCCCCATGAAGTTCCGCAA 

CACCTCCATGAGGGTAAGCAAGCTCCATCTACGTTACCTAGCAGCCAGATTCAAATTATC 

TAAACCAAACAACTTAATTATGAACAAACCCTAGCAGCTGGATCTTGCTATCGATGGAGT 

AGAGAGTAGATCGTCTATTATTCATCTCTGTCTGATGTGCTAGTGCACTTGCACAGTTGC 

ACACCGTGGTTTTTTTGGGTGGTTGTTTCTGATGATCGATACGTGTTCGTCGGCACGTCA 

GTATTATCGCATCGGTTTGTGCCTTGCCAATGGACGCAACTCGCTGCTTTTAGTGTGTCT 

GTTTTAAAGAGGGTGTTCTTTAGGCAATACTTGGCATGGTTGCGCAAGTCAATAGATCCG 

ACAATGATAGCCACGATGCGTACGTGTTGATGACTGGTTCATCTCTGCATATGCGCGCAT 

GCATACCCCCTGAAATTAATCCCTTCTATTTTTGATACTCTTAATTTCTTAATCATATAG 

TATATGCATCCGTGTGATTGATCGATCGATGTGCGTGGATTTTTGTGCAGCTGGATGACT 

GGGTGCTGTGCCGGATCTACAAGAAGAGCAGCCACGCGTCGCCGCTGGCCGTGCCGCCGC 

TCTCCGACCACGAGCAGGACGAGCCGTGCGCCCTGGAGGAGAACGCGCCGCTGTACGCGC 

CGTCGTCGTCGAGCGCCGCATCCATGATCTTGCAGGGCGCTGCCGCCGGCGCCTTCCCGT 

CGCTGCACGCCGCCGCCGCCGCTACGCAGAGGACGGCGATGCAGAAGATCCCTTCCATTT 

CCGACCTGCTCAACGAGTACTCGCTGTCGCAGCTCTTCGACGACGGCGGCGCCGCCGCCG 

CCGCCCCCCTGCAGGAGATGGCGAGGCAGCCCGACCACCACCACCACCAACAACAACAAC 

ACGCCCTCTTTGGCCACCCCGTCATGAACCATTTCATCGCGAACAACAGCATGGTTCAGC 

TCGCGCACCTGGACCCGTCCTCCTCTGCGGCCGCCTCGACGTCGGCAGGCGCCGTCGTCG 

AGCCGCCGGCCGTCACCGGGAAGCGCAAGAGATCATCGGACGGAGGCGAGCCGACGATCC 

AGGCGCTGCCTCCTGCTGCCGCGGCGGCCAAGAAGCCGAACGGTTCATGCGTTGGTGCAA 

CTTTCCAAATAGGCAGCGCCTTGCAGGGATCGTCACTGGGACTGAGCCACCAGATGCTGC 

TCCACTCTAACATGGGGATGAACTGATAGCTCGTTCTTCGTACATAATACCACAGCCTGA 

TTAAACACTGAACATAATTGCACATGGCGAATTGATGATTTGAACAGTGAGGTCTATTTC 

GAAAGCAAATAGGTCCAAAACGATAGATTTAAATAGTAAATATATTGGGAAAGAAATTGT 

ACTTAATTTGTACTTGTGTGGACTAGCTAGGTCGTCCGATCATGCATAGCTATATAGTTT 

GTGGTGTGTATACATTTTTTCTCATGGTACTATACTACTGTGTACTCAAGCTAGCTCAGT 
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ACTAAAGATTAATTAAGCTAGATAGGGGTTGATAAGACTTTGAGATAGACCCACTAGAAG 

TCTGGAACATGAGATCAAGGAGAATGATGTCAAGATCATAAAGCCGGATTTATAGCTCAT 

ATTCATGTAAATCAATCAATAAGTGATTCTTTAATGGCAGCCACTCATTTTTTTCAA 

CDS 

> ONAC058 

ATGGTTCTGTCGAACCCGGCGATGCTGCCGCCGGGGTTCCGGTTCCACCCGACGGACGAG 

GAGCTGATCGTGCACTACCTCCGCAACCGGGCCGCCTCCTCGCCGTGCCCCGTCTCCATC 

ATCGCCGACGTCGACATCTACAAGTTCGATCCGTGGGACCTCCCATCCAAGGAGAATTAC 

GGGGACAGGGAGTGGTACTTCTTCAGCCCGAGGGACCGCAAGTACCCGAACGGGATCCGG 

CCGAACCGCGCCGCGGGCTCCGGCTACTGGAAGGCCACCGGCACCGACAAGCCCATCCAC 

AGCAGCGGCGGCGCGGCGACCAACGAGAGCGTCGGCGTCAAGAAGGCGCTCGTCTTCTAC 

AAGGGCCGCCCGCCCAAGGGCACCAAGACCAACTGGATCATGCACGAGTACCGCCTCGCC 

GCCGCAGACGCCCACGCCGCCAACACCTACCGCCCCATGAAGTTCCGCAACACCTCCATG 

AGGCTGGATGACTGGGTGCTGTGCCGGATCTACAAGAAGAGCAGCCACGCGTCGCCGCTG 

GCCGTGCCGCCGCTCTCCGACCACGAGCAGGACGAGCCGTGCGCCCTGGAGGAGAACGCG 

CCGCTGTACGCGCCGTCGTCGTCGAGCGCCGCATCCATGATCTTGCAGGGCGCTGCCGCC 

GGCGCCTTCCCGTCGCTGCACGCCGCCGCCGCCGCTACGCAGAGGACGGCGATGCAGAAG 

ATCCCTTCCATTTCCGACCTGCTCAACGAGTACTCGCTGTCGCAGCTCTTCGACGACGGC 

GGCGCCGCCGCCGCCGCCCCCCTGCAGGAGATGGCGAGGCAGCCCGACCACCACCACCAC 

CAACAACAACAACACGCCCTCTTTGGCCACCCCGTCATGAACCATTTCATCGCGAACAAC 

AGCATGGTTCAGCTCGCGCACCTGGACCCGTCCTCCTCTGCGGCCGCCTCGACGTCGGCA 

GGCGCCGTCGTCGAGCCGCCGGCCGTCACCGGGAAGCGCAAGAGATCATCGGACGGAGGC 

GAGCCGACGATCCAGGCGCTGCCTCCTGCTGCCGCGGCGGCCAAGAAGCCGAACGGTTCA 

TGCGTTGGTGCAACTTTCCAAATAGGCAGCGCCTTGCAGGGATCGTCACTGGGACTGAGC 

CACCAGATGCTGCTCCACTCTAACATGGGGATGAACTGA 

Protein 

> ONAC058 

MVLSNPAMLPPGFRFHPTDEELIVHYLRNRAASSPCPVSIIADVDIYKFDPWDLPSKENY 

GDREWYFFSPRDRKYPNGIRPNRAAGSGYWKATGTDKPIHSSGGAATNESVGVKKALVFY 

KGRPPKGTKTNWIMHEYRLAAADAHAANTYRPMKFRNTSMRLDDWVLCRIYKKSSHASPL 

AVPPLSDHEQDEPCALEENAPLYAPSSSSAASMILQGAAAGAFPSLHAAAAATQRTAMQK 

IPSISDLLNEYSLSQLFDDGGAAAAAPLQEMARQPDHHHHQQQQHALFGHPVMNHFIANN 

SMVQLAHLDPSSSAAASTSAGAVVEPPAVTGKRKRSSDGGEPTIQALPPAAAAAKKPNGS 

CVGATFQIGSALQGSSLGLSHQMLLHSNMGMN* 
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LOC_Os01g64310 (ONAC059) sequence information 

Genomic sequence length: 2010 nucleotides 

CDS length: 771 nucleotides 

Protein length: 256 amino acids 

Genomic Sequence 

> ONAC059 

AAAAAATCGACCAAACCACGTAGTATTACGCAGTTCGCACACTATACTCCGATCCGGCCT 

CTCCAACCCAGCTTAGCTTTTCTGCTCCCAGCTGCCAGCTACGTTGCAACCCCACCACCG 

GAAAGCTACACCGTGCGTTTCATATAAGCAGCGCCCAGTCGAGCGAGCTCGACCGGCAAT 

AGCAATAGCGCCAAGACATACAGAGAAGCCACAGACGTCGAGGCAGCTAGCGCGCGGGGG 

AGGACAGGACACTGCAGCAAGTTGGCCGGTGATAAGCGCGCGAACTCGCTGGCAATATGG 

CCGACGGCGGCGGCCGCCGGGCTCCCGGGTTCCGCTTCTACCCGACGGAGGAGGAGCTGA 

TATGCTTCTACCTCCGCAACAAGCTCGACGGCCTCCGCGACGACATCGAGCGCGTCATCC 

CCGTCTTCGACGTCTACTCCGTCGACCCGTTGCAGCTCTCAGGTACCAGCACACGCGTGT 

ACGTGCATTGCGTTCGTCGTACGTCGCGCGAGCGCCGCGTCACCTGTATACACACACCTG 

CTGCAGAGATTCACCACGAGATGCTGGGCGGCGGCGGCGAGGAGGGGGAGCCGTGGTTCT 

ACTTCTGCCCGCGGCAGGAGCGGGAGGCGCGGGGCGGCCGGCCGAGCCGGACCACGCCGT 

CCGGGTACTGGAAGGCGGCGGGCACCCCGGGGGTCGTCTACTCCGCCGACCGCCGGCCCA 

TCGGGATGAAGAAGACCATGGTGTTCTACCGCGGCCGCGCGCCGTCGGGAACCAAGACCG 

CGTGGAAGATGAACGAGTACAGAGCATTCCACTACCCCGACGCCTCCTCCGCCTCCGCCT 

CCAGCGCCGGCGCCGCCGCGCCACCAAACCATCTTCCTCCGCAGGTGATTAATCAATACC 

TAAGTACACGTTGCTTTCTTTGCCGTTGCACATACTAGCCGCATACCTTGTCACGTCATC 

TATCGATCTCTCCGTATAAATCAGAAAGATATGGCCGGCGGGGGCAAACTACTTGTTTTG 

CAGGTCGTTCCCTTTTATTGGCGGCGGGTAAATATCCAAACTTGTATATTCTGAGTGGTT 

CTTGCCAAACTGCCAATGAACCGGGTGCTCCATCATAAAGCATTTGAACCACACGCGTTG 

ATCCATACGCACCAGTGTATAACTATACAGTACATGCAAGTATGCAACTGGGCGAATGCA 

TGATTCGTGACTCCGTCCGTATGCAACTTTTTAAATGGTTGCATGGTTGACGCACTGTTT 

ATGATTTACTCATGTACGAAGACAATTAATTGACTTGTAATTAAGTACATTTGAAAACAC 

GATCAATGACGACTAATTTGTCTTGTGGGCTTTCGCTGTTGCAGCTGAGGAGCGAGTTCA 

GCCTGTGTCGACTGTACACCAGATCGGGAGGCATCCGGCAATTCGATCGGCGGCCGCTAG 

CGGGTGGTGGTGATGAGAACCCGGGGCCATCCATGGCTGCCGCGGCGGCGTCACCCGAGG 

AAAACGACGGATCAGGAAGTTCCATGCAGCAACTGGAGCTGATGGATCAAGGTGGCGCCG 

TTGATCCGGATTGGGACCAGTGGGACGACTTGGCCACCTTGACCGCACTTCTGTACTGGC 

CTAGAGATTAGGGATGCCAATTGTTTACATGATCTTGCTCGTAGTGCTAACTGTGAAGTG 

CATGTTACACGTATCAACGACCAAGTGTAGTACATGCTTTTTTTTCTTTTGCCGCGCAAA 

CTCTCCAGTATTAACATAAGAAAAAAAAAATCAGAACACACACAATTTTTTTTGGTTTCT 

CCAAATATATAATTAATTAATTATTGTTTTCTTCAGTTAATCATATTTTTCTAGTTGGAT 

CTTCGCCCTTGGCCCTGTGGGATCTCCTCCAACTTTTCTGATAATAGGATTTGTTTATAC 

TAGTTCATCCGTCACAAAATGTAAGGTATACATGTATTTTAGATGGTTTCATTAATACAA 

TACTTCTTTGAATGTTTATTTGTTTTATAA 

CDS 

> ONAC059 
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ATGGCCGACGGCGGCGGCCGCCGGGCTCCCGGGTTCCGCTTCTACCCGACGGAGGAGGAG 

CTGATATGCTTCTACCTCCGCAACAAGCTCGACGGCCTCCGCGACGACATCGAGCGCGTC 

ATCCCCGTCTTCGACGTCTACTCCGTCGACCCGTTGCAGCTCTCAGAGATTCACCACGAG 

ATGCTGGGCGGCGGCGGCGAGGAGGGGGAGCCGTGGTTCTACTTCTGCCCGCGGCAGGAG 

CGGGAGGCGCGGGGCGGCCGGCCGAGCCGGACCACGCCGTCCGGGTACTGGAAGGCGGCG 

GGCACCCCGGGGGTCGTCTACTCCGCCGACCGCCGGCCCATCGGGATGAAGAAGACCATG 

GTGTTCTACCGCGGCCGCGCGCCGTCGGGAACCAAGACCGCGTGGAAGATGAACGAGTAC 

AGAGCATTCCACTACCCCGACGCCTCCTCCGCCTCCGCCTCCAGCGCCGGCGCCGCCGCG 

CCACCAAACCATCTTCCTCCGCAGCTGAGGAGCGAGTTCAGCCTGTGTCGACTGTACACC 

AGATCGGGAGGCATCCGGCAATTCGATCGGCGGCCGCTAGCGGGTGGTGGTGATGAGAAC 

CCGGGGCCATCCATGGCTGCCGCGGCGGCGTCACCCGAGGAAAACGACGGATCAGGAAGT 

TCCATGCAGCAACTGGAGCTGATGGATCAAGGTGGCGCCGTTGATCCGGATTGGGACCAG 

TGGGACGACTTGGCCACCTTGACCGCACTTCTGTACTGGCCTAGAGATTAG 
Protein 

> ONAC059 

MADGGGRRAPGFRFYPTEEELICFYLRNKLDGLRDDIERVIPVFDVYSVDPLQLSEIHHE 

MLGGGGEEGEPWFYFCPRQEREARGGRPSRTTPSGYWKAAGTPGVVYSADRRPIGMKKTM 

VFYRGRAPSGTKTAWKMNEYRAFHYPDASSASASSAGAAAPPNHLPPQLRSEFSLCRLYT 

RSGGIRQFDRRPLAGGGDENPGPSMAAAAASPEENDGSGSSMQQLELMDQGGAVDPDWDQ 

WDDLATLTALLYWPRD* 

 

LOC_Os12g41680 (ONAC060) sequence information 

Genomic sequence length: 5610 nucleotides 

CDS length: 1002 nucleotides 

Protein length: 333 amino acids 

Genomic Sequence 

> ONAC060 

ACAATTTGCAACACACACACACACATGACACAAGCACACACACCCCTATTCATACACATA 

CTCCATATGTAGCCCTTTCTTGGTTTCTCTCTCTAGCAGCTACTACCCTTCAATTTCCTT 

AATTCTCTCTCTTCTTGTTCTTCTTCTTCCTCCATATAGCTAGCTAGAGAGAGAGAGAGA 

GAGAGAGAGAGGAGGTGATCAAGGGGGGGAGGTTGATCGATGTCGATGATGAGCTTCTTG 

AGCATGGTGGAGGCGGAGCTGCCGCCGGGGTTCAGGTTCCACCCGAGGGACGACGAGCTC 

ATCTGCGACTACCTGGCGCCCAAGGTCGCCGGCAAGGTCGGCTTCTCCGGCCGCCGCCCG 

CCCATGGTCGACGTCGACCTCAACAAGGTCGAGCCATGGGACCTCCCCGGTAATAATCAG 

TTAGCTTCACATGTTAATTTCTTAGAGTTCTCTCTTCTATATTAATTCTTGTACATGTAG 
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TAAGTATATGTTAATTTCTTCTTGATTGATCGATGAGCCGATGTCTTGCTGATTTTATAT 

ATCTTGACCCTTTTCTTTGATTCACATATCTTAATTTTCTCCCCCCAAGCCTTTTTATGT 

TTTTTTATCACTTTTAGTTTCCCCAATATTTTTTTTGATGATCTTGTGTGATCCATTATT 

TCTAGTTGGAACTGGGAGCAACTTGTGTTGCTTTAGTGCCAAGAAACCAGCCAAAGTCTT 

CCAATGCATGTTGTGCTCTTGTTTGTCAATGACAATTATGCCCTTACGCTAAAAAAAATT 

ATAGGCTAATTAATTTCGTCTATATACATACGTGTGATTCTTATTTAATTTGTCTTCTAT 

TCTATACTGTTTTTTTTAATTCAATTACATGTATATTTGACAGATCCTCGGTATTGAATT 

TGAACAAATATTAGGCAAACTAGTAGTATATATTATGCAATCGATGAACGAGAAATTAAT 

GATATTCCAATTCATTTTCTCGTGCTGAATTAATGATTTGTTTGAGAGGATCGATATATC 

TTAATTACGCGTATTTTTGAGAAAAAGAGAAACAGCGTAGAGAGGCAGTGTACGTAAAAT 

CAACGTCATTGTCAGGTAGGCGTATATATAATTGATAGAGGACCATATCAAGAGTGTACT 

TCAATTATGGAAGTACAGAGATAGATGTATCTATTGCCTATATTAAGGTCATTAAATTAA 

GTGAAGACTAAGCTTTTGCAGTTTTAGTTTTTTTTTCTCCTTATAAAAAGTGGAGTTAAT 

TCGATTTCCATGGTCATGTTTTTCATATTTGTGATGTCTCTAGTTGTACAAATTAAATAA 

ATTCCGTTGCTCTCTTGAAGCCATTTATTTATTGCATGTACGGTAAAATTGAAAAAAAAA 

CTGTTCATATCACTTCCATTTCGTTATCAAAAGTCAATGTTTCGCATGTGGTTCAATTCA 

TTCATCAGTTAAATGGTCTCCAGTGAAGCACTGATTACTCTACTATTTAATTGATAGGGA 

ATGTTAATTAACTTTGTTAGTTTCAATTCTCGGAAAATAATTTCTCTACAGCAGCATTAA 

GATTACCTTGTTTTTAATCTAAATACACAGTATGTAAAATATATATGCAGCTTGTCTGTA 

TATGACAGTACCGACACAAATTAAATTATCCTCCTTTGTCTTGAATAGGTGGATCTTTAT 

CAATTATCGAATACTGAAGTATTATTATTAAACAATAATAACAAATCCAATAAAATAATT 

TGCAAACAAATCTAGAGATATATGTGGTAATAGGGCTAAGAAAAGAAAATGAGAAAATGG 

TAGCTAGCTCGATCGACTACGACATCTCATCATAATGGAAAGGAGGAAATTCTCTCACCA 

ATTATATATACAATTTGGCATTTCCTCCATTTCCAAAGAAGGAAATATTCCCTTTATTCC 

AAACTTAATTTAATTTGCAGCCCACACTTTAATTATAACGTCTTCTAGACTAGACGATAT 

CCTTCTCTCTCAATGCATCCACTTTCAGTTTGTGTCCAAAATAATCTTTTTTTTAGATGT 

CCAAAATTAAACAATCATTTTTGTAGGGTGGGAGCTGGAAAAGACACACGTTTCATAGGT 

TCTGCAATTATTAAATTTCCATCGATTTTTATTAATGAGATGCGGCATGACATGTGTACT 

AATTGCATTAGCTAAAACCAGATGTAAAATAATTAATTAATCGACCTAACCTTATGTGTG 

TTTCGATTCAGATAATCACATTAGCTAGCTAGCTACAAGAATCTTTGCATCACATCAACC 

TAACCTTTGTAGGAGTAAACAATTAATAATTTGTGACAATATTAACATCACTTGTAAACT 

ACCCCAATTAATCCCAAATCACATCATCCCATCAACCTAACCTTTCTAACAGCAAACACA 

TTTAATAATTTGTGACAATTAACATCAGTGTAAACTACCCCAATGAATGTCAAATCCCCA 

AACTACCCCAATTAATCCCAAGTCCCATAAACCTAACCTTTCTAGCAGCAAACACATTTA 

GCAATTATTTGTGATAATTAACATCATTGTAAACTACCCCAATGAATGTCAAATCCCAAA 

TGATTAATGCAGTAAAATAATGCCAAATAATTAACATCATTGTGAACTACCAATGAATTA 

ATGCAGTGAAAACTTTTAAAAAAAGAATACCAAATAATTAATGTAATGAGTTTTTTGAAT 

AAAAAATTAGAAATAAAAAGAAAAAATTGGCGTCGCCCGGACTCGAACCGGAGACCTTCA 

GTGTGTTAGACTGACGTGATAACCAACTACACCACGACACCTCTTGATTAGACAGTGATG 

TAGTAATTTAATTACCTTATTTAATATAAGATTATGAGAACATCCTATCCTAACTAATTC 

CTCTCACTGTCTAATCCTACCATGTGAAGTGCACACCAAGCCGATGGCGACCAGCATGCA 

TGCATGCTTGCCATCAACAATGTCGCAACAAACTGCAAATCACATCTTACGCATGGGATC 

TCAGCACACACACTCTGTATGGGCCTAACACGTGTTGATGCATCCAAATTTCAAGTAAAA 

TTAACTCTCCAATAGCTCAGCATATCTCTCCCTTTCTATCAAGAACCAGTGTGATTGTGA 

CCAAAAGGGGATTCATCATGGATCACCACATCAAGCACCACTACATACTACTGTCCAACA 
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ATAACACCAAGAAAAAGTACAATTTTTTTAGCTGTGGACAGGAATGTGTGATAACTTTAT 

TATTATCTTTCAATTAAAGATAATTGTTTTGGTTATTAATTGTTGGTGTATTTATAATTT 

TATATGTTTTTTTTATGATAAGAGGTGGCGTCGGTGGGCGGAAAGGAGTGGTACTTCTTC 

AGCCTGAGGGACCGAAAATACGCGACGGGGCAGCGTACGAACCGAGCCACGGTTTCGGGG 

TACTGGAAGGCCACGGGGAAGGACAGGGTGGTGGCACGAAGAGGGGCACTTGTGGGGATG 

AGGAAGACACTGGTGTTCTACCAGGGGAGGGCACCCAAGGGAAGGAAGACAGAGTGGGTG 

ATGCATGAGTACAGGATGGAGGGTGTGCATGATCAACAAGCTTCCAGCTTCTCCTCCAAG 

GTATGTATGGTGAAATTAATTGTTCACTATGTCCTGTAAAATGTTTCACAACTCACTCAT 

GATTATTCCCTAATAAATGGTATATTTCTTTTCGAAAACCTAATGATTATTACTATCTTT 

GTTTCAAAAGACTTTATTTCTAGCTATGCAACTGAACAAAGTACTTTTTTAGGTGCATAG 

TTTAAAATAAAGTTTTTTGGTAGTAATTGCTAAGCATATGTACACGACAAGTTGTGAGCT 

TAATTCCTAGCATAGAGACCAACTTGTAGTGCAGTGTGATTGTATTTATACAACAGTTAT 

TGTCAAGACTTTTGGGCATAACCCCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTTA 

AAAGGACTTTTGGCATACTGTACGTCCCAAATAATCCTCACAAGTTGTCACTTTTCATTG 

ATTCATTTGTTTGTTTTGGCACACTGTTTATCATTTAATTATGGAGTGCTACTTGCTAAT 

TATTTTTTTTCTTGGGCACACCGTTTTTGCGTGACAATTTTATATTTGTGCACCGGTCCA 

CTAGTTTGCTCACATTAATCTTGTAATAACTAATTTTAGTCTTTTTTTTAAAAAAAGGGC 

ATAAATATAAGACCAAACGGTTTTCTAGAATAATATAGTAGATTCAAAGCAGTGATCCCT 

GCAAACAAATTATTACAATTGAATCCCTATCAAGCTGCAAATATGCACATGCTTCATCAT 

TGACTAAAAAATAGCAAAAAAGGTGTAAAAATTTAAATGGGTAGAAACATGCATGGTTGT 

TCATCAGTAGCCAAATTAATTTGTCTTCATCAATAGGTCAAGTGATGGAACCAGAGCTAC 

TACAGTAACAATATCAATAAGATTGTTTTCATATCTATAGGCCATGTTTTCATCATTGAT 

CATTTTTGACCAACACATAGCAAAAAAGTGTTAATAGTTTAAATGGATTAAAAAAATCCA 

TGGTTCATCAGTAGGCCAAGTGAAAAAGGGTTGTAATTAATGTATTTGTCTTCATCAATA 

GGCCAAGTGAATAAGTGATGGAATCAGAGCAAGTACAGTAAACACTAATCAACAAAATTG 

TTTTTTCATATCTACCAAAATTACACCTGTCATGAACTGATCAAATGCTTTTCTTGTCCA 

TCCACCAATGTGTTGTTTTCAGCAGGAAGACTGGGTCCTGTGCAGAGTCATCTGCAAGAG 

GAAATCAGGAGGGGGTGCAACCTCCAAGTCAAGAAGCCTCACCACCACCACCACCACCAT 

TGTCCATGACACATCCACACCAACCTCCTCACCACCATTGCCACCCCTCATGGACACCAC 

CCTAGCTCAGCTCCAGGCCTCCATGAACACCTCCTCCTCCTCCGCCATCGCCGCCGTCGC 

CGCACTTGAGCAAGTGCCCTGCTTCTCCAGCTTCAGCAACAGCATTGCCAGTAACAACAA 

CAACAGCAACAGTGCTACTGTCAATGCACAGCAATGCTACCTGCCAATTGTCACAGGTAG 

CAACAACAATGGCATGAGCTACCTGGATCATGGCCTGCCTGAATTTGGCAGCTTCTTGGA 

CACCCAGAGCTGTGACAAGAAGATGCTCAAGGCAGTGCTGAGCCAGCTCAACTCCATTGG 

GGGTGAGGTGTTGCCAGGCCTGCCTCCTCCATCTGAAATGGCTGCTGCTGTCAGCTCTTC 

TTGGATGAATCACTTCTAGGGAAAAATATTATTCAGACAATATAAGAATAGCTAGCTAGC 

TAGTAGTTGATCTTCAGTGTGTATGATGAATTGATGATTTGATATGGTATACATACTTAT 

TTGTGTGATGGTACAATATTTATGTGTGAGTATTAATAGAGCATGCCATAGTTTTTCTGT 

AAGGCATAGGAAAATTCAGGACTAAAACTATGTAATGATTGCTAAAGTGTGTATACTCAG 

AAATCAGAAGTAGAGGTTTGCGTTGTCGAAAAATTTTCGGATCGATGATTTTCTGTCTAT 

CAATTTGTGCATATCTATATGGAGTAGTAT 

CDS 

> ONAC060 

ATGTCGATGATGAGCTTCTTGAGCATGGTGGAGGCGGAGCTGCCGCCGGGGTTCAGGTTC 
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CACCCGAGGGACGACGAGCTCATCTGCGACTACCTGGCGCCCAAGGTCGCCGGCAAGGTC 

GGCTTCTCCGGCCGCCGCCCGCCCATGGTCGACGTCGACCTCAACAAGGTCGAGCCATGG 

GACCTCCCCGAGGTGGCGTCGGTGGGCGGAAAGGAGTGGTACTTCTTCAGCCTGAGGGAC 

CGAAAATACGCGACGGGGCAGCGTACGAACCGAGCCACGGTTTCGGGGTACTGGAAGGCC 

ACGGGGAAGGACAGGGTGGTGGCACGAAGAGGGGCACTTGTGGGGATGAGGAAGACACTG 

GTGTTCTACCAGGGGAGGGCACCCAAGGGAAGGAAGACAGAGTGGGTGATGCATGAGTAC 

AGGATGGAGGGTGTGCATGATCAACAAGCTTCCAGCTTCTCCTCCAAGGAAGACTGGGTC 

CTGTGCAGAGTCATCTGCAAGAGGAAATCAGGAGGGGGTGCAACCTCCAAGTCAAGAAGC 

CTCACCACCACCACCACCACCATTGTCCATGACACATCCACACCAACCTCCTCACCACCA 

TTGCCACCCCTCATGGACACCACCCTAGCTCAGCTCCAGGCCTCCATGAACACCTCCTCC 

TCCTCCGCCATCGCCGCCGTCGCCGCACTTGAGCAAGTGCCCTGCTTCTCCAGCTTCAGC 

AACAGCATTGCCAGTAACAACAACAACAGCAACAGTGCTACTGTCAATGCACAGCAATGC 

TACCTGCCAATTGTCACAGGTAGCAACAACAATGGCATGAGCTACCTGGATCATGGCCTG 

CCTGAATTTGGCAGCTTCTTGGACACCCAGAGCTGTGACAAGAAGATGCTCAAGGCAGTG 

CTGAGCCAGCTCAACTCCATTGGGGGTGAGGTGTTGCCAGGCCTGCCTCCTCCATCTGAA 

ATGGCTGCTGCTGTCAGCTCTTCTTGGATGAATCACTTCTAG 

Protein 

> ONAC060 

MSMMSFLSMVEAELPPGFRFHPRDDELICDYLAPKVAGKVGFSGRRPPMVDVDLNKVEPW 

DLPEVASVGGKEWYFFSLRDRKYATGQRTNRATVSGYWKATGKDRVVARRGALVGMRKTL 

VFYQGRAPKGRKTEWVMHEYRMEGVHDQQASSFSSKEDWVLCRVICKRKSGGGATSKSRS 

LTTTTTTIVHDTSTPTSSPPLPPLMDTTLAQLQASMNTSSSSAIAAVAALEQVPCFSSFS 

NSIASNNNNSNSATVNAQQCYLPIVTGSNNNGMSYLDHGLPEFGSFLDTQSCDKKMLKAV 

LSQLNSIGGEVLPGLPPPSEMAAAVSSSWMNHF* 

 

LOC_Os10g21560 (ONAC061) sequence information 

Genomic sequence length: 5134 nucleotides 

CDS length: 1182 nucleotides 

Protein length: 393 amino acids 

Genomic Sequence 

> ONAC061 

ACCCGCTCGCGCAATTCGCACGCTCTCCTCGCCTCGCCTCGCCTTCTCTTCTCTCCTCAC 

CTCGCCCGCGTCGTCGTCGTCGTCGTCTCCGCGGCGGCGGGGGAAGCAGCGGGAGGCGGA 
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GGCGGAGCAGCAGCAGCACCACCACCCCGGGGCGGGGCCGCGGCGCGGTGCTCGCGCGCG 

TCGACTCCGTGTGGTGCGCGAATCGTCCTCTCCGCTTTACTCTTGGGTTCGTCATTTCGG 

TGGGCGGATGCGGGTGGGTTGGATTCGGTGTGGTTCGTGGGGGGTGGGGATTCGGATCGG 

GGGTGATTTTGAGAGGGGGGGATCGGGTTCTTGATTCGAGGTGCGATTCGGGAATCGGGA 

GTTGGAGCGGGGGAGGGGGAGGAATATTTCGTGTGGGGTTTGTGCGCGATTCTCCCCGTC 

GCTTTTGGGGTACCATCCAGGGGACGAGGGAGTCGTTTGATATGGTCGCGTTCATGCTTC 

TATTTTTGGGTGGCGATCTCCTGTAAAATTTGGACCCGGATTCGGGGTGGTTCTGTTTGT 

GGTCGAGTTTTCCTCGATTTGATTGCTGAGCGGAATATTTTGTTGGGTGTTCTTGAATTT 

TTTTTTTTGCGTCTTATGTGGTTGATTGGTTTGCGATTCTTCATTAGTTTATCTTCGCCG 

CGTTTGTGTAAATGTGGGTAATGTAAAGAACAAAAAAAAAATTCAGGGACTAAAATTAGT 

GTGTTCTGTTATGGCTTCAGCGTTGCTGGTCTGCAGCTGCTGCGGAAGTAGTAATAGATG 

AGGAAATGCCCACCGATTTTTCCAGATTGTTTGATTTCTTCTTGCCCTGTTGTTGTGGCC 

TTGATAAGATCCGGTTATGGCTACTTATTTTATTCTTTTATGCCGTTTAAATCAATTAGT 

TCATGTATCTTTGCTGTACAAATTGTGTGTTATCATTTTGAGTTGTGGCATTTTGTCAGT 

CCAAGATTCCCTGAGACAACGAACCTTACTAATGATGGCGGTGAGCAGCTACTGAGCTCT 

GCGTTTGCTTTACCTGATAGTGCTTAATTTGGCAATTGTTAGCTCTGCATAGTGCTACTG 

TACACGTGGTAGTGTTCAGTTTTGGTAGGAAGAGCACTAAATTTAAGTACTGCTATGTAT 

CAGTTATTTCTTTCAGATTGTTTGACCACAGAACAGATACGTTTTCATGTTATCAATGCA 

CATCCTTTTAGAAATATGCCTTGGTATTTGTATGTCAACTAAAGAAGCATGTCGGCTAAA 

ATTGGTTCTATTTTTTCCAGGACAATCATGTCTTCTAAAGTTCCTGGGTTAGCATTACTT 

AACACCAGCATAAGCAAATTTTGGAGCGATGAGGAGCTTGTCCGATTCTTAGCAGAGAGG 

AAAGAAGCACACTCTCTGCCAGAGAATGTATTTGTGGGAATGAACATTTCTCTCATTGAT 

CCACGTAACTCAGGTTTGCATCCAATCTATACACAGGATAATTAATGGTATTTTCCAACA 

AGATTATGGCATATGTGGAATTTGTGGTCTGACTTTCATAATTCAGTCATTATGGACCCT 

GAAGGCTTCTTTGTTTTGTCCTTTTTGATTTGTTATATACTTACTTTACAGCATTGTATT 

GTATGGTTGAGCAGTATTGCAACATTTTAATTCTCAATAGACAACTAAAGAAAATGAATT 

CTGCATAGAATTGATAACTATTTAGGGTTGAAAGGCATAAACAATATTTTATGCAATGCC 

AGAAAGAAATATTTTGAGCTCTGATGAAAGTGCCATGTTAAGTGCAGGAACACATACTTC 

TGCCCCATTGATTATGGCACAAATTGCCAGCATGAAGTGCTCATAAACTATAGCAGGATG 

TTATATGAGAAATAGTTTGGCACTTCACATTAAATTGAGCATTTTGTTTTTCATTTTTCT 

TAGCTTGTGCACCAATTGCTTGCCTGCTTTTGCTGGAAAAGTATGAAGTACACTCTTTGA 

TGATTAAATTCTGTTCACTGTGTTGCTTGGCTAGAACTTACTCTGCCATCCTTACTAGAT 

TCTCCAATTATGCAAAATCATTGTTTCCAAGTGAAAATTAAGTTTTCGAAGATGTCAGAA 

TTCAGTATATGCAATTAATTATCAACTTTTGTTTTTAGTTGGAGTCACTATACAAGCAGA 

TCATGTGCTTAGATTTTGGGGCTTCAGTTCACTTTCCACACTAAAATGTGCACCTAAGTT 

GTTGATATGTGTCTCTGCACTCTTCAGTATCCCACATCATAACACATAGTACATAAATCT 

ACTGGAATCATATATTAATAACATTCTTGCATGTTTTAAATTGGTAACTGGTGCCTGGTT 

TCAATAAAGATTTGATTGCAAATTTTCTGAGGTATCAGAACTAAAGTTTACTCTTTTTTG 

CATAGCACAAGTCCACAGTTCACTGTGACCAGCGGTGCTATATCCTAGAGTTAAGCTATT 

CCTACAATGAAAACCACAATGGTGCTTAATGGCTTATTATCTTGTTAAACCTCAATAAAA 

GATAATCTGACAGAGATAACTTTTCTTGCAGAGGACATATGGTACATGAATTTTTCAGAT 

GATCCACAATCCCCTAAGAATGGAGAAAATGCTATTATAAAGTCAAAAACCGGATACTGG 

AAAGTTGTTGGCACTGTTAGAATACCGACAAGTACTGTTATTGTGGGTATGAAAGTTTCT 

CTGGACCATTATGAAGGCGAAGCACCATCTGGTAAGAGAACTGGGTGGGTGATGGATGAA 

TATCTGATTGAACAGAATGACGAAGCTAATCTACCACAGGTAACCCATGGTGGTTGATTG 
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ATATCATTTTTTTTTCTATAGCATATAAGCTTTTTTTCCAGGGTTGTTGATTGATATCTT 

TTGTATTTTTGACAGGACTACAAGAATTTGTGTACAATATTCTTTCAGGGAGACGACATA 

TTAAATGCTGGAGATAAGCAGATATGTCTGAATGCAAATGTTCCTAATGAACGCAAGGAA 

TTTTACCTTCAATATCTTGCTGAACTAGAAGAGCAAAATGCTGCATGGAGCAACCAGGTT 

TGTATTGTTTTCTTTATTATGTAAGGCATCCTTAGCAATACCCTGGATCTTTTAGTTTTG 

CACATATTTTTTCTCATTTTAGTGTAAAGTATACCTTGATCCATGATTGTCTGTCATGTA 

AAATTAAGAAATACTCCAGCAATCCTGTCATTGTAATTCACTTTTTTATTTTGATTTTGA 

AGTATTTAAGGTTTTCTCCTTCATAACCATACAAAATCTGTTGTTTGTGAGAGCATGCTC 

CTATCCGATCATCATTTACTACTTATTGCTTTCTTCTGCATTACAAACTGTGAATATTTA 

GATGTGTGATAATACTAATGAATATCCAATCTACATATGCCAGGCTGTATCTGTAAACGA 

GCAAGATGTCTCTTCCAGCAAAGGACTGGACGGGCAAAAAACTAGTGCTGCTGATGACCA 

ATCTGTTAATCATGCCCCTTCTAGGGAGGGCTACATAGAATTGAATGACTTCTTAAACTC 

AGATTCGTCCGCATCAACTTCGGAATACTCAAGTCAACGCACTATGATTTCTGAAGAGTA 

CTTCGATTCTGATGCATTTCTGAGGGAGATTAGGAATGACCATAACGCAGCTGATGAAGA 

ACATACAGACAGCAAGTTCAGCGTAGCTGCAGCTAGTAAATCAGATTGCGTGGTTATCAG 

TCCACCTGAACAAGGTAACTTATCCCTTCTGTTGCTAGTTCCAAAACTAGAGGACGCTAC 

AAATCTTTGTGTTTGTTCTAGAAAAGTAAGTGTAACAATGCAAACAACCATTTCAAAGTT 

TGTAACCATGAAAATTTGCAAGTAAAAAGCCCAAATGCAATATACTTCACACAAATACTA 

GAAATCGAGAACTGTTGATAATGCTAATTTTACAGCTGCACTTGCTCATATTGATATGCA 

ATGTTTATTTGTTTGTTTCTTATTGCTACTGGTGAAGTTCTTGATTAGCATGCTTGTTCA 

ACAGTATTGTTTCGCATACGAGTAACATGTAAGTTACTCTTGTCTAGAGAGTTAGATGAT 

TACTTTTCAGCTCATTAACTTATTTTATTTATCTTGTTTATACAATAATTTGTTAGTAGG 

ATTTATACTGAAGTTGGCATCTCTGTGCGTGCAGGGTTTGTTAACAATCTCGATAACCAT 

GCCACCATAGCTGGAGATTCACCGCAAAAGTCAGTGAAAAATGATAAAGTAGACGAACAC 

TCAAGTGAGGAGCATCCACAGCACAGTCCTACAACTTCCTGTTTCCCAAGTCATGTGAAA 

CGAAGCCTTTCTAGTAGTTCCAGTAGCTCTCAGGGTACCAGCAACAGCAAGTCTCCCCAG 

AGACAGAGAGAGCGATCTACCAAAAAAATTGGAAAATTAGGAAAGTACTGGTGTTGTGGA 

TCATTATAGTCCATTGCATAGCATTTCTATACTCTGTACAGGAAGCATGACATTACGCCA 

TGCTATTTTGATACGGACTGGTCGCCTCAACAGATTTATGCCAGATCTTCTGATAGAACA 

TAGTCAAAGAAGACTGCAAGTTTTGAAGCAACAATGACCAACAATACTACAAACTGTGGA 

AAGTTACATTTTTGTTTTGTTCATAGTGTGAAGATATCATGACCTTGATGATTCTGTCAA 

ACTGAAGTGAGCTACCTTGATTCCATTCTTGATTGATAGGGTCAGATATTCACTGATACC 

TGTGTTAGTTCAGTGAAATGAGGATGGCAGTAGTTTCTGATTATCACCAGGTGCTCTCAT 

TTGTAAACATCTACAGTACAGTTTCATATGATAGAATTTCACATTTTAGTAAGTACTAAT 

ACTGATTGCTCAATACTTAGTTATCCTGCTTGCATTTGAAGGAGTATAAGCTTTTGATTT 

ATGAAATCCTCTGTGTGGCAGTCGCCTGTTGTCTGCTGGTAAAACTAGGATGAGTATAAG 

CTGGGTTACGTAGATGTTCTCACCTGACTGTAAACATGTTTTACTCTTCAGCTTCAAGTT 

TCTCCTTGAGTTGTTAATTTTCCATGTGAATGAATTACTGTCTACCGTAAGCATCTGGCC 

ATAGTATGGTTGTGCTTGCTTATGCTATTTCAGC 

CDS 

> ONAC061 

ATGTCTTCTAAAGTTCCTGGGTTAGCATTACTTAACACCAGCATAAGCAAATTTTGGAGC 

GATGAGGAGCTTGTCCGATTCTTAGCAGAGAGGAAAGAAGCACACTCTCTGCCAGAGAAT 

GTATTTGTGGGAATGAACATTTCTCTCATTGATCCACGTAACTCAGAGGACATATGGTAC 
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ATGAATTTTTCAGATGATCCACAATCCCCTAAGAATGGAGAAAATGCTATTATAAAGTCA 

AAAACCGGATACTGGAAAGTTGTTGGCACTGTTAGAATACCGACAAGTACTGTTATTGTG 

GGTATGAAAGTTTCTCTGGACCATTATGAAGGCGAAGCACCATCTGGTAAGAGAACTGGG 

TGGGTGATGGATGAATATCTGATTGAACAGAATGACGAAGCTAATCTACCACAGGACTAC 

AAGAATTTGTGTACAATATTCTTTCAGGGAGACGACATATTAAATGCTGGAGATAAGCAG 

ATATGTCTGAATGCAAATGTTCCTAATGAACGCAAGGAATTTTACCTTCAATATCTTGCT 

GAACTAGAAGAGCAAAATGCTGCATGGAGCAACCAGGCTGTATCTGTAAACGAGCAAGAT 

GTCTCTTCCAGCAAAGGACTGGACGGGCAAAAAACTAGTGCTGCTGATGACCAATCTGTT 

AATCATGCCCCTTCTAGGGAGGGCTACATAGAATTGAATGACTTCTTAAACTCAGATTCG 

TCCGCATCAACTTCGGAATACTCAAGTCAACGCACTATGATTTCTGAAGAGTACTTCGAT 

TCTGATGCATTTCTGAGGGAGATTAGGAATGACCATAACGCAGCTGATGAAGAACATACA 

GACAGCAAGTTCAGCGTAGCTGCAGCTAGTAAATCAGATTGCGTGGTTATCAGTCCACCT 

GAACAAGGGTTTGTTAACAATCTCGATAACCATGCCACCATAGCTGGAGATTCACCGCAA 

AAGTCAGTGAAAAATGATAAAGTAGACGAACACTCAAGTGAGGAGCATCCACAGCACAGT 

CCTACAACTTCCTGTTTCCCAAGTCATGTGAAACGAAGCCTTTCTAGTAGTTCCAGTAGC 

TCTCAGGGTACCAGCAACAGCAAGTCTCCCCAGAGACAGAGAGAGCGATCTACCAAAAAA 

ATTGGAAAATTAGGAAAGTACTGGTGTTGTGGATCATTATAG 

Protein 

> ONAC061 

MSSKVPGLALLNTSISKFWSDEELVRFLAERKEAHSLPENVFVGMNISLIDPRNSEDIWY 

MNFSDDPQSPKNGENAIIKSKTGYWKVVGTVRIPTSTVIVGMKVSLDHYEGEAPSGKRTG 

WVMDEYLIEQNDEANLPQDYKNLCTIFFQGDDILNAGDKQICLNANVPNERKEFYLQYLA 

ELEEQNAAWSNQAVSVNEQDVSSSKGLDGQKTSAADDQSVNHAPSREGYIELNDFLNSDS 

SASTSEYSSQRTMISEEYFDSDAFLREIRNDHNAADEEHTDSKFSVAAASKSDCVVISPP 

EQGFVNNLDNHATIAGDSPQKSVKNDKVDEHSSEEHPQHSPTTSCFPSHVKRSLSSSSSS 

SQGTSNSKSPQRQRERSTKKIGKLGKYWCCGSL* 

 

LOC_Os05g48850 (ONAC062) sequence information 

Genomic sequence length: 1837 nucleotides 

CDS length: 945 nucleotides 

Protein length: 314 amino acids 

Genomic Sequence 

> ONAC062 
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AAGCTTTCCTTCTTCTTTTTTCCCCCTCTCGACGATCTCTCTCTCATCAGGACCCCGGCC 

TTAAGTTGTTTCTTCCCTATCAGCTCAGGTCTCTCTCGATCTCTCCTAGCTAGATAGATA 

GCTTAATTAGCAGCTAGAGATGTGTCTCTAGCTAAGCTAACTAGCTAGTAGGCTTCTTCT 

TTTAATCCGGCATTGTTCTTGGCTGCTGGTCTTAGTTTTTGGCTGTCATGTATGGAGTTA 

GTGGTAAAATACTAGGTTAATTAATAATATAAGGCGTGTGTATATATTGGTGTGGAGGAG 

GAGGAGAAAGGGGGTTGGCCGGAGAGATCGATGACGTGGTGCAACAGCTTCAGCGACGTC 

CGCACCGCCGTGGACAGCAGCTTGTCGCCGGCCGCCGCCGTGGCCGCCGCCGCGGGGAAG 

AAGGCGGCGGCGTCGCTCGCCGTCCTCGTCAAGATGTGCCCCTCCTGCGGCCACCGCGCG 

CGGTATGAACAGGTATATATACTGCGTGATCAAGATCATGCCTTCTTCTTCTTCTTTTTT 

TCTGAATGCAACAGCCAACAGCTATAAATTCAGCAAGTGATAACTGATCATATATACTGC 

GTAGTACTACATTAATTCTTCTTTTGGTTGAGATGCAAATCAACAAATTAATTAAGATGA 

ATTATTGCAGGAGACGACGACGATCCAGGACCTGCCGGGGCTGCCGGCCGGAGTGAAGTT 

CGATCCGACGGACCAGGAGCTTCTTGAGCATTTGGAAGGGAAGGCGAGGCCGGACTCGAG 

GAAGCTCCACCCTCTCGTCGACGAGTTCATCCCCACCATCGAGGGCGAGAATGGCATCTG 

CTACACCCATCCCGAGAGGCTTCCCGGTGGGTGTAAATTCTTTTTTCTTACAGTGGAATC 

AGAATCGGTAGCTTAAAATTCTTGATAAATGAGTTGATCGTTGCGTGCATTTGTGGGTGT 

AAATAAATTTGAAAAATTAATTCAGGTGTGAGCAAGGACGGGCTGGTGAGGCACTTCTTC 

CACCGGCCGTCGAAGGCGTACACGACGGGGACGAGGAAGCGGCGGAAGGTGCACAGCGAC 

GAGGTCGACGGCGGCGAGACGCGGTGGCACAAGACCGGCAAGACGAGACCGGTGATGGCC 

AACGGCCGGCCCAGGGGCTACAAGAAGATCCTCGTCCTCTACACCAACTACGGCAAGCAG 

CGCAAGCCGGAGAAGACCAACTGGGTGATGCACCAGTACCACCTCGGCTCCGACGAGGAG 

GAGCGGGACGGCGAGCTCGTCGTCTCCAAGGTCTTCTTCCAGACGCAGCCCAGGCAGTGC 

GGCTCCACCGCCGCCGCCGCCGCCGCCAAGGAGGCCTCCGCCGCCGTCGCCGCCGCCGTG 

GTGAACAGCAACTACTCCATCGTCCATGGCCATCAAGGTGGTGGTGGTGGTAGCTTTCTC 

AAGGAGGCAAACGTTGTGCACGAGTTCTACGACCCGGCAGCAACGATGGGTTACCGGCCA 

CCTGCTCCTGCTGCGCACTTCGCGCCAAACTTCGCGGTGCACGCGGCAAGGAACAGCTTT 

GGTGGCCCTTGAAGGAAAAACCAAAATTACACAAAATCTAAACATTACCGTTTATACCGA 

TATGATTCACATAGGTGCCATTATATTACATTCTTAACCTTACATTCATCCATCAGTTAT 

TTGCAGTTTTGTTCAAAGTTGTTATATCGTTTCCGATGCTATACTGTGCAAAGATTATTA 

CTACACGCCGTTCTAACTCGAAAATGTCAATTAATGTATCAGTTTGTACATGTATACATG 

CACACGGAAGAGGTCCTGATGATGCATCACTTCATAT 

CDS 

> ONAC062 

ATGACGTGGTGCAACAGCTTCAGCGACGTCCGCACCGCCGTGGACAGCAGCTTGTCGCCG 

GCCGCCGCCGTGGCCGCCGCCGCGGGGAAGAAGGCGGCGGCGTCGCTCGCCGTCCTCGTC 

AAGATGTGCCCCTCCTGCGGCCACCGCGCGCGGTATGAACAGGAGACGACGACGATCCAG 

GACCTGCCGGGGCTGCCGGCCGGAGTGAAGTTCGATCCGACGGACCAGGAGCTTCTTGAG 

CATTTGGAAGGGAAGGCGAGGCCGGACTCGAGGAAGCTCCACCCTCTCGTCGACGAGTTC 

ATCCCCACCATCGAGGGCGAGAATGGCATCTGCTACACCCATCCCGAGAGGCTTCCCGGT 

GTGAGCAAGGACGGGCTGGTGAGGCACTTCTTCCACCGGCCGTCGAAGGCGTACACGACG 

GGGACGAGGAAGCGGCGGAAGGTGCACAGCGACGAGGTCGACGGCGGCGAGACGCGGTGG 

CACAAGACCGGCAAGACGAGACCGGTGATGGCCAACGGCCGGCCCAGGGGCTACAAGAAG 

ATCCTCGTCCTCTACACCAACTACGGCAAGCAGCGCAAGCCGGAGAAGACCAACTGGGTG 

ATGCACCAGTACCACCTCGGCTCCGACGAGGAGGAGCGGGACGGCGAGCTCGTCGTCTCC 
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AAGGTCTTCTTCCAGACGCAGCCCAGGCAGTGCGGCTCCACCGCCGCCGCCGCCGCCGCC 

AAGGAGGCCTCCGCCGCCGTCGCCGCCGCCGTGGTGAACAGCAACTACTCCATCGTCCAT 

GGCCATCAAGGTGGTGGTGGTGGTAGCTTTCTCAAGGAGGCAAACGTTGTGCACGAGTTC 

TACGACCCGGCAGCAACGATGGGTTACCGGCCACCTGCTCCTGCTGCGCACTTCGCGCCA 

AACTTCGCGGTGCACGCGGCAAGGAACAGCTTTGGTGGCCCTTGA 

Protein 

> ONAC062 

MTWCNSFSDVRTAVDSSLSPAAAVAAAAGKKAAASLAVLVKMCPSCGHRARYEQETTTIQ 

DLPGLPAGVKFDPTDQELLEHLEGKARPDSRKLHPLVDEFIPTIEGENGICYTHPERLPG 

VSKDGLVRHFFHRPSKAYTTGTRKRRKVHSDEVDGGETRWHKTGKTRPVMANGRPRGYKK 

ILVLYTNYGKQRKPEKTNWVMHQYHLGSDEEERDGELVVSKVFFQTQPRQCGSTAAAAAA 

KEASAAVAAAVVNSNYSIVHGHQGGGGGSFLKEANVVHEFYDPAATMGYRPPAPAAHFAP 

NFAVHAARNSFGGP* 

 

LOC_Os08g33910 (ONAC063) sequence information 

Genomic sequence length: 2025 nucleotides 

CDS length: 1158 nucleotides 

Protein length: 385 amino acids 

Genomic Sequence 

> ONAC063 

AGTGATCAACTGTGTCTTCACCTCACTGGCTTCATCCCTAGAAGCCATTCACTAGCTACT 

GCACAAGTAGTACAGGAGCATCTTTTGTCAGATTTGCTTCAGGCTTGATCTTTTCTTGTG 

TGAGATATGGAGGAGAGAAATGATGTCAACATGGACAAGTCAGATGAGATCCTCCTGCCT 

GGATTCAGGTTTCATCCTACAGATGAAGAGCTGGTTAGCTTCTATCTCAAGAGGAAGATC 

CAGCAGAAGCCTATCTCCATTGAGCTCATCAGGCAGCTTGACATCTACAAGTTTGATCCT 

TGGGATCTCCCAAGTAAGCTTGCACCTACTTGTTCTTACTTCTTGAACCTTAATGAATGG 

ATTCAATCATTCAAACACAAAAACTCCAAACTTTAGAAGTTCATTTTTAAAGATAGCAAG 

AGGAAGAGAATATTTTCTTTGTAGTTTAAGGACATCTTAGGAACTGCAAATTAAACATAA 

GAGAAAAACTAACCGGCTTATGTGATGTCTAGTTGAATAGAAACTAGTGACACTTCTCTG 

TTGAAAGTTGAAAGTAAAGTCACCAATATCATTTTTGTTGTAACTGATAAAGTTATACTC 

GTAAATCACCTTACTGCAATGTGTCTGACTTCACTATGTTGATCATTGACAGAGCTTGCG 

AGCACGGGTGAAAAGGAGTGGTACTTCTACTGCCCGAGGGACCGGAAATATCGCAACAGC 

GTGAGGCCGAACCGGGTGACAACAGCTGGGTTCTGGAAAGCCACAGGAACTGACAGGCCA 

ATCTACTCCACTGAGGGTACCAAGTGCATAGGCCTCAAGAAGTCCCTTGTCTTCTACAAG 



S143 

 
GGCAGAGCTGCAAGAGGGATCAAGACTGACTGGATGATGCATGAGTTCAGGCTTCCTACG 

CTCACCGATCCATCGCTCCCGAAGAAGCCGATTGACAAGAACATTCCGCTCAACGTAAGC 

ATTCCATTCGCAATTTGTTATAGTCTTATAGAACTGAATTCCAAGGTTTTGTCAAATTCT 

GAGGGTGCACTGTTCTGTTTCTGAAAACAGGACTCCTGGACAATCTGCAGGATCTTCAAG 

AAGACCAGTTCCATGGCACAAAGGGCACTCTGTCAGACCTGGGGAGCTCAATTGCCTGGA 

ACAATTGATCCAGACATCTTCTCTACATTGCAATCTGTGCAAGCTTCACAGTTTGCCCTG 

GAGAGTTCCTCCTGCTCATTGCAAGCTGCAGCAACGGCAGCTCATCAGATCACTAGCAAG 

TATGCATTGCAAGGTAATAATAATAATCAGCAGCAGCAGCAACAGCACAAGCCTAGCAAT 

CCACTAGATGGATCTTCATGCAAGGTCATAAACTTCAACTGCAGTCAATCTGCAGAAGTC 

CAGAACTCCCAGATCATACTGCCATTTGAGGCACACACATCGCAGAAGACCGCTACGCCG 

CTGCTCTTCGACACGCAGTTTGGGCAGCCTGACCAGATCAGCAGATTTGTGGTCGATTCA 

TCTGTAAATGCAAATGGAGGAGGCATCAGCAACAAGAGCCAAGATCCATCAGCAAGAAAG 

CCTGGCAGTGGCTTCAGCATGAACAGTGACTGGGATGGTGTGGCAAGAATCAACTTCCCG 

TTCGATTTAGGAGCAGATTCTTCAGAAGATTGGAGGAGCAGCATACCTTGGGAATCCTTC 

CTTAGCCCAACTACTGTCCATGCTGAGATGCCAAACTAGCTGCAGAGGAATGCCAGGGGT 

GTTGTTACTAATATTATTCAGAGATATAGATGTACAAATACAGTGAGTCACCTTCATCTG 

TTAGCATTTCTGTTAGCAACAAAAAAAAAAAAGGTATTGTTTCTTCAGTTTTGATTAGAT 

GTACTGTACATACTGTGAGATATAGGAGTACTTGTTAACAGCAAAGCTAACAGAGAGAAG 

GTTACTTTGGTTGTGTTGTACATACATTTTCGAGTTTCTGAGTGCTGTGAGAGTGTGATG 

AGTATTGTATTGTCAGTAGAAGAAATATATGTGAATTTATATGGC 

CDS 

> ONAC063 

ATGGAGGAGAGAAATGATGTCAACATGGACAAGTCAGATGAGATCCTCCTGCCTGGATTC 

AGGTTTCATCCTACAGATGAAGAGCTGGTTAGCTTCTATCTCAAGAGGAAGATCCAGCAG 

AAGCCTATCTCCATTGAGCTCATCAGGCAGCTTGACATCTACAAGTTTGATCCTTGGGAT 

CTCCCAAAGCTTGCGAGCACGGGTGAAAAGGAGTGGTACTTCTACTGCCCGAGGGACCGG 

AAATATCGCAACAGCGTGAGGCCGAACCGGGTGACAACAGCTGGGTTCTGGAAAGCCACA 

GGAACTGACAGGCCAATCTACTCCACTGAGGGTACCAAGTGCATAGGCCTCAAGAAGTCC 

CTTGTCTTCTACAAGGGCAGAGCTGCAAGAGGGATCAAGACTGACTGGATGATGCATGAG 

TTCAGGCTTCCTACGCTCACCGATCCATCGCTCCCGAAGAAGCCGATTGACAAGAACATT 

CCGCTCAACGACTCCTGGACAATCTGCAGGATCTTCAAGAAGACCAGTTCCATGGCACAA 

AGGGCACTCTGTCAGACCTGGGGAGCTCAATTGCCTGGAACAATTGATCCAGACATCTTC 

TCTACATTGCAATCTGTGCAAGCTTCACAGTTTGCCCTGGAGAGTTCCTCCTGCTCATTG 

CAAGCTGCAGCAACGGCAGCTCATCAGATCACTAGCAAGTATGCATTGCAAGGTAATAAT 

AATAATCAGCAGCAGCAGCAACAGCACAAGCCTAGCAATCCACTAGATGGATCTTCATGC 

AAGGTCATAAACTTCAACTGCAGTCAATCTGCAGAAGTCCAGAACTCCCAGATCATACTG 

CCATTTGAGGCACACACATCGCAGAAGACCGCTACGCCGCTGCTCTTCGACACGCAGTTT 

GGGCAGCCTGACCAGATCAGCAGATTTGTGGTCGATTCATCTGTAAATGCAAATGGAGGA 

GGCATCAGCAACAAGAGCCAAGATCCATCAGCAAGAAAGCCTGGCAGTGGCTTCAGCATG 

AACAGTGACTGGGATGGTGTGGCAAGAATCAACTTCCCGTTCGATTTAGGAGCAGATTCT 

TCAGAAGATTGGAGGAGCAGCATACCTTGGGAATCCTTCCTTAGCCCAACTACTGTCCAT 

GCTGAGATGCCAAACTAG 

Protein 
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> ONAC063 

MEERNDVNMDKSDEILLPGFRFHPTDEELVSFYLKRKIQQKPISIELIRQLDIYKFDPWD 

LPKLASTGEKEWYFYCPRDRKYRNSVRPNRVTTAGFWKATGTDRPIYSTEGTKCIGLKKS 

LVFYKGRAARGIKTDWMMHEFRLPTLTDPSLPKKPIDKNIPLNDSWTICRIFKKTSSMAQ 

RALCQTWGAQLPGTIDPDIFSTLQSVQASQFALESSSCSLQAAATAAHQITSKYALQGNN 

NNQQQQQQHKPSNPLDGSSCKVINFNCSQSAEVQNSQIILPFEAHTSQKTATPLLFDTQF 

GQPDQISRFVVDSSVNANGGGISNKSQDPSARKPGSGFSMNSDWDGVARINFPFDLGADS 

SEDWRSSIPWESFLSPTTVHAEMPN* 

 

LOC_Os03g39050 (ONAC064) sequence information 

Genomic sequence length: 1442 nucleotides 

CDS length: 1329 nucleotides 

Protein length: 442 amino acids 

Genomic Sequence 

> ONAC064 

ATGGCGGGCGCGGATGGGCTCCCTCCCGGCCTCAGGTTCGACCCCAGCGACGACGAGCTC 

GTCTCCCGCTACCTCCTCCGTCGCATCCAGCAGAAGCCCCTCCCGCTCGACGGCGTCATC 

GTGGATGCCGATCCCCTGAGCGTGCCGCCATGGACGCCTCTTGCGGATCACACCCGAGGC 

GACGAGGCCTTCTTCTTCGCGGGGGCACGCGCCAAGAATGGCAAGGGAAAGCGACAGAAG 

CGAACCGTGGAGGGCGGAGGGTTCTGGCAGGGGCAGCGGATGGCCGTGGATGGCGAGCGG 

CTGGTCGTCCCAGGCGACGGTGGAGGCGGCGTCGACGGCAGCGGCGGCGGCGGCCTGGAG 

ATCACGTGGCGCAAGTATGTGCTGAGCTTCTTCGCCGAGGGTGAACAGGGCAGCTCGGGC 

TGGGTTATGCACGAGTACGCCGTCACGTCGTCGGCTGACCTCGCCTCGTCGCCGCTCCGG 

CTGTACCGCGTCAGGTTCAGAAGCGCAAGAGGGAGCCGCAGTGTCTGGACTCCCACGATG 

ATGAAGACGGCGGCGATCAAGAACGCGCGGCTCCCCGGCGCGGCGTGGCTCTTCCTGCAG 

CCGACGGCACCGACCAGGGCTCCTATGGCGTGATCGACGGGGAACCTTCGCTGGTGTCAC 

ATTGTCTTCCCGATCAGATCGTTCCCCCAGCAGAAGAAGCTGATGCCACTGCTGGTGCAG 

TCGACGAGGAGCGCTGGTCGCCACCACAGCCCGCTTCCCCTACTGCTGCTCTGGTGAAGC 

AGAACTCCTACGACCTGATGGTCATTTCGTCACTGCTGTTTTCTGATCTTCCCGACAGAA 

TCGATGACGATGACCTGTCTGTGTCGCAAACAGAGGGCACCGAGCTGTCCGAGCAGGGCT 

CCTCCGGCGTGATCGACGACGATTATTGGCGGGTGTTCCATGGACTTTCCGACCTGATCG 

CGCTGCCAGCATAGGAAGCCGATGCCACCGGTGGTGCAGAGAGAGAAGAGATCGCTCTGC 

TCGACGAGGAGCGCTGCCCGCAACCACAGCCCGCTCCTCCTACTGATGCTCTAGTGCCAC 

CACTGCAGGGCCAGAACTCCTACGACGTGATGGCCGATTCGTCACTGCTATTTGCTGATC 

TTCCCGGGAGAATCGATGACGATGAGCTACAGCGATCTCTGCGTGTGTCGGACATGCCTG 
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ACCTGTTCTTGTCGCAGACAGAGGAAGCCGGTGCCGGTGGTGGTGGTGGCGCAGCTCCAG 

TGCTGAACAAGCAGAGTAACTCCTCACCTTTGGGCGTCATGGACAGCGAGGTGCCGATTG 

TGTTGTCTGATCTAGAGTTCCCAGAGAGCATTGATGAAGTGCTTAGCTACATTGACTTCG 

CCACGGATGACTGCCTCGATTTCGACATGGACGAGCTGTTTTCCGATATGCCAGCAGACT 

AG 

CDS 

> ONAC064 

ATGGCGGGCGCGGATGGGCTCCCTCCCGGCCTCAGGTTCGACCCCAGCGACGACGAGCTC 

GTCTCCCGCTACCTCCTCCGTCGCATCCAGCAGAAGCCCCTCCCGCTCGACGGCGTCATC 

GTGGATGCCGATCCCCTGAGCGTGCCGCCATGGACGCCTCTTGCGGATCACACCCGAGGC 

GACGAGGCCTTCTTCTTCGCGGGGGCACGCGCCAAGAATGGCAAGGGAAAGCGACAGAAG 

CGAACCGTGGAGGGCGGAGGGTTCTGGCAGGGGCAGCGGATGGCCGTGGATGGCGAGCGG 

CTGGTCGTCCCAGGCGACGGTGGAGGCGGCGTCGACGGCAGCGGCGGCGGCGGCCTGGAG 

ATCACGTGGCGCAAGTATGTGCTGAGCTTCTTCGCCGAGGGTGAACAGGGCAGCTCGGGC 

TGGGTTCAGAAGCGCAAGAGGGAGCCGCAGTGTCTGGACTCCCACGATGATGAAGACGGC 

GGCGATCAAGAACGCGCGGCTCCCCGGCGCGGCGTGGCTCTTCCTGCAGCCGACGGCACC 

GACCAGGGCTCCTATGGCGTGATCGACGGGGAACCTTCGCTGGTGTCACATTGTCTTCCC 

GATCAGATCGTTCCCCCAGCAGAAGAAGCTGATGCCACTGCTGGTGCAGTCGACGAGGAG 

CGCTGGTCGCCACCACAGCCCGCTTCCCCTACTGCTGCTCTGGTGAAGCAGAACTCCTAC 

GACCTGATGGTCATTTCGTCACTGCTGTTTTCTGATCTTCCCGACAGAATCGATGACGAT 

GACCTGTCTGTGTCGCAAACAGAGGGCACCGAGCTGTCCGAGCAGGGCTCCTCCGGCGTG 

ATCGACGACGATTATTGGCGGGAAGCCGATGCCACCGGTGGTGCAGAGAGAGAAGAGATC 

GCTCTGCTCGACGAGGAGCGCTGCCCGCAACCACAGCCCGCTCCTCCTACTGATGCTCTA 

GTGCCACCACTGCAGGGCCAGAACTCCTACGACGTGATGGCCGATTCGTCACTGCTATTT 

GCTGATCTTCCCGGGAGAATCGATGACGATGAGCTACAGCGATCTCTGCGTGTGTCGGAC 

ATGCCTGACCTGTTCTTGTCGCAGACAGAGGAAGCCGGTGCCGGTGGTGGTGGTGGCGCA 

GCTCCAGTGCTGAACAAGCAGAGTAACTCCTCACCTTTGGGCGTCATGGACAGCGAGGTG 

CCGATTGTGTTGTCTGATCTAGAGTTCCCAGAGAGCATTGATGAAGTGCTTAGCTACATT 

GACTTCGCCACGGATGACTGCCTCGATTTCGACATGGACGAGCTGTTTTCCGATATGCCA 

GCAGACTAG 

Protein 

> ONAC064 

MAGADGLPPGLRFDPSDDELVSRYLLRRIQQKPLPLDGVIVDADPLSVPPWTPLADHTRG 

DEAFFFAGARAKNGKGKRQKRTVEGGGFWQGQRMAVDGERLVVPGDGGGGVDGSGGGGLE 

ITWRKYVLSFFAEGEQGSSGWVQKRKREPQCLDSHDDEDGGDQERAAPRRGVALPAADGT 

DQGSYGVIDGEPSLVSHCLPDQIVPPAEEADATAGAVDEERWSPPQPASPTAALVKQNSY 

DLMVISSLLFSDLPDRIDDDDLSVSQTEGTELSEQGSSGVIDDDYWREADATGGAEREEI 

ALLDEERCPQPQPAPPTDALVPPLQGQNSYDVMADSSLLFADLPGRIDDDELQRSLRVSD 

MPDLFLSQTEEAGAGGGGGAAPVLNKQSNSSPLGVMDSEVPIVLSDLEFPESIDEVLSYI 

DFATDDCLDFDMDELFSDMPAD* 
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LOC_Os07g27330 (ONAC065) sequence information 

Genomic sequence length: 2716 nucleotides 

CDS length: 2331 nucleotides 

Protein length: 776 amino acids 

Genomic Sequence 

> ONAC065 

GCTTCCGCCTCTCCTCGCCTCCTCCCTTCCTTTCCCCCCCAAACCCTAGAATTCCCCCCC 

ACAAAACCCTAGAATTCGCGCGATCGAGGCGGCTATGGCGGCGGCCGCGGATGGGCTTCC 

GCCGGGCGTCAGGTTCGACCCCGCCGACGACGAGCTCGTCTCCCGCTACCTGCTCCGGCG 

CCTCCGGAAGCAGCCCATCCCGCTCCACGGCGTCATCCACGAGGCGGATCCCCTCGGCGC 

GCCGCCATGGATGCTCCTCGCCGCTCACGGCCGGGGCGGCGACGAGGCCTTCTTCTTCGC 

CGAGGCGCGCGCCAAGAACGTCAGGGGGAAGCGGCAGAAGCGTACCGTCGAGGGTGGGGG 

GTTCTGGCAGGGGCAGCGGGTGTGCATCGACGGCGAGAGGCTGCGCGTCCCCGGCGACGG 

CGGCGGCGGCGAAGTCGGCGGGGAATTGGAGATCGAGTGGCGGAAGTACATGCTGAGCTT 

CTTCGCCGAGGGGGAGAGGGGCAGCTCGGGGTGGGTGATGCACGAGTACGCCATCACGGC 

GCCCGCTGACCTCGCCTCGTCGCCGATCCGGCTTTACCGCGTCCGGTTCAGCGGCCACGG 

CAAGAAGCGCAAGCGGGAGCCGGAACGCCTGGGCGCCCGCGTCCACGACGACGACGTCGA 

CGGTGGAGAACGCGCCGCGCCCCGGCGCGCCGTGGCAGAGACCGCCCTGTTCGTGCAGCA 

GTCGAGCGCCGTGGATTGCGCCGAATCCGCCGATCAGAGCTTCTCCGGCGTGATCGAGCC 

TGTGTTCCACGATCTCCCCGACATGATGCCAGAGCAAGCTGATGCCGGAGACACTGCAGA 

GACTACAGCAGCGGTGGTGAACCTCACGGACGCCATGACCGAGCAGCCCGTTCTTCCGCT 

AGCAGCAGATGGCGACGATCAGAGCTCCTACGGTGTCATCGATCCGGCGTTCCGCGATCT 

TGCTGACCTGATGGTCCTGCCACCTGTGCTCGCGCAGCAGGAGCCTCCGCTCGCGCCCGT 

GGCAATGGTGGATCTCCCTCCTGGCAATGCTGATTGCGCCGATCATCAGAGCTGCTCTGG 

CGTGATCGACCCGGCGTTCCGTGATCTCCCCGACATGACCGTGCTGCCACCAGAGCAAGC 

TGACACCGGAGGCGGAGCAGAGACTACCACAGCAATGGTGAGCCTCACGGACAAGCTGAA 

ATACTCCTCCTCCATGGACGGCGAGGCAGCGCCGGCGTGGTGTGATTTCGATTTTCCAGA 

GAGCACTGATGAGGTGCTCAGCTACATGAACTTCACCGCCGGTGCCCACGACAACAATGA 

CGGCAGTGTGGGACGCGCCGCGCCATGGCGTCCCGTGTCAGAGATCGCCATGTTCGAGCA 

GCCGAGCGCCGTGGATCTCCCTCCTGGCGATGCTGATTGCACTGAATCCGCCGATCAGAG 

CTTCTCCGGCGTGATCGAGCCGGTGTTCCATGATCTCCCCGACATGATCCGTGAGCAAGC 

TGATGCCGGAGACACCGCAGAGACTACTGCAGCGGTGGTGAACCAGAACTACTCCATGGC 

GTTGTGTGATTTCGACAGCGGCATTGACTTCACCGCCGGCGCCCACGACAGCGGCATGGA 

ACGCGCCACGCCCTGGACTCCCATGTCAGAGGCCGCCCTGTTCGAGCAGCAAGGGCCTCC 

GCTCGCTCCCGCGGCAGTGGTGGATCTCCCTCCTGGCAATGCTGATTGTGCCGATCATCA 
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GAGCTCCTACGGTGACATGATCGTCCTGCCATCAGAGCAAGCTGGCGCCGGAGGCGGAGC 

AGAGACTACCGAGGCCCTGTTCGACCAGCCCGTTCCGCCGCTTGCAGCAGATTGCGCCAA 

TCAGGGCTCCTACGGCGTGATCGACCCGGTGTTCCGCGATCTCGCCGACTTGATCGTTCT 

GCCACCAGAGCAGGCCGACGCCATGGACGGCGAGGCGGCGCCGGCGTGGTGTGATTTCGA 

TTTTCCGGAGAACATTGATGAGGCGCTCAGCTACGTCGACTTCACCGCCGGCGCCCACGC 

TGACAACGACGGTGGCGTGTCAGAGACCGCCATGTTCGAGCAGCCGGGGTCTCCGCCACA 

GCACGATCCTCTGCTGATGGATGCTGATGGCGCCGATCAGAGCTCCTCCTCCGGCGCGCT 

GATCGACACGGTGTTCGGTGATCACGCCGAACCGATCGTCCTGCCACTGGAGCAAGCTGA 

CACCGGAGGTGGTGCAGCAGCGGCGGTGAAACTCATGGACAAGCAGAAGTACTCCTCCTC 

CTCCATGGATGGCGAGGAGGCGCCGGCGTGGTGTGATTCGGATTTCCCGGAGAGCATTGA 

CGAGGTGCTCAGCTATGTCGACTTCAGCACCGATGGCGCGAGCTGCGACTTCTCCATGGA 

CGAGCTCTTCGATCTTGCAGATTAGTTAGCATCCTGGAGATAGCAAGCCACCAAGAACAC 

TGGCATTGACATTGTCTTTCTAAGAAGAGCTGTAATCAGTAGCGCAAAGGCGAGATTTGT 

TGATATTCTGGTGTAATCTGTAGACTAGAGGCAGAGTAGATAGATGTTCCTTAGTTTATT 

GACTAATCTATGCATAGATGAGTTATTTGTTTATTGATTGAACTCAATGTAAGTAACATT 

ATTGTAAGTAATGAATATACTCCCTTTTCAATCATTATATTCCCTATTCAAAATCAATAT 

ACTGCATTGATCTGCC 

CDS 

> ONAC065 

ATGGCGGCGGCCGCGGATGGGCTTCCGCCGGGCGTCAGGTTCGACCCCGCCGACGACGAG 

CTCGTCTCCCGCTACCTGCTCCGGCGCCTCCGGAAGCAGCCCATCCCGCTCCACGGCGTC 

ATCCACGAGGCGGATCCCCTCGGCGCGCCGCCATGGATGCTCCTCGCCGCTCACGGCCGG 

GGCGGCGACGAGGCCTTCTTCTTCGCCGAGGCGCGCGCCAAGAACGTCAGGGGGAAGCGG 

CAGAAGCGTACCGTCGAGGGTGGGGGGTTCTGGCAGGGGCAGCGGGTGTGCATCGACGGC 

GAGAGGCTGCGCGTCCCCGGCGACGGCGGCGGCGGCGAAGTCGGCGGGGAATTGGAGATC 

GAGTGGCGGAAGTACATGCTGAGCTTCTTCGCCGAGGGGGAGAGGGGCAGCTCGGGGTGG 

GTGATGCACGAGTACGCCATCACGGCGCCCGCTGACCTCGCCTCGTCGCCGATCCGGCTT 

TACCGCGTCCGGTTCAGCGGCCACGGCAAGAAGCGCAAGCGGGAGCCGGAACGCCTGGGC 

GCCCGCGTCCACGACGACGACGTCGACGGTGGAGAACGCGCCGCGCCCCGGCGCGCCGTG 

GCAGAGACCGCCCTGTTCGTGCAGCAGTCGAGCGCCGTGGATTGCGCCGAATCCGCCGAT 

CAGAGCTTCTCCGGCGTGATCGAGCCTGTGTTCCACGATCTCCCCGACATGATGCCAGAG 

CAAGCTGATGCCGGAGACACTGCAGAGACTACAGCAGCGGTGGTGAACCTCACGGACGCC 

ATGACCGAGCAGCCCGTTCTTCCGCTAGCAGCAGATGGCGACGATCAGAGCTCCTACGGT 

GTCATCGATCCGGCGTTCCGCGATCTTGCTGACCTGATGGTCCTGCCACCTGTGCTCGCG 

CAGCAGGAGCCTCCGCTCGCGCCCGTGGCAATGGTGGATCTCCCTCCTGGCAATGCTGAT 

TGCGCCGATCATCAGAGCTGCTCTGGCGTGATCGACCCGGCGTTCCGTGATCTCCCCGAC 

ATGACCGTGCTGCCACCAGAGCAAGCTGACACCGGAGGCGGAGCAGAGACTACCACAGCA 

ATGGTGAGCCTCACGGACAAGCTGAAATACTCCTCCTCCATGGACGGCGAGGCAGCGCCG 

GCGTGGTGTGATTTCGATTTTCCAGAGAGCACTGATGAGGTGCTCAGCTACATGAACTTC 

ACCGCCGGTGCCCACGACAACAATGACGGCAGTGTGGGACGCGCCGCGCCATGGCGTCCC 

GTGTCAGAGATCGCCATGTTCGAGCAGCCGAGCGCCGTGGATCTCCCTCCTGGCGATGCT 

GATTGCACTGAATCCGCCGATCAGAGCTTCTCCGGCGTGATCGAGCCGGTGTTCCATGAT 

CTCCCCGACATGATCCGTGAGCAAGCTGATGCCGGAGACACCGCAGAGACTACTGCAGCG 

GTGGTGAACCAGAACTACTCCATGGCGTTGTGTGATTTCGACAGCGGCATTGACTTCACC 
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GCCGGCGCCCACGACAGCGGCATGGAACGCGCCACGCCCTGGACTCCCATGTCAGAGGCC 

GCCCTGTTCGAGCAGCAAGGGCCTCCGCTCGCTCCCGCGGCAGTGGTGGATCTCCCTCCT 

GGCAATGCTGATTGTGCCGATCATCAGAGCTCCTACGGTGACATGATCGTCCTGCCATCA 

GAGCAAGCTGGCGCCGGAGGCGGAGCAGAGACTACCGAGGCCCTGTTCGACCAGCCCGTT 

CCGCCGCTTGCAGCAGATTGCGCCAATCAGGGCTCCTACGGCGTGATCGACCCGGTGTTC 

CGCGATCTCGCCGACTTGATCGTTCTGCCACCAGAGCAGGCCGACGCCATGGACGGCGAG 

GCGGCGCCGGCGTGGTGTGATTTCGATTTTCCGGAGAACATTGATGAGGCGCTCAGCTAC 

GTCGACTTCACCGCCGGCGCCCACGCTGACAACGACGGTGGCGTGTCAGAGACCGCCATG 

TTCGAGCAGCCGGGGTCTCCGCCACAGCACGATCCTCTGCTGATGGATGCTGATGGCGCC 

GATCAGAGCTCCTCCTCCGGCGCGCTGATCGACACGGTGTTCGGTGATCACGCCGAACCG 

ATCGTCCTGCCACTGGAGCAAGCTGACACCGGAGGTGGTGCAGCAGCGGCGGTGAAACTC 

ATGGACAAGCAGAAGTACTCCTCCTCCTCCATGGATGGCGAGGAGGCGCCGGCGTGGTGT 

GATTCGGATTTCCCGGAGAGCATTGACGAGGTGCTCAGCTATGTCGACTTCAGCACCGAT 

GGCGCGAGCTGCGACTTCTCCATGGACGAGCTCTTCGATCTTGCAGATTAG 

Protein 

> ONAC065 

MAAAADGLPPGVRFDPADDELVSRYLLRRLRKQPIPLHGVIHEADPLGAPPWMLLAAHGR 

GGDEAFFFAEARAKNVRGKRQKRTVEGGGFWQGQRVCIDGERLRVPGDGGGGEVGGELEI 

EWRKYMLSFFAEGERGSSGWVMHEYAITAPADLASSPIRLYRVRFSGHGKKRKREPERLG 

ARVHDDDVDGGERAAPRRAVAETALFVQQSSAVDCAESADQSFSGVIEPVFHDLPDMMPE 

QADAGDTAETTAAVVNLTDAMTEQPVLPLAADGDDQSSYGVIDPAFRDLADLMVLPPVLA 

QQEPPLAPVAMVDLPPGNADCADHQSCSGVIDPAFRDLPDMTVLPPEQADTGGGAETTTA 

MVSLTDKLKYSSSMDGEAAPAWCDFDFPESTDEVLSYMNFTAGAHDNNDGSVGRAAPWRP 

VSEIAMFEQPSAVDLPPGDADCTESADQSFSGVIEPVFHDLPDMIREQADAGDTAETTAA 

VVNQNYSMALCDFDSGIDFTAGAHDSGMERATPWTPMSEAALFEQQGPPLAPAAVVDLPP 

GNADCADHQSSYGDMIVLPSEQAGAGGGAETTEALFDQPVPPLAADCANQGSYGVIDPVF 

RDLADLIVLPPEQADAMDGEAAPAWCDFDFPENIDEALSYVDFTAGAHADNDGGVSETAM 

FEQPGSPPQHDPLLMDADGADQSSSSGALIDTVFGDHAEPIVLPLEQADTGGGAAAAVKL 

MDKQKYSSSSMDGEEAPAWCDSDFPESIDEVLSYVDFSTDGASCDFSMDELFDLAD* 

 

LOC_Os03g56580 (ONAC066) sequence information 

Genomic sequence length: 2292 nucleotides 

CDS length: 1089 nucleotides 

Protein length: 362 amino acids 



S149 

 
Genomic Sequence 

>ONAC066 

GAAAGGCCAATATCTCAAGAGAGCTAGCTAGAGCTCCATTTACAACCATTACAAGATTGC 

ATCAGAGAAGATATCTTCATAGATAATTGTTGGAGCAAGAACACAAGAAAACACGTAGGT 

TCAATTATAATCGATCGTGGAGATGGTGACCAGCAAGGAGTTTGCAAGGGATCAGGCGGC 

CATGGATCAGAAGATCAAGAGCGACGTCGGCGAGGTGGTGCTCGCCGGAGACGAGGAAGA 

AGACGGGGACGTGGTGCTCCCGGGGTTCAGGTTCCACCCGACCGACGAGGAGCTCGTCAC 

GTTCTACCTCCGGCGGAAGGTGGCGAGGAAGTCTCTCAGTATAGAGATCATCAAGGAGAT 

GGACATCTACAAGCACGATCCATGGGATCTCCCCAGTAAGTGCATCCCCAATTAATTTGA 

CAAATAACCTCAAACACAAATCATTTTCAAAATAATTGAGCTAAATTCTGTGTTTGTGTT 

TGAATGAATGGAATGATTTTGTGCAGATGCGAGCACGGTAGGTGGAGAGAAGGAGTGGTA 

CTTCTTCTGCCTGAGAGGGAGGAAGTACAGGAACAGCATCAGGCCCAACAGGGTGACGGG 

ATCCGGGTTCTGGAAGGCGACGGGGATCGACCGGCCGATCTACTCCGCCGCCGTCAACAG 

CAACTCCGGCGAGTCGATCGGGCTGAAGAAGTCGCTCGTCTACTACCGCGGCAGCGCCGG 

CAAGGGCACCAAGACCGACTGGATGATGCACGAGTTCCGCCTCCCGCCGGCGATCGCCGC 

CGCCGACGCCTCCCCGTGCATGCAAGAAGCTGTAAGCACGCACTCCCATGCTCTCATGCT 

CGTTCGTTCTCCTTCTCCATCGTCGTCAAGGCCTCGTGTACTCGATCCCATGTACGTAAG 

AAGTGCATTCGTAATGGGAGAATTACCCAAACTCAGCCTGGAGAGAGATGGAGAATTACC 

CAGACTCAACCTGGACGAGAGAGATGGGTCAGACTAGAGGGATACGAGCAACCAAACACA 

CCATATCCATATCCGGTTCTCCTCATCTGTGACAGATCACAACTACGTACAATTTGATAG 

TGTGGAGTACAATATCATCTGCAATACTTTACATCACCAAATCGTCTTAATATTTTTTTT 

CAAGCTAAGTTCAGCAGTTCTTTCGAGATTACAGGCCTCCTTTTGAACGAAGAAATTTTG 

CGAAAATTCTACAAAAATTGAACTAATCCATGTGAAAGTCCTACTGAAATTCCCACGTTT 

TAAAGGAGTACTGGACATCCTCTCACGTTCTGACGTGTTTCTAGTATTCTACCGATTGCC 

ATTTCTAACCGATAAGAGTACAGCCTCCTAATAGCATTGACCTCTAACTTGTGCACTTCT 

GACTGAAAAAAATGCAGGAGGTCTGGACCATCTGCAGAATCTTCAAGAGAAGCATCACCT 

ACAGGAAGCAGCAGCAGCAGCAGGCCTGGAGGCCGCCGGCGACGGTGACCGTCAAGGCCC 

CACCGCCGGGGGACTCGAGCTCCAACACCGGCAGCTTCGAGTCGGACGGCGGCGGCGACG 

AGTTCATGAACTGCGGCCTGACTCCGGCCATCTCCCAGCAGCAGCAGCACGGCGGCCGTC 

ATCAGATGATGAGCACGATGAGCTGCAACGGCGGCTACTTCTTCAACGACGGCATCCATC 

ACAGCCACAGCCACCACAAGCTTCATAGTCAATGGGGCTCCCTACAAATGGCGCCGCCGG 

AGCCGAAGCCGGAGCCGGAGCAGAAGCCTCTGAGCTCGCCGGCGATGACGATCGCCTTCC 

ATCAAAACGACCATGGCTTCCCCGCCGCCGCCGCGGATTTCTACAAGGATGGGTACTTGG 

AAGAGATTGCGAGGATGATGGAGGTGGCTGATCCAAGTCCAACAGGATTCTATGACTGTA 

GATATTGATCAGTAGGAACAGGGTTTCAGAATAGATGCTAGATATGCAGAATTCGCCGAC 

AAGAACAGTGCCCCCTTTGTGTGAGAGGCTGACATGTAGGGCCCATGCTGCAGAGGCTGC 

TATCACTATTAGTCTTGTACTTTTGTTTTCTGATCTAATATATACACTCCAGATGGGATG 

TGAACTGTCATACAAGATACCTGATTGTTACTTGTGTACTTGTGTCTGTGATGAACTGCT 

GGCTATATGCATACTACACCTGTTTCAAAATATAAGTGATATTGGCTATACAATTCATAG 

ATAATATCTCTTAGATTTTGAGATGGAGGTAATATCTCTTAGTACTTAATGAATCATTTT 

TTGGGGTGATCA 

CDS 

> ONAC066 
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ATGGTGACCAGCAAGGAGTTTGCAAGGGATCAGGCGGCCATGGATCAGAAGATCAAGAGC 

GACGTCGGCGAGGTGGTGCTCGCCGGAGACGAGGAAGAAGACGGGGACGTGGTGCTCCCG 

GGGTTCAGGTTCCACCCGACCGACGAGGAGCTCGTCACGTTCTACCTCCGGCGGAAGGTG 

GCGAGGAAGTCTCTCAGTATAGAGATCATCAAGGAGATGGACATCTACAAGCACGATCCA 

TGGGATCTCCCCAATGCGAGCACGGTAGGTGGAGAGAAGGAGTGGTACTTCTTCTGCCTG 

AGAGGGAGGAAGTACAGGAACAGCATCAGGCCCAACAGGGTGACGGGATCCGGGTTCTGG 

AAGGCGACGGGGATCGACCGGCCGATCTACTCCGCCGCCGTCAACAGCAACTCCGGCGAG 

TCGATCGGGCTGAAGAAGTCGCTCGTCTACTACCGCGGCAGCGCCGGCAAGGGCACCAAG 

ACCGACTGGATGATGCACGAGTTCCGCCTCCCGCCGGCGATCGCCGCCGCCGACGCCTCC 

CCGTGCATGCAAGAAGCTGAGGTCTGGACCATCTGCAGAATCTTCAAGAGAAGCATCACC 

TACAGGAAGCAGCAGCAGCAGCAGGCCTGGAGGCCGCCGGCGACGGTGACCGTCAAGGCC 

CCACCGCCGGGGGACTCGAGCTCCAACACCGGCAGCTTCGAGTCGGACGGCGGCGGCGAC 

GAGTTCATGAACTGCGGCCTGACTCCGGCCATCTCCCAGCAGCAGCAGCACGGCGGCCGT 

CATCAGATGATGAGCACGATGAGCTGCAACGGCGGCTACTTCTTCAACGACGGCATCCAT 

CACAGCCACAGCCACCACAAGCTTCATAGTCAATGGGGCTCCCTACAAATGGCGCCGCCG 

GAGCCGAAGCCGGAGCCGGAGCAGAAGCCTCTGAGCTCGCCGGCGATGACGATCGCCTTC 

CATCAAAACGACCATGGCTTCCCCGCCGCCGCCGCGGATTTCTACAAGGATGGGTACTTG 

GAAGAGATTGCGAGGATGATGGAGGTGGCTGATCCAAGTCCAACAGGATTCTATGACTGT 

AGATATTGA 

Protein 

> ONAC066 

MVTSKEFARDQAAMDQKIKSDVGEVVLAGDEEEDGDVVLPGFRFHPTDEELVTFYLRRKV 

ARKSLSIEIIKEMDIYKHDPWDLPNASTVGGEKEWYFFCLRGRKYRNSIRPNRVTGSGFW 

KATGIDRPIYSAAVNSNSGESIGLKKSLVYYRGSAGKGTKTDWMMHEFRLPPAIAAADAS 

PCMQEAEVWTICRIFKRSITYRKQQQQQAWRPPATVTVKAPPPGDSSSNTGSFESDGGGD 

EFMNCGLTPAISQQQQHGGRHQMMSTMSCNGGYFFNDGIHHSHSHHKLHSQWGSLQMAPP 

EPKPEPEQKPLSSPAMTIAFHQNDHGFPAAAADFYKDGYLEEIARMMEVADPSPTGFYDC 

RY* 

 

 

LOC_Os03g39100 (ONAC069) sequence information 

Genomic sequence length: 1503 nucleotides 

CDS length: 1503 nucleotides 

Protein length: 500 amino acids 
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Genomic Sequence 

> ONAC069 

ATGGCGGGCGCGGATGGGCTCCTTCCCGGCCTCAGGTTCGACCCTAGCGACGACGAGCTC 

GTCTCCCGCTACCTTCTCCGGCGCATCCAGCAGAAGCCCCTCCCGCTCGACGGCGTCATC 

GTGGATGCCGATCCCCTGAGCGTGCCGCCATGGACGCTTCTCGCGGATCACACCCGAGGC 

GACGAGGCCTTCTTCTTCGCGGAGGCACGCGCCAAGAATGGCAAGGGCAAGCGACAGAAG 

CGAACCGTGGAGGGCGGAGGGTTCTGGCAGGGGCAGAGGATGGCCGTGGATGGCGAGCGG 

CTGGTCGTCCCAGGCGACGATGGAGGCGGCGGCGGCGACGAAGGCCTGGAGATCACGTGG 

CGCAAGTATGTGTTGAGCTTCTTCGCCGAGGGTGAACGGGGCAGCTCGGGCTGGGTTATG 

CACGAGTACGCCGTGACGTCGCCGGCTGACCTCGCCTCGTCGCAGCTCCGGCTGTACCGC 

GTCAGGTTCAGCGGCCACGGCAAGAAGCGCAAGAGGGAGCCGCAGTGTCTGGACTCCCAC 

GACGACGACGACGGCGGGGATCAAGAAAGCGCGACTCACCGGCGCGCCGTGGCTGAGACC 

ACTCTGTTCGACGGATACGTGCCTCGTCCTGCAGCCGACGGCACCGACCAGGGCACCTAT 

GGCGTGATCGACGGCGAATCTTCGCTGGCGTCACATTGTCTTCCCGATCAGATCGTTCCC 

CCAGCAGAAGAAGCTGATGCCACTGCTGGTGTAGAGAATCCTCTGCTCGATGAGGAGCGC 

TGGTCACCACCACAGCCCGCTCTGGTGAAGCAGAACTCCTACGACCTAATGGCCATTTCG 

TCACTGCTGTTTTCTGATCTTCCCGACAGAATCGATGACGATGACCTGTCTGTGTCGCAA 

ACAGAGGGCACCGAGCTGTCCGAGCAGGGCTCCTCCGGCGTGATCGACGACGATTATTGG 

CGGGTGTTCCATGGACTTTCCGACCTGATCGCGCTGCCAGCAGAGGAAGCCGATGCCACC 

GGTGGTGCAGAGAGAGAAGAGATCGCTCTGCTCGACGAGGAGCGCTGCCCGCAACCACAG 

CCCGCTCCTCCTACTGCAGCTCTAGTGCCACCACTGCAGGGCCAGAGCTCCTACGACTTG 

ATGGCTGATTCGTCACTGTTATTTGCTGATCTTCCTGGGAGCATCGATGACGATGAGCTG 

CAGCGATCTCTGCGTGCGTCGGACATGCCTGACCAGTTCTTGGCGCAGACAGAGGAAGCC 

GGTGCCGGTGGTGGTGGTGGCGCAGCGGCAGCGCTGAACAAGCAGAGCAACTCCTCACCG 

TTGGGCGTCGAGGTGCCGATGGCGTTGTCTGATCTTGAGTCCCCAGAGAGCATGCCTTTG 

TCTGATCTAGAGTTCCCAGAGAGCATCGATGAAGTGCTTAGTTACATTGACTTCACCACG 

GATGATACGAGCTGCCTCGATTTCGACATGGACGAGCTGTTTTCCGACATGCCAGCAGAC 

TAG 

CDS 

> ONAC069 

ATGGCGGGCGCGGATGGGCTCCTTCCCGGCCTCAGGTTCGACCCTAGCGACGACGAGCTC 

GTCTCCCGCTACCTTCTCCGGCGCATCCAGCAGAAGCCCCTCCCGCTCGACGGCGTCATC 

GTGGATGCCGATCCCCTGAGCGTGCCGCCATGGACGCTTCTCGCGGATCACACCCGAGGC 

GACGAGGCCTTCTTCTTCGCGGAGGCACGCGCCAAGAATGGCAAGGGCAAGCGACAGAAG 

CGAACCGTGGAGGGCGGAGGGTTCTGGCAGGGGCAGAGGATGGCCGTGGATGGCGAGCGG 

CTGGTCGTCCCAGGCGACGATGGAGGCGGCGGCGGCGACGAAGGCCTGGAGATCACGTGG 

CGCAAGTATGTGTTGAGCTTCTTCGCCGAGGGTGAACGGGGCAGCTCGGGCTGGGTTATG 

CACGAGTACGCCGTGACGTCGCCGGCTGACCTCGCCTCGTCGCAGCTCCGGCTGTACCGC 

GTCAGGTTCAGCGGCCACGGCAAGAAGCGCAAGAGGGAGCCGCAGTGTCTGGACTCCCAC 

GACGACGACGACGGCGGGGATCAAGAAAGCGCGACTCACCGGCGCGCCGTGGCTGAGACC 

ACTCTGTTCGACGGATACGTGCCTCGTCCTGCAGCCGACGGCACCGACCAGGGCACCTAT 

GGCGTGATCGACGGCGAATCTTCGCTGGCGTCACATTGTCTTCCCGATCAGATCGTTCCC 

CCAGCAGAAGAAGCTGATGCCACTGCTGGTGTAGAGAATCCTCTGCTCGATGAGGAGCGC 
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TGGTCACCACCACAGCCCGCTCTGGTGAAGCAGAACTCCTACGACCTAATGGCCATTTCG 

TCACTGCTGTTTTCTGATCTTCCCGACAGAATCGATGACGATGACCTGTCTGTGTCGCAA 

ACAGAGGGCACCGAGCTGTCCGAGCAGGGCTCCTCCGGCGTGATCGACGACGATTATTGG 

CGGGTGTTCCATGGACTTTCCGACCTGATCGCGCTGCCAGCAGAGGAAGCCGATGCCACC 

GGTGGTGCAGAGAGAGAAGAGATCGCTCTGCTCGACGAGGAGCGCTGCCCGCAACCACAG 

CCCGCTCCTCCTACTGCAGCTCTAGTGCCACCACTGCAGGGCCAGAGCTCCTACGACTTG 

ATGGCTGATTCGTCACTGTTATTTGCTGATCTTCCTGGGAGCATCGATGACGATGAGCTG 

CAGCGATCTCTGCGTGCGTCGGACATGCCTGACCAGTTCTTGGCGCAGACAGAGGAAGCC 

GGTGCCGGTGGTGGTGGTGGCGCAGCGGCAGCGCTGAACAAGCAGAGCAACTCCTCACCG 

TTGGGCGTCGAGGTGCCGATGGCGTTGTCTGATCTTGAGTCCCCAGAGAGCATGCCTTTG 

TCTGATCTAGAGTTCCCAGAGAGCATCGATGAAGTGCTTAGTTACATTGACTTCACCACG 

GATGATACGAGCTGCCTCGATTTCGACATGGACGAGCTGTTTTCCGACATGCCAGCAGAC 

TAG 

Protein 

> ONAC069 

MAGADGLLPGLRFDPSDDELVSRYLLRRIQQKPLPLDGVIVDADPLSVPPWTLLADHTRG 

DEAFFFAEARAKNGKGKRQKRTVEGGGFWQGQRMAVDGERLVVPGDDGGGGGDEGLEITW 

RKYVLSFFAEGERGSSGWVMHEYAVTSPADLASSQLRLYRVRFSGHGKKRKREPQCLDSH 

DDDDGGDQESATHRRAVAETTLFDGYVPRPAADGTDQGTYGVIDGESSLASHCLPDQIVP 

PAEEADATAGVENPLLDEERWSPPQPALVKQNSYDLMAISSLLFSDLPDRIDDDDLSVSQ 

TEGTELSEQGSSGVIDDDYWRVFHGLSDLIALPAEEADATGGAEREEIALLDEERCPQPQ 

PAPPTAALVPPLQGQSSYDLMADSSLLFADLPGSIDDDELQRSLRASDMPDQFLAQTEEA 

GAGGGGGAAAALNKQSNSSPLGVEVPMALSDLESPESMPLSDLEFPESIDEVLSYIDFTT 

DDTSCLDFDMDELFSDMPAD* 

 

LOC_Os02g57650 (ONAC070) sequence information 

Genomic sequence length: 4088 nucleotides 

CDS length: 1899 nucleotides 

Protein length: 632 amino acids 

Genomic Sequence 

> ONAC070 

CTATTATTATTTTCTTTCTCATCACGCGGCTGCGTCCGTATCGCGACTTTTATCCTCTCC 

TCCCCAACTAACTCGGCGTTCGCCATCTCGTGTCGACTTCCTCCTCAAAACCCTAATTCC 
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ATCCACCGCTCGATCCAATCTACCCTCTCTCTCGATTCTCAATTCTCAATTCTCCCTGCA 

AAATTCCCAATCCTCCGTGCAGAATTAGAATTATGCGGGATTGATCCCCTCCCACGGGAT 

CTCCAATATCATATCCATCCAGAAATTGAAATTCCCCTCGCCGCCGATGAGCCAATCGCC 

GCCGGACTCCTCCTCCGCGGCGGCGGTGCCCCTGGCGCCGGGGTTTCGCTTCCACCCCAC 

CGACGAGGAGCTCGTCTCCTACTACCTCCGCCGCCGCATCCTCGGCCGCCGCCTCCGGAT 

CGACGCCATCGCCGAGGTCGACCTCTACCGCCTCGAGCCGTGGGACCTCCCCTCCCTCTC 

CCGCATCCGGAGCCGCGACGCGCAGTGGTACTTCTTCGCCCGCCTCGACCGCAAGGTCAC 

CGGCGCCGGGGCCGGCGGCCGCGGCGGCCCCGGGAACAGGACCAACCGCGCCACGCCGCG 

CGGCTACTGGAAGACCACCGGGAAGGACCGCGATGTCCACCACCGCGGCAAGCTCGTCGG 

GATGAAGAAGACGCTCGTCTTCCACTCCGGTAGGGCGCCCAAGGGCCAGAGGACCAACTG 

GGTCATGCACGAGTACCGCCTCCTCGACGCCGACGGCACCCAGGTACCTGTGAAATCATT 

TGATCCATCTCAAATTTCGCAGGATCTACCGTACCACGAGATCACGAGATTAGCGGTAGC 

ACCAAAAAAATTCTGTTCTTTTAGCTTGTCTCCTGCTAGGCTTGTGTGAGCGGTAGGTGG 

GAACTGGTCCTATTCTACTTTCAACACTCGTTACTTGCTGCTGCTTAGATATGTTATCTA 

GTGCGACCCTGTCCCGGGCCTAGAATGGTTACAACATTCTCATGTTTGTTCACTTGATAC 

CTATATATGGTAGGTAAAAACCTTTCCTTACAACATCAATGACTTGCTTTGAGAAAAACC 

AATATGAGCATGAGCTTATCTTTTGTCAATAAAAGAAGAAAAAAGTGCGAGATGCACTGG 

TAGAAGTGATAGAGCACGTCTGGAAATGTATGAAGCAAGGGGGCTTTTAACTGGGCTATT 

TAAGCATTGGAAATCTTATCCTCACTCTGAATTGAGGAGTCTGAATTGCGGAGGACCAAT 

GGTTTTTAACCTGTATAGAATATTGATGTAGCATCCTTTTCTGATAGCTGATGTTAGTTT 

CCTGTTGAGTGCGCAGGATCTGCATGTGGTGTGTAGAATCTTCCAGAAAAATGGATCTGG 

GCCACAAAATGGTGCACAGTACGGTGCGCCATACTTGGAGGAAGATTGGGAAGAGGAGGA 

TGATGCAATTGAGAACATGCCTGCCAGTGGCGCTTTCGCTGAAATGGCTGCAGTCACAGA 

TACTGCAGATGAGTCGACTGAGGAAGATGGGAATTTCTCCCTTAAAACTAATGATGAGCC 

TTTACAAGTAAGTACTCCCTCCATCCCATAATATAAGGGATTTTGAGTTTTTGCTTGCAA 

CGTTTGACCACTCATCTTATTCAAAATTTTTTGAAATTATTAATTATTTTATTTGTGACT 

TACTTTATTATCTACAGTACTTTAAGCACAACTTTTCGTTTTTTATATTTGCAAAAAAAT 

TTGAATAAGACGAGTGGTCAAACGTTGCAAGCAAAAACTGAAAATCCCTTATATTGTGGG 

ACGGAGGGAGTAGTGCCCATTTTCTTTTGTATTTTCCAAGATGTTAGTTATTAAAAACTG 

AAATTGTACTGTCAATACTCAACACCTATAATGAAAACTAGAGGATGCCAGGAATCCATG 

GAATTACCTTTAACTGAAAACATTCTATGTGACTATATCAATGAATACAGGATAATGATA 

GCTGAAACAACTAAGTAGACTATGCATTTGCCATCATGGTTGAAGAGTTCTTTTCTTTAA 

TTAAGGTTTTGCATGTTTCTATTCCCTGTTACTGTTCTGACAAAATTTTAAAATAGAATA 

ATTCTTGCTGGATTTTATCTCTTCATATTTTTTTCCTCGATAATATATTTATTGCTCCTC 

CTATCAAGTGCTCTGTGATGTGTAACACACCTTCATGTACTTCAATTACCACTACAGACC 

CAAGAATACCAGCCAGAGATAACTCCTGTGAAAGCTCAAGGTTCAAATGAGGAGACCAAT 

GGCGGTGGTTACAGTTGTGATGTTTTTTCTCTGGATGAGATTTTGCAGGAACCTGAAAAT 

GTCTGCAAAAATGAAGAGCAGAATGCCATTGATGACAAGTTCACTATCGCAGAGTTATCT 

GGATACCCAAGGCAAGATGATGGCTATGTAGGCGAGAATGGTCCTGTGAATTGGATTGAC 

CCTTCAAATGGTGATAATACAAACTGGCCTTTGAGAGCATATAGTACTCAGAACCATGTC 

AATGGAACACTTAGCGCTGATGGTTTCTTTGACACGGTGAATGGTACCAACTCATATTCA 

GGTCCTTCAGATAACCAGAACCTGTATTTGCAAGATGATGGCTTGACTTCTTCTCATCAA 

GTGGGCGATAACATGCCATTTTATGACGCATCATCTAATCACAAATGGGTAGATGGAAAG 

GATGATTATTTGAATTTGAATGACCTCCTCTACCCGCCAGCAGAAAATCAACCCCTGTTT 

GATGCTGGGGATGACCTGATGGCTTACTTCGATGCCACGGAGGATGATTTCAAATTTGAT 
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ATTATGGGCACAGAAGATTCTAATTCTCAACTTCCAGACATGTCGAACTTTGTCCAAAAG 

GTATGCTTCGGTGCACGCATGTCACATAACTATGCTACAGTTCTCTTACATCTAGTTAGA 

AGGACACTTCCTGATCACTATCCTTCTTTGACTTCTTTCTGGTTATCAACTGTTGTATTA 

TTTTCTCTGCAGGATGATAACAACAATAAGTTTACATTAGATGGGATCTCTAATACCGCT 

TTGTATGGTGCTTCTTCATCTGGATCCCATGGCAATATGTATCCAGACACTGCAGTACCA 

GGTATGGCTTTATCACTATATGCTTATTAGTAACTATTTTCATCTACTAAAGTTTGCCCA 

TTGCTTTGGGGGTACATACAAGCATCTTTTATGAAATGTGACCATACTTGCATCTAAGTC 

TCTCTTCTTTAAAAATCTCATGGAACTACTTTGGTCCAGATATGCCGATGGATGACACTG 

TTGACAAAAGTTTCGGAAAGCGCCTTGCCAGCATGCTGGGTTCAATTCCAGCTCCACCCG 

CAATGGCTTCAGAGTTCCCGCCGAGCACAGGAAAATCTGTTGTCCCACTTAGTGCTGTCA 

ACCCGAGTAGCTCTATCCGTGTCACTGCAGGCATTATCCAACTCGGTGGTATCACTTTTA 

CTGGTAGCACCGAGCACCTGCAGAAGAATGGAGATTTCAATTTGCTCCTCTCTTTCACTG 

TCGAGGGCGACGTCTCAACCAAATCCATTGGTTTTGAACCGGATACGCAGATGAGCACCA 

CGCCAATGGTGTTGCGCAGCGGCATGTATCTTTTCTTCGTATCGGCGATGATTCTCATGT 

TGAGCTACAAAGTTGGGCTGTGTATCTACAGCAGGTAAGTTATAGTAGTTTTTGTTGCCC 

CAGGCTGTTTATTAAATTGAAGGAGTCATACAGAGTCCACTCGACGTAGAGGGAACTGCC 

TGCGATTTGGACAGTTTGGTTCTTTACATTGTTATAGTTGGTATACCGTTCTGACAGTTG 

AAAGATACATAGCAATAAACTCTGGAATTGGAGAAACTAGAGTTACACGAATTTGGTGCT 

GAAACTTTTGTTGGTGGCATGTACTGTATAATTTACTCTATTTATTTATTTCACCCAATT 

CTGGGAGGCTGTAAGCGTTCCCCGATCGATGTAAGCTGATCTGAAACCTGAATACGCGCT 

CTTCATTTTTCATACCCAAAGGGCCGAGAGGCACAGTTTGCAGTTACTGTTGATCAATTT 

TCGGATGG 

CDS 

> ONAC070 

ATGAGCCAATCGCCGCCGGACTCCTCCTCCGCGGCGGCGGTGCCCCTGGCGCCGGGGTTT 

CGCTTCCACCCCACCGACGAGGAGCTCGTCTCCTACTACCTCCGCCGCCGCATCCTCGGC 

CGCCGCCTCCGGATCGACGCCATCGCCGAGGTCGACCTCTACCGCCTCGAGCCGTGGGAC 

CTCCCCTCCCTCTCCCGCATCCGGAGCCGCGACGCGCAGTGGTACTTCTTCGCCCGCCTC 

GACCGCAAGGTCACCGGCGCCGGGGCCGGCGGCCGCGGCGGCCCCGGGAACAGGACCAAC 

CGCGCCACGCCGCGCGGCTACTGGAAGACCACCGGGAAGGACCGCGATGTCCACCACCGC 

GGCAAGCTCGTCGGGATGAAGAAGACGCTCGTCTTCCACTCCGGTAGGGCGCCCAAGGGC 

CAGAGGACCAACTGGGTCATGCACGAGTACCGCCTCCTCGACGCCGACGGCACCCAGGAT 

CTGCATGTGGTGTGTAGAATCTTCCAGAAAAATGGATCTGGGCCACAAAATGGTGCACAG 

TACGGTGCGCCATACTTGGAGGAAGATTGGGAAGAGGAGGATGATGCAATTGAGAACATG 

CCTGCCAGTGGCGCTTTCGCTGAAATGGCTGCAGTCACAGATACTGCAGATGAGTCGACT 

GAGGAAGATGGGAATTTCTCCCTTAAAACTAATGATGAGCCTTTACAAACCCAAGAATAC 

CAGCCAGAGATAACTCCTGTGAAAGCTCAAGGTTCAAATGAGGAGACCAATGGCGGTGGT 

TACAGTTGTGATGTTTTTTCTCTGGATGAGATTTTGCAGGAACCTGAAAATGTCTGCAAA 

AATGAAGAGCAGAATGCCATTGATGACAAGTTCACTATCGCAGAGTTATCTGGATACCCA 

AGGCAAGATGATGGCTATGTAGGCGAGAATGGTCCTGTGAATTGGATTGACCCTTCAAAT 

GGTGATAATACAAACTGGCCTTTGAGAGCATATAGTACTCAGAACCATGTCAATGGAACA 

CTTAGCGCTGATGGTTTCTTTGACACGGTGAATGGTACCAACTCATATTCAGGTCCTTCA 

GATAACCAGAACCTGTATTTGCAAGATGATGGCTTGACTTCTTCTCATCAAGTGGGCGAT 

AACATGCCATTTTATGACGCATCATCTAATCACAAATGGGTAGATGGAAAGGATGATTAT 
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TTGAATTTGAATGACCTCCTCTACCCGCCAGCAGAAAATCAACCCCTGTTTGATGCTGGG 

GATGACCTGATGGCTTACTTCGATGCCACGGAGGATGATTTCAAATTTGATATTATGGGC 

ACAGAAGATTCTAATTCTCAACTTCCAGACATGTCGAACTTTGTCCAAAAGGATGATAAC 

AACAATAAGTTTACATTAGATGGGATCTCTAATACCGCTTTGTATGGTGCTTCTTCATCT 

GGATCCCATGGCAATATGTATCCAGACACTGCAGTACCAGATATGCCGATGGATGACACT 

GTTGACAAAAGTTTCGGAAAGCGCCTTGCCAGCATGCTGGGTTCAATTCCAGCTCCACCC 

GCAATGGCTTCAGAGTTCCCGCCGAGCACAGGAAAATCTGTTGTCCCACTTAGTGCTGTC 

AACCCGAGTAGCTCTATCCGTGTCACTGCAGGCATTATCCAACTCGGTGGTATCACTTTT 

ACTGGTAGCACCGAGCACCTGCAGAAGAATGGAGATTTCAATTTGCTCCTCTCTTTCACT 

GTCGAGGGCGACGTCTCAACCAAATCCATTGGTTTTGAACCGGATACGCAGATGAGCACC 

ACGCCAATGGTGTTGCGCAGCGGCATGTATCTTTTCTTCGTATCGGCGATGATTCTCATG 

TTGAGCTACAAAGTTGGGCTGTGTATCTACAGCAGGTAA 

Protein 

> ONAC070 

MSQSPPDSSSAAAVPLAPGFRFHPTDEELVSYYLRRRILGRRLRIDAIAEVDLYRLEPWD 

LPSLSRIRSRDAQWYFFARLDRKVTGAGAGGRGGPGNRTNRATPRGYWKTTGKDRDVHHR 

GKLVGMKKTLVFHSGRAPKGQRTNWVMHEYRLLDADGTQDLHVVCRIFQKNGSGPQNGAQ 

YGAPYLEEDWEEEDDAIENMPASGAFAEMAAVTDTADESTEEDGNFSLKTNDEPLQTQEY 

QPEITPVKAQGSNEETNGGGYSCDVFSLDEILQEPENVCKNEEQNAIDDKFTIAELSGYP 

RQDDGYVGENGPVNWIDPSNGDNTNWPLRAYSTQNHVNGTLSADGFFDTVNGTNSYSGPS 

DNQNLYLQDDGLTSSHQVGDNMPFYDASSNHKWVDGKDDYLNLNDLLYPPAENQPLFDAG 

DDLMAYFDATEDDFKFDIMGTEDSNSQLPDMSNFVQKDDNNNKFTLDGISNTALYGASSS 

GSHGNMYPDTAVPDMPMDDTVDKSFGKRLASMLGSIPAPPAMASEFPPSTGKSVVPLSAV 

NPSSSIRVTAGIIQLGGITFTGSTEHLQKNGDFNLLLSFTVEGDVSTKSIGFEPDTQMST 

TPMVLRSGMYLFFVSAMILMLSYKVGLCIYSR* 

 

LOC_Os03g59730 (ONAC071) sequence information 

Genomic sequence length: 2624 nucleotides 

CDS length: 1491 nucleotides 

Protein length: 496 amino acids 

Genomic Sequence 

> ONAC071 

ATGGCAGCCATCAACCCTGTCGCCGGCGAGGTCGCCGCGGCCACCGCCAAAGCTCCTCCG 

CCGGCAATGGCCACCGTCCGAGCTCCTCTGCCGGCAAACCACTACTCACCATACCACTCG 
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GCGTCGGCGGCGGGCTCCTACGCTGCAAACACGCAATCGACGTCGTCGCCGGTAAGTCCG 

GCCTCGCCGGCGATGATCTCCTCCTCCTCCTCGTCCTTGCCGCCGCAGCAGCAGCGTACA 

TGGCAACCGCAACCAACCACCTTCTCCCAAGCCAATCCAGGGCACGCCTACCAACAAGAT 

CATCTTCCCGCCGTCGCCGGCCGCCGCTTCTTCCCGCCGCCGGCCATGCAAATGCAGTAC 

TACCACCAGCAGCCGGACGGCGTGGCCATGGTAGGAAGCGGCCATCCCATGGCGGCTCCC 

GTACACTCGTCGCCGCTCGCCACCACCTCTGGCAGCAACCATGCCGTTGTTCCAGACGCG 

CCGCCGCAAGAACCTGCCAAGCGCCGACGCCGCAACACCGCCGCCGCCGCCACCGCTCGC 

CGGGGCCGCGGCCGACCCCGCGGCGCCACCGCATCCAGCGCGCATTCGGCGCCGCCGCCG 

CCGCAGCAGCAGCAGCAGCCAACTACATCCGCTCCCGCCATTACAGCCCAGCGCAACGAC 

GACGTCAACCAAGAAGATGACAACCAGAGCAGCAAGAACAGCGCGGAGGAAGCGGTGGTG 

GTCGACGGTGGTGAGCCACCTGCAGCTACATCCGCTCTCGCCATTGTTCCCCGACACGGC 

GATGTCGGCGATGCGGATCGGCCGGTGTCCCCGTACTCCGATATCCCCGGAGTGCGGTTC 

ACGCCGACCGACCAAGAACTCATCATCCACTTCCTCAAACCAAAATACAACCTCCGCGAC 

GCCATGCCGACCAACATCATCGTCATCAAGCAATTGGACGTCTGCAAGTTGAACCTAGAC 

GAACTCCATGGTCAGATGGATCGATCGATCCTATGATCACTCCATCGTAATGTTCTTGAT 

GACGAACACGATTATAACTTCTTAGTTCTTGTTTTCTTTTCAGGAGATCTTGGCCTCGGG 

AAGAGCTTGGACGGGGCGTGGTACGTGTTCTCGCCGAGGAGCCGGTACAAGGAGCGCGGC 

GTCCGGCCGGCGAGGGGGATCAAGACGACGGCGGTGGGGTACTGGAAGTCTAACAGCGCG 

GAGGCCGACGTCGTCGACGACGACGGCGAGGTGATCGGCAGGGTGAACAGCCTCACGCTC 

GCGCTCGGCCATCAGCCGAGAGGGAAGGCGACGCACTGGAGGATGAAGGAGTATCGCATC 

CCGCAGTTTCAGATTCCACTTGGCCAAGAAGATTCAAACCGCCTGGTAAATTGGTGCACT 

TCCTTTAATTTATACTCCCTCCGCCCAAAAAAAAGATAAATCCTGGGTTTCTGTGTCCAA 

CATTTGACCGTCCGTCTTATATGAAATTTTTTTATAATTAGTATTTTCATTGTTGTTAGA 

TGATAAAACATGATTAATATTTTATGCGTGACTTGTCTTTTTAATTCTTTTCATAATTTT 

TTAAATAAGATGGACGGTCAAACGTTGGACACGGAAACCAGGGTTTGTCTTTTTTTTTGG 

GGACGGAGGAAGTATGTCCAATTCAAATTCAATGCACTAGCAGTTGTAAGCTTTAACATG 

ATACTCACTTCACCCTAAAATATAGAAATCTATAACTGCTTGGAACACATACTTAACACT 

GTAAATCGATCTGAACAAGTTGATAATGTCTTTCTATATTTTAGGACGAGGTAGTAGCAT 

TTTGAAACATGCATAAAATGGATATTAACATCATATGATGTGACGATTGTTGGACCACAT 

ATCAATCCCATCTCGGTCGATATTATTGTAGTGTAGGTGTCAAAGTCGCTTAAAAATGCT 

ATTGTATTTATGTTTCTTTTACTTGTTATTTCAGACAGTGATATAGTCTCCAGTATATAT 

ATCTCATAATTACTTTTTGTAATTATATATTTAGAAAACTCATAAAAATATAACCGTGTG 

GAAGCAATTTACCTGACAAATCTACTAATAATACCATTTTCATGTATTAAATCCCATTCC 

TTCTTAACGTATTATTGGTTATAACTTTTAGGTTTGATTGGACAGGTTTATAATGTCAGC 

CTTCTAAGAATGAAAGTAGTAAAACTAAAACTGAATTCTCGTGGAGGAACATACAAGAGA 

ACTGCATATAGGTTTTTTTTTCATGCAAATTCATATCAAAGGCTATATGAGAATTTGAGT 

TTGTTTAAAACGGGGCTAACATAGCATGCAAGCATCATCAGATTACCTCATCTTGCATTG 

TCTTGCAGCTTGTTTCCAGTGTGATAAGTTGATCTTGTTACATCTCTACATGCTCATCTT 

GTCAGCTTACACCCATGCTCTCTCAAGACATTGTTCTTTTTTACTTTCTGCAGCTGGATG 

AATGGGTGCTCTGTAAATTGTACCATAGCTTTGCATACAAACAGAAGGGTAAATGCAAGG 

TTCATGAAGAGGGCAGCAAATCAGATAGAGGTGTACAAGACCTAAGTATAGATGATGACC 

GCAAAACATGTGACATTGAAGCCAACAAACCAAATGGAGTGTAG 

CDS 

> ONAC071 
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ATGGCAGCCATCAACCCTGTCGCCGGCGAGGTCGCCGCGGCCACCGCCAAAGCTCCTCCG 

CCGGCAATGGCCACCGTCCGAGCTCCTCTGCCGGCAAACCACTACTCACCATACCACTCG 

GCGTCGGCGGCGGGCTCCTACGCTGCAAACACGCAATCGACGTCGTCGCCGGTAAGTCCG 

GCCTCGCCGGCGATGATCTCCTCCTCCTCCTCGTCCTTGCCGCCGCAGCAGCAGCGTACA 

TGGCAACCGCAACCAACCACCTTCTCCCAAGCCAATCCAGGGCACGCCTACCAACAAGAT 

CATCTTCCCGCCGTCGCCGGCCGCCGCTTCTTCCCGCCGCCGGCCATGCAAATGCAGTAC 

TACCACCAGCAGCCGGACGGCGTGGCCATGGTAGGAAGCGGCCATCCCATGGCGGCTCCC 

GTACACTCGTCGCCGCTCGCCACCACCTCTGGCAGCAACCATGCCGTTGTTCCAGACGCG 

CCGCCGCAAGAACCTGCCAAGCGCCGACGCCGCAACACCGCCGCCGCCGCCACCGCTCGC 

CGGGGCCGCGGCCGACCCCGCGGCGCCACCGCATCCAGCGCGCATTCGGCGCCGCCGCCG 

CCGCAGCAGCAGCAGCAGCCAACTACATCCGCTCCCGCCATTACAGCCCAGCGCAACGAC 

GACGTCAACCAAGAAGATGACAACCAGAGCAGCAAGAACAGCGCGGAGGAAGCGGTGGTG 

GTCGACGGTGGTGAGCCACCTGCAGCTACATCCGCTCTCGCCATTGTTCCCCGACACGGC 

GATGTCGGCGATGCGGATCGGCCGGTGTCCCCGTACTCCGATATCCCCGGAGTGCGGTTC 

ACGCCGACCGACCAAGAACTCATCATCCACTTCCTCAAACCAAAATACAACCTCCGCGAC 

GCCATGCCGACCAACATCATCGTCATCAAGCAATTGGACGTCTGCAAGTTGAACCTAGAC 

GAACTCCATGGAGATCTTGGCCTCGGGAAGAGCTTGGACGGGGCGTGGTACGTGTTCTCG 

CCGAGGAGCCGGTACAAGGAGCGCGGCGTCCGGCCGGCGAGGGGGATCAAGACGACGGCG 

GTGGGGTACTGGAAGTCTAACAGCGCGGAGGCCGACGTCGTCGACGACGACGGCGAGGTG 

ATCGGCAGGGTGAACAGCCTCACGCTCGCGCTCGGCCATCAGCCGAGAGGGAAGGCGACG 

CACTGGAGGATGAAGGAGTATCGCATCCCGCAGTTTCAGATTCCACTTGGCCAAGAAGAT 

TCAAACCGCCTGCTTACACCCATGCTCTCTCAAGACATTGTTCTTTTTTACTTTCTGCAG 

CTGGATGAATGGGTGCTCTGTAAATTGTACCATAGCTTTGCATACAAACAGAAGGGTAAA 

TGCAAGGTTCATGAAGAGGGCAGCAAATCAGATAGAGGTGTACAAGACCTAAGTATAGAT 

GATGACCGCAAAACATGTGACATTGAAGCCAACAAACCAAATGGAGTGTAG 

Protein 

> ONAC071 

MAAINPVAGEVAAATAKAPPPAMATVRAPLPANHYSPYHSASAAGSYAANTQSTSSPVSP 

ASPAMISSSSSSLPPQQQRTWQPQPTTFSQANPGHAYQQDHLPAVAGRRFFPPPAMQMQY 

YHQQPDGVAMVGSGHPMAAPVHSSPLATTSGSNHAVVPDAPPQEPAKRRRRNTAAAATAR 

RGRGRPRGATASSAHSAPPPPQQQQQPTTSAPAITAQRNDDVNQEDDNQSSKNSAEEAVV 

VDGGEPPAATSALAIVPRHGDVGDADRPVSPYSDIPGVRFTPTDQELIIHFLKPKYNLRD 

AMPTNIIVIKQLDVCKLNLDELHGDLGLGKSLDGAWYVFSPRSRYKERGVRPARGIKTTA 

VGYWKSNSAEADVVDDDGEVIGRVNSLTLALGHQPRGKATHWRMKEYRIPQFQIPLGQED 

SNRLLTPMLSQDIVLFYFLQLDEWVLCKLYHSFAYKQKGKCKVHEEGSKSDRGVQDLSID 

DDRKTCDIEANKPNGV* 
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LOC_Os09g32260 (ONAC072) sequence information 

Genomic sequence length: 2818 nucleotides 

CDS length: 1059 nucleotides 

Protein length: 352 amino acids 

Genomic Sequence 

> ONAC072 

ATGGAAAAAAAAAACAATTAATCCGATCAAAATTAAAGCCCAAAAGTTGAGATAGCTAGC 

TAGCTCATCAGGAGAGAGTGAGAGACAATATCCAGCTTGCTAGGTAGCTAGCTGCCGTTT 

GCGTGTTCTTCTTTAATTTCTTCGTCGCATAATCTGTCTCGTCTCTGATAAACTTTTTAT 

CTTCTTTTTTTGGGTGGTCATGCATGCTGCGGCCAATTCGTTCTTGAATTCGTTAGCTAC 

TCCATTCCATATATAGATTCGATCTTGTCCTAGCTAGATACCTAGCTGCTGCTGCTGCTT 

CTTCTTCTTCCTTGGTGTTGAATTTGGTTCAGCCGCTGCTAGCTATAGCTTTGCGCGGTG 

TTCGTAGGGTTAGGGTTTTTGCTGTGTGTTCGACGATGGCTATGGGAATGGAAGGATCGG 

GAGGAGGAGGGTCGGCGAAGAAGAAAGAGGAGAGCTTGCCGCCGGGGTTCAGGTTCCACC 

CGACGGACGAGGAGCTCATCACCTACTACCTGCGGCAGAAGATCGCCGACGGCGGCTTCA 

CGGCGAGGGCCATCGCCGAGGTCGATCTCAACAAGTGCGAGCCATGGGATCTCCCAGGTA 

ATTAATTAATTAATTAAACAAACATGTGTTTGCATGCATGATCTTGTGAAATTTTATATG 

CTCCTACTTAATATCTCCCCTTCTCTGGCTCTCTCTCCTCGATCTTACTCACTTAGCTTG 

CTTTCGCTGTGGATTAGCTTTTGTGTTCATATGATCATATTGAATAATTCATTTTTTTCC 

TGCAATATATGAATAGTTTGTACTACATATATTCAGAAGTGCATGTTTGTTGTTGGCTAT 

GCATGTATATGCATGCCTAGTCCTTTTTTCATGATTTTGAGCATATATTTCTTACCTATC 

CTTGCCCTGCCAGAGGTAATTAGTCGCGTCTAGATTTCAAACATGCATATATGGTGCAAG 

TTTTTCAATAGCTAATCCAAAAGTCTAAGCTCTTAAAACTACTACATGTGTGATCCTAAA 

AGAAAACTATGGGATGGATTTCAAGTTTTCTATGGTATTCCTTTTTTTTTTCCTTACTGA 

GTCTTGCTTGCTTAAAACATGTGAATATGATATCATTGGTGATATAATATCTTGGTGGTA 

CACATGCATATATAACATATTCAATCCCCCTTCTCTCCCTTCCCTTCTATTAGTGTGAGT 

ACGTATATCTATAATCTATATTTGCATCGTCTTTGTTCTCTTCTTTTTTAAAAAAAAACT 

TTCCTGCAAGAGTTGGTGGTTAATTTGGAACACATAAACTTCTTATTGTTATTTCTAGGG 

GTCTTATATTAGAAGCTATCTTAATTCTATGTTCTTTATAAAAAAAAGTAAAATATCAAC 

AGAAATTACAAACCAAAGCTCTAGCTTCAGCACTGTATGTGCATATGCATCGTCCTTACT 

CTCATATATATATGTAGGAGATGTTTATGAGGTTCTGAATGTTCAAATATGTGGTCACAT 

TTTTTCACACTTACACATTCACAATCTATATGTTCTATGTATTAATTTTCTCTAATAAAT 

GTGCTCCAGAGAAGGCAAAAATGGGAGAGAAGGAATGGTACTTCTTTAGCCTAAGGGATC 

GAAAGTACCCAACTGGCGTGCGCACAAACCGAGCAACTAATGCTGGTTATTGGAAAACAA 

CGGGAAAGGATAAGGAAATCTTCACTGGACAACCACCAGCAACACCGGAGTTAGTTGGAA 

TGAAGAAAACCCTAGTGTTCTACAAAGGAAGGGCTCCAAGAGGTGAGAAAACCAATTGGG 

TCATGCATGAGTACCGACTCCACTCCAAATCAATCCCCAAATCAAACAAGGTAAACAATT 

CAATTGATAGTATTTTCAAACTCACTACTATACACATGCTTCACTAAATTTACTTGTATT 

AATTGAAATGTTTTTGTGATGCATCATTTTGTTTATACTCATTATATGACAGGATGAGTG 

GGTCGTCTGTCGCATATTTGCCAAGACTGCCGGCGTCAAGAAATACCCCTCCAACAATGC 

TCATTCCCGATCCCACCACCCATACACACTAGACATGGTCCCACCTCTCCTCCCAGCTCT 

ATTGCAACAAGACCCATTTGGTCGTGGACACCACCCTTACATGAACCCCGTTGACATGGC 

GGAACTCTCCCGGTTTGCTAGAGGTACGCCGGGGTTGCACCCACACATCCAACCACACCC 
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CGGTTACATCAACCCGGCTGCGCCTTTTACACTATCAGGCCTTAACCTCAACCTTGGATC 

CTCGCCAGCCATGCCTCCACCACCACCACCGCCACCACAATCCATCCTCCAAGCGATGTC 

GATGCCGATGAACCAACCAAGAAGTACTACAAACCAGGTTATGGTAACAGAGCAAATGAT 

TCCAGGACTAGCCAATGGTGTCATCCCACAGGGAACAGATGGAGGTTTTACCACGGATGT 

TGTTGTTGGAGGCACTGGCATCAGATACCAGAATTTGGATGTAGAGCAGCTGGTGGAGAG 

GTACTGGCCTGGTAGTTACCAAATGTAGTCCTGAAGGAAATGCTTGGGGTACTGCCAAGC 

AATTGTTGGTCTATTATGTAGGAAGACATAATTATTTGAGCTACCTTAATTTAGTCTATG 

GATATTGTATGATTACTTAGCTAATGTTGTACCCTTGCTTTTTAGTTTCTCAGTTCTCTT 

GTACCTCTAGATTTTGTTTTGGTTGTAACTTGTCAGATTGTAGAAACTAGAGGACTGTTT 

GTTTGACCTGATTGCTTGTACATACACCTTATATATTAGTGATCAGATCATGGATAGT 
 

CDS 

> ONAC072 

ATGGCTATGGGAATGGAAGGATCGGGAGGAGGAGGGTCGGCGAAGAAGAAAGAGGAGAGC 

TTGCCGCCGGGGTTCAGGTTCCACCCGACGGACGAGGAGCTCATCACCTACTACCTGCGG 

CAGAAGATCGCCGACGGCGGCTTCACGGCGAGGGCCATCGCCGAGGTCGATCTCAACAAG 

TGCGAGCCATGGGATCTCCCAGAGAAGGCAAAAATGGGAGAGAAGGAATGGTACTTCTTT 

AGCCTAAGGGATCGAAAGTACCCAACTGGCGTGCGCACAAACCGAGCAACTAATGCTGGT 

TATTGGAAAACAACGGGAAAGGATAAGGAAATCTTCACTGGACAACCACCAGCAACACCG 

GAGTTAGTTGGAATGAAGAAAACCCTAGTGTTCTACAAAGGAAGGGCTCCAAGAGGTGAG 

AAAACCAATTGGGTCATGCATGAGTACCGACTCCACTCCAAATCAATCCCCAAATCAAAC 

AAGGATGAGTGGGTCGTCTGTCGCATATTTGCCAAGACTGCCGGCGTCAAGAAATACCCC 

TCCAACAATGCTCATTCCCGATCCCACCACCCATACACACTAGACATGGTCCCACCTCTC 

CTCCCAGCTCTATTGCAACAAGACCCATTTGGTCGTGGACACCACCCTTACATGAACCCC 

GTTGACATGGCGGAACTCTCCCGGTTTGCTAGAGGTACGCCGGGGTTGCACCCACACATC 

CAACCACACCCCGGTTACATCAACCCGGCTGCGCCTTTTACACTATCAGGCCTTAACCTC 

AACCTTGGATCCTCGCCAGCCATGCCTCCACCACCACCACCGCCACCACAATCCATCCTC 

CAAGCGATGTCGATGCCGATGAACCAACCAAGAAGTACTACAAACCAGGTTATGGTAACA 

GAGCAAATGATTCCAGGACTAGCCAATGGTGTCATCCCACAGGGAACAGATGGAGGTTTT 

ACCACGGATGTTGTTGTTGGAGGCACTGGCATCAGATACCAGAATTTGGATGTAGAGCAG 

CTGGTGGAGAGGTACTGGCCTGGTAGTTACCAAATGTAG 

Protein 

> ONAC072 

MAMGMEGSGGGGSAKKKEESLPPGFRFHPTDEELITYYLRQKIADGGFTARAIAEVDLNK 

CEPWDLPEKAKMGEKEWYFFSLRDRKYPTGVRTNRATNAGYWKTTGKDKEIFTGQPPATP 

ELVGMKKTLVFYKGRAPRGEKTNWVMHEYRLHSKSIPKSNKDEWVVCRIFAKTAGVKKYP 

SNNAHSRSHHPYTLDMVPPLLPALLQQDPFGRGHHPYMNPVDMAELSRFARGTPGLHPHI 

QPHPGYINPAAPFTLSGLNLNLGSSPAMPPPPPPPPQSILQAMSMPMNQPRSTTNQVMVT 

EQMIPGLANGVIPQGTDGGFTTDVVVGGTGIRYQNLDVEQLVERYWPGSYQM* 
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LOC_Os01g48130 (ONAC073) sequence information 

Genomic sequence length: 4674 nucleotides 

CDS length: 1008 nucleotides 

Protein length: 335 amino acids 

Genomic Sequence 

> ONAC073 

GTTCCCTCCTCTCCTCCTTTCTCTCTCCCTCCTCCCGCGCGCGGGGTCTCGCCTTAACGT 

TTGCCGCATATGGGGGCGACGAGCAAAGCGTAGGCCGGAGGGAGGGACAGGGAGAGAGAG 

AGAGAGAGGCTTTCTGGCTCGCTCTCTCTGCACGATCTCTCGTCTTGTTGGATTATACAG 

CCATGACATGGTGCAACAGCTTCAACGACGTGCGCGCCGTGGAGAACAACCTGGCCACCG 

CCGCCGCCGTGGCCGCGGCCAAGAAGCAGCAGCAGCAGCAGCAGGTCTCCCAGCACGTCA 

ACCTCATCAAGACCTGCCCCTCCTGCGGCCACCGCGCGCAGTATGAGCAGGTAGCTAGCT 

AGAGCTTCCTCCCTGCTCGATCGATCGATCGGTCTCCTGTGTACATGTTGGATGGCATTG 

AGCATGGTGTAGAGTCAGTTGCAGGCAGCGGCGGCGGCGACGATCCAGGACCTGCCGGGG 

CTGCCGGCCGGGGTGAAGTTCGACCCGACGGACCAGGAGCTGCTGGAGCACCTGGAAGGG 

AAGGCGAGGCCTGACGCGCGGAAGCTCCACCCCCTCATCGACGAGTTCATCCCCACCATC 

GAGGGCGAGAACGGCATCTGCTACACCCATCCCGAGAGGCTTCCAGGCACGTATAATATA 

CTTACATGCATGCTTTTCCTACGACTCATCGACATATATCGAATCAGTTTTAGTTTCATC 

AGTTCATGATCTACATAAGTGCATTTGTCTCGATCAGCTAGCTTGCATGCTTAATTACAT 

TGTGCCATCAGCTATAGCAATTGCAAAGATGATCAGATCTGGACGGGACGTGGAAACTAT 

AGGTGCTGTCCGTCACGGAAGTACTCCTGACAAAACATTTTCTTGCTTGGTTGATTCTCA 

GTTTAAAATTCCCTATTTTGATATAAAGTTTTACTGGTCGTTTCCAATTTGATGACCTTG 

CTTCATATATGTCAATCATGCGTAGCCGCTTAGTATTTGTAACATCCACACTAGGGTATA 

TACATGTCGATCGTCCTTGCGTTTTTCATTAATTTCGTGTATGTCCGATCGTGTGTTGTT 

GCATTTGAGCACGATACCGTATAAATATTGCTAAAGTTTGCCTTTGAAGTAATTGCTTCT 

CCTACTTGCATAAAAGTTTATTTCACATTGAAAACGAGTGATTGTGACAGCACAGTGCAT 

CAAAGGTCCACGTCATGCAGGATACACGCAACATCAGATCAAAGGGAGAATAAACTTTGA 

AAAGACTTGTTGCAATATGAACTGGTTTTTCCCTTATCCTTTTATATTCCTAGTATTTAA 

TTTGCCTATATATAATGGTGTATTTGCATGGGTAGGATAGTCATTGTATATTTGTGCAAT 

AAGGCTATGTTTAGTTTGTGTGCCAAATTTTTTTTGAACTATACGGACACACATTTAAAG 

TATTAACGAAGACTAATAACAAAACAAATTACATTTGAAGTATTAACGAAGACTAATAAC 

AAAACAAATTACAGATTCCGTCTATAAACTGCGAGACAATTTTATTAAGCCTAATTAATT 

CATTATTAGCAAATGTTTACTGTAGCATCACATTGTTAAATCATGGCATAATTAGGCTCA 

AAAGATTCGTCTCGTTATTTACATGCAAACTGTGAATTGGTTTTTTTTCATCCACATTTA 



S161 

 
ATGCTACATGGATGTGTCTAAACATTTGATGTGACGGAAAAGTTGGAAGTTTAAAGAAAA 

ATTTTTGAATCTAAACATGGCCTAAGAATAACTGACAGATACTTTAAATTATTATGAGTG 

CCTTTCCTGCTTTTGGAAATATAATATTATATTCTTCAGGGGGGTTGCATTCCATTCCAC 

AGGATAACTTGTACTATTTTCTACCATAGTGATAGAAATATTGCACCAAGAGACATTATA 

GTGCACTGATCATATTATTTTCATGGAACTCTATTTTCATATAAGCAGTTATCAATAATA 

AACCACGTGTCACCATTGTACTATATATTAATCCAGTAGAAAATGATATATTACAAATAC 

TTTTATCTAGCAAGAATTAATTATGATTAAAAAACCAATGCAAGTGGCTCTTTATGTCGT 

TTACAACGCAAACATTTTTTTTCTTTGTTGGTGCTGGAGCTAGCGGCCGTTCGTGGGGTA 

TTCTCATGGGAATATTGGTGTGGTAGTCTGTTAGACATATGCGTGTTGAGCTGGAAAACA 

ATGTGCATGCAGGGGATGCTCCTTCCATGGTACAAAGTAATTTTCTTTACATTTCATAGA 

TTACAGCTGACCTAAATTAATTCTATCTGTAAGAAAATAATTAAGCCGACAAATAAAAAT 

GTGTTATTTAGTTCCGCACACTATTTTCAGGCCATATATACATTTTATTTATATTACACC 

AAATTTACCTAGATTCAGTGGCTGAGCCAAGATCAAGATCCACCTCGCGCGAAATGCAAA 

TATTTTTTTTACTAATAGTACTTGATTGCAAAAATTCTATCGGGGTTAATTGACCTTACA 

GGGTCACAGCATGGCTCCACTACTATCTACATTATATTATAAGTACTCCATAATGTGGAT 

AAGGATTTTCTGAAGTTTATCGGTGAGTAATTCTTTAAATTCAAAGATAGTTTCACCCTT 

CAGCGCCATATCTCCACTAAACCACTTTAAATTCAGTCCGTTGTATAAAAAGTAATCTAT 

TTTTGATAGTTTATGGTTAAATAATGTATGAAGATTCTAGGATTGTCTATCACACTTTTA 

TAAAAGTTTAAGGTTGTAGTTAACATGCATAATCTTTTCCTTTTTTTACAACCTGGGAAA 

TTTCATTTCTATGTTAAGAGATGCAAAACACAAATACGCCCCCACCTCCTCTTTAAATAT 

AATTTTATTCGGTGAAACTTTAAAGTTTAACCATCAACATCTCTCAAATATGTATTTAAT 

TTGAAAATAAAAATCAAAAGAGCAGTTTTTTTAAGTACTTTTACAATACTAAATTTTTGT 

TACACATTATTGTTATACTAATAGAAAAAAAATAGTCAAAGCTATACGAACGAATAAAGT 

TGGTAGTGTAATACTCCCTACCTCAGAATAAGTTTATTTTTGTCTCTCCCATTTATTTTA 

AAATAAATTTATTTTTGAACACTCATTGCACTAGAGTTTGTGAAAGTAAATAATAGATGC 

ACTGGAATGTAGGTAAAATGAGGAATAATTGCATTAAGATTTGATAAAGTGAGGGTATGT 

CTTTTTGTTTTATATTGGTACATATGGGATGAGTGTAAAATAAATTTATTTTTGGAACAG 

AGAGAATATGTATTGAAACACCGAGCAAGTATTTTTCTTATGATGGAAAGGACGCAAAAA 

ATAACTAAACAATAACAGTTCAGGGGGAGAGAGATAGAATCAGAGAATTGCTGGAGTCGG 

CCCAAAACCATCATTAACTGGGCCCATTCGTCATATAGTTTGACTGAATGGTCTTATGCT 

GCGTCAGCCGTCAGCCGTCAGGACATTGGAACTGGTCAACTGGATACTACGATTACGAAG 

CCACTCTTGTTGTGTTGCTGACCTGCTGTTGCATGCATGCACGTAATATAATTGATTACA 

TTTGCATCTCTTAACTCATTCGTGAGAGCAGTGGCAGTGTGGCACTCTACCATATTAACC 

GTACTGTTCTCTTTCTGCCGCTGTTAATTTCAGGAGTCGGCAAGGACGGCCTGATCCGGC 

ACTTCTTCCACCGCCCGTCGAAGGCGTACACGACGGGGACGCGGAAGCGGCGGAAGGTGC 

ACACCGACGAGCAGGGCGGCGAGACGCGGTGGCACAAGACCGGCAAGACGCGGCCGGTGT 

TCACCGGCGGCAAGCTGAAGGGGTACAAGAAGATCCTGGTGCTCTACACCAACTACGGCA 

AGCAGCGCAAGCCGGAGAAGACCAACTGGGTGATGCACCAGTACCACCTGGGCTCCGACG 

AGGAGGAGAAGGACGGCGAGCTCGTCGTGTCCAAGGTGTTCTACCAGACGCAGCCGAGGC 

AGTGCGGCGGCGGCTCGGCAGCGACGGCCAAGGACCTCTCCGTCGACCTCGTCGCCGGTA 

ACAACATCAAGGCTAGCAATGCTGCTGCTGAACACCACCATAACGACGGCGTCGGCGGCG 

GCGGCCACGGTGGCAACAACAGCAGCATGCTGAAGGAAGCTGCAGGCATTGTAGATTTCT 

ACAACCCAGCGGCGGCGCTAATCGGCTACAGCCAGGCGGCTCCTAACAACAGGGCGGCTG 

CTTCTGCTCATTTGACGATGCCTAACTTTGAGGTGCACACAGGAGGTGCAGGCTTTGGCC 

CCTGATGGATGGAAGAAAACAAAGCAAATTAAACATATTTGACTGATGATATATATAGGT 
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TAGATGGAGAGGGCAGGGCAGGTATATGATGGCAAATGTGCATCATGCATGCTAGCATGG 

TGTAATTTGCATCGAGTGAAAAAAAAGGAGTTTACTAAACCGTCTACGTACGTATTACTG 

GACAATAAGGAGTGTGTCGAGTGAGTTGCTGCACAGATGTTGAAGCGTAGGGGGGTCGAT 

ATTCTTACAGTGTTCATTATTGTTACATGTGTACACATATATAACTTGACATTCTCAATT 

TTTTTGTTTAATGATATATATATATATATATATATGTTGTTCTATACAAAAATA 

CDS 

> ONAC073 

ATGACATGGTGCAACAGCTTCAACGACGTGCGCGCCGTGGAGAACAACCTGGCCACCGCC 

GCCGCCGTGGCCGCGGCCAAGAAGCAGCAGCAGCAGCAGCAGGTCTCCCAGCACGTCAAC 

CTCATCAAGACCTGCCCCTCCTGCGGCCACCGCGCGCAGTATGAGCAGTTGCAGGCAGCG 

GCGGCGGCGACGATCCAGGACCTGCCGGGGCTGCCGGCCGGGGTGAAGTTCGACCCGACG 

GACCAGGAGCTGCTGGAGCACCTGGAAGGGAAGGCGAGGCCTGACGCGCGGAAGCTCCAC 

CCCCTCATCGACGAGTTCATCCCCACCATCGAGGGCGAGAACGGCATCTGCTACACCCAT 

CCCGAGAGGCTTCCAGGAGTCGGCAAGGACGGCCTGATCCGGCACTTCTTCCACCGCCCG 

TCGAAGGCGTACACGACGGGGACGCGGAAGCGGCGGAAGGTGCACACCGACGAGCAGGGC 

GGCGAGACGCGGTGGCACAAGACCGGCAAGACGCGGCCGGTGTTCACCGGCGGCAAGCTG 

AAGGGGTACAAGAAGATCCTGGTGCTCTACACCAACTACGGCAAGCAGCGCAAGCCGGAG 

AAGACCAACTGGGTGATGCACCAGTACCACCTGGGCTCCGACGAGGAGGAGAAGGACGGC 

GAGCTCGTCGTGTCCAAGGTGTTCTACCAGACGCAGCCGAGGCAGTGCGGCGGCGGCTCG 

GCAGCGACGGCCAAGGACCTCTCCGTCGACCTCGTCGCCGGTAACAACATCAAGGCTAGC 

AATGCTGCTGCTGAACACCACCATAACGACGGCGTCGGCGGCGGCGGCCACGGTGGCAAC 

AACAGCAGCATGCTGAAGGAAGCTGCAGGCATTGTAGATTTCTACAACCCAGCGGCGGCG 

CTAATCGGCTACAGCCAGGCGGCTCCTAACAACAGGGCGGCTGCTTCTGCTCATTTGACG 

ATGCCTAACTTTGAGGTGCACACAGGAGGTGCAGGCTTTGGCCCCTGA 

Protein 

> ONAC073 

MTWCNSFNDVRAVENNLATAAAVAAAKKQQQQQQVSQHVNLIKTCPSCGHRAQYEQLQAA 

AAATIQDLPGLPAGVKFDPTDQELLEHLEGKARPDARKLHPLIDEFIPTIEGENGICYTH 

PERLPGVGKDGLIRHFFHRPSKAYTTGTRKRRKVHTDEQGGETRWHKTGKTRPVFTGGKL 

KGYKKILVLYTNYGKQRKPEKTNWVMHQYHLGSDEEEKDGELVVSKVFYQTQPRQCGGGS 

AATAKDLSVDLVAGNNIKASNAAAEHHHNDGVGGGGHGGNNSSMLKEAAGIVDFYNPAAA 

LIGYSQAAPNNRAAASAHLTMPNFEVHTGGAGFGP* 
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LOC_Os01g66490 (ONAC075) sequence information 

Genomic sequence length: 2623 nucleotides 

CDS length: 1359 nucleotides 

Protein length: 452 amino acids 

Genomic Sequence 

> ONAC075 

GCTTGCCCCAGCTACGACGACGAGGACGCTGTCCGTGTACCACATGTATGCGAGCTCGAT 

CGACCTATCGATCTGAGCGATTCCGATCGGTTATATTAGAGAGATCAAGCATCCGAGCTG 

CTGCTGTGTTGTGGGTACGTAGATGTATGTATAGTATAGATACCGCAGCCACCACCACCA 

CTACCACCTCTGCTTTTTCTACCCTCGATATATATTGTGCTAGATACTAGCCTCTTATCC 

CTTTCTCTCTTCTTCCGCCGCCGCGTCCTCCTCCCCAACTTGAACACTACTACTACTCCC 

CCACGGCGAGCTCGCGTTCTCCGGGATCAACTAGCCCTAGCGACGGATGCATATGCGGAG 

GGGGAGAGCGGCGGGAGGCGAAGGAGAGGCAGCTGCGGTGGTGGTGATGAACAGGTACGA 

CAACAACGGGCATGCGGCAGCGGCGGCGGCGGCTGCGGTGGCGGGAGGAGGAGGAGGAGG 

AGGAGGGAATAAGGCGGCGGGGGAGGTAGATGGGCATGAGGATGACCTGGTGATGCCCGG 

GTTCAGGTTCCACCCGACGGAGGAGGAGCTGATCGAGTTCTACCTCCGGCGGAAGGTGGA 

GGGCAAGCGCTTCAACGTCGAGCTCATCACCTTCCTCGACCTCTACCGCTACGACCCCTG 

GGAGCTCCCCGGTAATTAGTTAGTTACTCTCCGCCTCGATCATATCAATCGATTGATTTA 

GGAATTGAGCATCTAATTAACAAGCTCGATGGGGGTGCAGCAATGGCGGCGATAGGGGAG 

AAGGAGTGGTTCTTCTACGTGCCTCGGGACAGGAAGTACAGGAACGGGGACCGGCCGAAC 

CGGGTGACGGCGTCGGGGTACTGGAAGGCGACGGGGGCCGACCGGATGATCCGAGCCGAG 

AACAACCGCCCCATCGGGCTCAAGAAGACGCTTGTCTTCTACTCCGGCAAGGCCCCCAAG 

GGCGTCCGCAGCAGCTGGATCATGAACGAGTATCGCCTTCCCCCCGCCGACACCGACCGC 

TACCACAAGGTACCCATCCATCCATGAATCTACTCGCGCTTCGTCTTCCTCGATCGATCT 

CTCCTTCTCATCCAATTAATTTGTAGGGGATTGAATTCTCAGTACTAGGGTTAGAGGAGT 

TCTTGTGTTGTTGATTCTGCTTGCTTTTAGTTGCACTGCTAGCTGGCGCTCATGGTTTGC 

CCATGAATTCTAGCGGTAGTATTTAAGAGTGGGTATGATTAGGGTTTCATGATTCTTCTT 

TCTTTGGGTGCTGATTTTTTTTGGGGTGTTCGTCATGAGTATGCATAATTGAGTGATAGA 

ATATGCACCTACTCGATCACTTCGATCCCTAGATGCTATATATCTTGAATATATGGGGGC 

CTAGAATCCTAGATTCCTCAATCATTCTGAGCTGAATTTCTCACAAACTTTCAGTAATCA 

GTAAGATGCTAAGATCTGAACTGAATTTCAGTGAAAAATTAACCCCTATCCTGATCTTCT 

CGCGTCCATGAAATTGCAGACTGAAATCTCACTATGCCGCGTGTACAAGCGCACCGGCAT 

CGACGACGGCCATGGCCAGGTATCCACGGCGCGGTCGTCGGCGCACTCCCGCGGCGGCGG 

CGCGGCACCGGTACAGGACAACAAGCAAGGCTCCTCGTCGACGTCCACGCCGACGCCGCC 

TCCAACTCCGTCCAAGCTCCACCTCCTCAGCAGCGAGTGCACGTCGCCGCCCGCCATCGT 

CACGGACCACGCCGCCATGGTGGCGCACAAGGCACCGTCGCCGCGGCACCATCAGCAGCA 

GCAGCAGCTCCACGCTGCCAAGCCTTGCGGCGGCTACCTGCAGAATTCCTCGATGGCTTC 

CGCTGCCGGCGGCGATCAGCAGCAGCAATTTCAGCAAGACTTCGCGGCGGCATTGTACCA 

GCAGTACTCCAAGAACACGAGCGGTGCCTTCGCCTCCACGTACTCGCTGCTCAACCTCGT 

CAACGCGGCATCCATGGGCAGCTCCGCCGCTGCCATTGATGAGCTGAGCTCGCTGGTGGG 

CCACGGCACGCCGTCCTACATTAACCCCGCGGCCGGCAGCCACAACTATAGTCAATTCCT 

TCACCTGCCTACGACGCCGTCGTCGCATCAACCAACGCCGGCGCCGCTCGGGACGACGAC 

GGCGGCAGCGGCGGCGACGCTGCCGATGTCGCTCGCCGCCTTCTCCGACAGGATCTGGGA 
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CTGGAATAATCCGATCCCCGAGGCCGGAGGTAGGGATTACAGCACCAGTACTGGATTCAA 

GTGAATCAGCTATAGCTACAGTTCATGCACGCGTGCATGGCATTCTGATCAGATGGTACC 

ACCATGTACTACCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTGTGTGTCCCACT 

CTCTGGTTCACAGTTATTAATTCTGATGAAACGATCAGATCGAGTGCGTACGTATCAGAG 

TACTATACCCATGTTAATTCTCAATTAATCCATAGATCATGCCTTCTAAACTAGTGGTAA 

GTATGATCAGGAGTTCAGGATAGGTAATTTGTATTTCTCTCTGAGTAATGATGAACTGCA 

TATAATAACCTTCCCTTGATCGATGAGGTCATAGTCATAACAA 

CDS 

> ONAC075 

ATGCATATGCGGAGGGGGAGAGCGGCGGGAGGCGAAGGAGAGGCAGCTGCGGTGGTGGTG 

ATGAACAGGTACGACAACAACGGGCATGCGGCAGCGGCGGCGGCGGCTGCGGTGGCGGGA 

GGAGGAGGAGGAGGAGGAGGGAATAAGGCGGCGGGGGAGGTAGATGGGCATGAGGATGAC 

CTGGTGATGCCCGGGTTCAGGTTCCACCCGACGGAGGAGGAGCTGATCGAGTTCTACCTC 

CGGCGGAAGGTGGAGGGCAAGCGCTTCAACGTCGAGCTCATCACCTTCCTCGACCTCTAC 

CGCTACGACCCCTGGGAGCTCCCCGCAATGGCGGCGATAGGGGAGAAGGAGTGGTTCTTC 

TACGTGCCTCGGGACAGGAAGTACAGGAACGGGGACCGGCCGAACCGGGTGACGGCGTCG 

GGGTACTGGAAGGCGACGGGGGCCGACCGGATGATCCGAGCCGAGAACAACCGCCCCATC 

GGGCTCAAGAAGACGCTTGTCTTCTACTCCGGCAAGGCCCCCAAGGGCGTCCGCAGCAGC 

TGGATCATGAACGAGTATCGCCTTCCCCCCGCCGACACCGACCGCTACCACAAGACTGAA 

ATCTCACTATGCCGCGTGTACAAGCGCACCGGCATCGACGACGGCCATGGCCAGGTATCC 

ACGGCGCGGTCGTCGGCGCACTCCCGCGGCGGCGGCGCGGCACCGGTACAGGACAACAAG 

CAAGGCTCCTCGTCGACGTCCACGCCGACGCCGCCTCCAACTCCGTCCAAGCTCCACCTC 

CTCAGCAGCGAGTGCACGTCGCCGCCCGCCATCGTCACGGACCACGCCGCCATGGTGGCG 

CACAAGGCACCGTCGCCGCGGCACCATCAGCAGCAGCAGCAGCTCCACGCTGCCAAGCCT 

TGCGGCGGCTACCTGCAGAATTCCTCGATGGCTTCCGCTGCCGGCGGCGATCAGCAGCAG 

CAATTTCAGCAAGACTTCGCGGCGGCATTGTACCAGCAGTACTCCAAGAACACGAGCGGT 

GCCTTCGCCTCCACGTACTCGCTGCTCAACCTCGTCAACGCGGCATCCATGGGCAGCTCC 

GCCGCTGCCATTGATGAGCTGAGCTCGCTGGTGGGCCACGGCACGCCGTCCTACATTAAC 

CCCGCGGCCGGCAGCCACAACTATAGTCAATTCCTTCACCTGCCTACGACGCCGTCGTCG 

CATCAACCAACGCCGGCGCCGCTCGGGACGACGACGGCGGCAGCGGCGGCGACGCTGCCG 

ATGTCGCTCGCCGCCTTCTCCGACAGGATCTGGGACTGGAATAATCCGATCCCCGAGGCC 

GGAGGTAGGGATTACAGCACCAGTACTGGATTCAAGTGA 

Protein 

> ONAC075 

MHMRRGRAAGGEGEAAAVVVMNRYDNNGHAAAAAAAAVAGGGGGGGGNKAAGEVDGHEDD 

LVMPGFRFHPTEEELIEFYLRRKVEGKRFNVELITFLDLYRYDPWELPAMAAIGEKEWFF 

YVPRDRKYRNGDRPNRVTASGYWKATGADRMIRAENNRPIGLKKTLVFYSGKAPKGVRSS 

WIMNEYRLPPADTDRYHKTEISLCRVYKRTGIDDGHGQVSTARSSAHSRGGGAAPVQDNK 

QGSSSTSTPTPPPTPSKLHLLSSECTSPPAIVTDHAAMVAHKAPSPRHHQQQQQLHAAKP 

CGGYLQNSSMASAAGGDQQQQFQQDFAAALYQQYSKNTSGAFASTYSLLNLVNAASMGSS 

AAAIDELSSLVGHGTPSYINPAAGSHNYSQFLHLPTTPSSHQPTPAPLGTTTAAAAATLP 

MSLAAFSDRIWDWNNPIPEAGGRDYSTSTGFK* 
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LOC_Os03g61249 (ONAC076) sequence information 

Genomic sequence length: 951 nucleotides 

CDS length: 951 nucleotides 

Protein length: 316 amino acids 

Putative Function: RD26, putative 

Genomic Sequence 

> ONAC076 

ATGGCCGACGACGACGAGATCGCTCTTGAGCCAGGCTACGTCTTCCACCCTTCCGACGAC 

GGCCTCATCACCCTCTTCCTCCGCCCCAGCATCGCCAAGATCCCCTTCGAGGACCGCCTC 

ATCAACCACGCCGACGTCTACTCCGCCAATCCGGCCGAGCTCGTCGGCGAGCACAGACCG 

GCGCCGGGCACCCATGGGAGCAGCAGCGTCTGGTACTTCTTCTGCTCCCCGCGCTTCACC 

AGCAAGCGCAAGACCTCCGGGAGGCGGCAGCGCGCGGTCGGCGGCGGCGGCGGCGGCGAG 

AGCGTGTGGAAGTCGGAGGGCGGCAAGAAGGCCGTGATCGGCGCCGATGGCCGCCGCGTC 

GGGTACCTCCAGAAGTTCTCCTATGGCGTCTACGAGTCGTCGTCGTCGGGGTCGGCGCGC 

ACGTTCACGAGGCTAGGGTGGTGCATGACGGAGTACGGCCTCGACGACGACGCCATCGAC 

GGAGCAGACAAGCAGGTGCTCTGCAAGGTCTACCGCTCGCCGCGCGCGGTCTGCGCGGAG 

GCGCGCACGGCGGCGGCGGCGAAGTCGGCCGATTCGCCATGCTCCGGCTCGAAGAGGAAG 

GCGGACGACGGCGCGGATCACCCGGAGGCGCCGCCCAGCGCGCGGCCGCGGCAAGAGGAG 

GCCGGGAGCGAGCAGCCGGCGATCCTGCCGGAGTTGGACCTGGATGCGTTGCTGTCGGCG 

CCGATGGACGACAGTTTGGGAGTGGAATTCGACACGGCCACGACGGAGCAGTACATGAGG 

TATCTGATGAACGACGAGCCATTGCCGTGGGCTCCGACGATGGAGGTTGCCGGCGGCGGA 

GACGAATTCATCGAGACGACGAACGGACCTTGCATGGGCGAAGAGGAGATCATCCAGCGG 

CTGGCTTCCGGAGAAACCCTCGACGACATTCTTGGCTCGAACCCTAATTAA 

CDS 

> ONAC076 

ATGGCCGACGACGACGAGATCGCTCTTGAGCCAGGCTACGTCTTCCACCCTTCCGACGAC 

GGCCTCATCACCCTCTTCCTCCGCCCCAGCATCGCCAAGATCCCCTTCGAGGACCGCCTC 

ATCAACCACGCCGACGTCTACTCCGCCAATCCGGCCGAGCTCGTCGGCGAGCACAGACCG 

GCGCCGGGCACCCATGGGAGCAGCAGCGTCTGGTACTTCTTCTGCTCCCCGCGCTTCACC 

AGCAAGCGCAAGACCTCCGGGAGGCGGCAGCGCGCGGTCGGCGGCGGCGGCGGCGGCGAG 

AGCGTGTGGAAGTCGGAGGGCGGCAAGAAGGCCGTGATCGGCGCCGATGGCCGCCGCGTC 

GGGTACCTCCAGAAGTTCTCCTATGGCGTCTACGAGTCGTCGTCGTCGGGGTCGGCGCGC 
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ACGTTCACGAGGCTAGGGTGGTGCATGACGGAGTACGGCCTCGACGACGACGCCATCGAC 

GGAGCAGACAAGCAGGTGCTCTGCAAGGTCTACCGCTCGCCGCGCGCGGTCTGCGCGGAG 

GCGCGCACGGCGGCGGCGGCGAAGTCGGCCGATTCGCCATGCTCCGGCTCGAAGAGGAAG 

GCGGACGACGGCGCGGATCACCCGGAGGCGCCGCCCAGCGCGCGGCCGCGGCAAGAGGAG 

GCCGGGAGCGAGCAGCCGGCGATCCTGCCGGAGTTGGACCTGGATGCGTTGCTGTCGGCG 

CCGATGGACGACAGTTTGGGAGTGGAATTCGACACGGCCACGACGGAGCAGTACATGAGG 

TATCTGATGAACGACGAGCCATTGCCGTGGGCTCCGACGATGGAGGTTGCCGGCGGCGGA 

GACGAATTCATCGAGACGACGAACGGACCTTGCATGGGCGAAGAGGAGATCATCCAGCGG 

CTGGCTTCCGGAGAAACCCTCGACGACATTCTTGGCTCGAACCCTAATTAA 

Protein 

> ONAC076 

MADDDEIALEPGYVFHPSDDGLITLFLRPSIAKIPFEDRLINHADVYSANPAELVGEHRP 

APGTHGSSSVWYFFCSPRFTSKRKTSGRRQRAVGGGGGGESVWKSEGGKKAVIGADGRRV 

GYLQKFSYGVYESSSSGSARTFTRLGWCMTEYGLDDDAIDGADKQVLCKVYRSPRAVCAE 

ARTAAAAKSADSPCSGSKRKADDGADHPEAPPSARPRQEEAGSEQPAILPELDLDALLSA 

PMDDSLGVEFDTATTEQYMRYLMNDEPLPWAPTMEVAGGGDEFIETTNGPCMGEEEIIQR 

LASGETLDDILGSNPN* 

 

LOC_Os03g61319 (ONAC077) sequence information 

Genomic sequence length: 951 nucleotides 

CDS length: 951 nucleotides 

Protein length: 316 amino acids 

Putative Function: RD26, putative 

Genomic Sequence 

> ONAC077 

ATGGCCGACGACGACGAGATCGCTCTTGAGCCAGGCTACGTCTTCCACCCTTCCGACGAC 

GGCCTCATCACCCTCTTCCTCCGCCCCAGCATCGCCAAGATCCCCTTCGAGGACCGCCTC 

ATCAACCACGCCGACGTCTACTCCGCCAATCCGGCCGAGCTCGTCGGCGAGCACAGACCG 

GCGCCGGGCACCCATGGGAGCAGCAGCGTCTGGTACTTCTTCTGCTCCCCGCGCTTCACC 

AGCAAGCGCAAGACCTCCGGGAGGCGGCAGCGCGCGGTCGGCGGCGGCGGCGGCGGCGAG 

AGCGTGTGGAAGTCGGAGGGCGGCAAGAAGGCCGTGATCGGCGCCGATGGCCGCCGCGTC 

GGGTACCTCCAGAAGTTCTCCTATGGCGTCTACGAGTCGTCGTCGTCGGGGTCGGCGCGC 

ACGTTCACGAGGCTAGGGTGGTGCATGACGGAGTACGGCCTCGACGACGACGCCATCGAC 
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GGAGCAGACAAGCAGGTGCTCTGCAAGGTCTACCGCTCGCCGCGCGCGGTCTGCGCGGAG 

GCGCGCACGGCGGCGGCGGCGAAGTCGGCCGATTCGCCATGCTCCGGCTCGAAGAGGAAG 

GCGGACGACGGCGCGGATCACCCGGAGGCGCCGCCCAGCGCGCGGCCGCGGCAAGAGGAG 

GCCGGGAGCGAGCAGCCGGCGATCCTGCCGGAGTTGGACCTGGATGCGTTGCTGTCGGCG 

CCGATGGACGACAGTTTGGGAGTGGAATTCGACACGGCCACGACGGAGCAGTACATGAGG 

TATCTGATGAACGACGAGCCATTGCCGTGGGCTCCGACGATGGAGGTTGCCGGCGGCGGA 

GACGAATTCATCGAGACGACGAACGGACCTTGCATGGGCGAAGAGGAGATCATCCAGCGG 

CTGGCTTCCGGAGAAACCCTCGACGACATTCTTGGCTCGAACCCTAATTAA 

CDS 

> ONAC077 

ATGGCCGACGACGACGAGATCGCTCTTGAGCCAGGCTACGTCTTCCACCCTTCCGACGAC 

GGCCTCATCACCCTCTTCCTCCGCCCCAGCATCGCCAAGATCCCCTTCGAGGACCGCCTC 

ATCAACCACGCCGACGTCTACTCCGCCAATCCGGCCGAGCTCGTCGGCGAGCACAGACCG 

GCGCCGGGCACCCATGGGAGCAGCAGCGTCTGGTACTTCTTCTGCTCCCCGCGCTTCACC 

AGCAAGCGCAAGACCTCCGGGAGGCGGCAGCGCGCGGTCGGCGGCGGCGGCGGCGGCGAG 

AGCGTGTGGAAGTCGGAGGGCGGCAAGAAGGCCGTGATCGGCGCCGATGGCCGCCGCGTC 

GGGTACCTCCAGAAGTTCTCCTATGGCGTCTACGAGTCGTCGTCGTCGGGGTCGGCGCGC 

ACGTTCACGAGGCTAGGGTGGTGCATGACGGAGTACGGCCTCGACGACGACGCCATCGAC 

GGAGCAGACAAGCAGGTGCTCTGCAAGGTCTACCGCTCGCCGCGCGCGGTCTGCGCGGAG 

GCGCGCACGGCGGCGGCGGCGAAGTCGGCCGATTCGCCATGCTCCGGCTCGAAGAGGAAG 

GCGGACGACGGCGCGGATCACCCGGAGGCGCCGCCCAGCGCGCGGCCGCGGCAAGAGGAG 

GCCGGGAGCGAGCAGCCGGCGATCCTGCCGGAGTTGGACCTGGATGCGTTGCTGTCGGCG 

CCGATGGACGACAGTTTGGGAGTGGAATTCGACACGGCCACGACGGAGCAGTACATGAGG 

TATCTGATGAACGACGAGCCATTGCCGTGGGCTCCGACGATGGAGGTTGCCGGCGGCGGA 

GACGAATTCATCGAGACGACGAACGGACCTTGCATGGGCGAAGAGGAGATCATCCAGCGG 

CTGGCTTCCGGAGAAACCCTCGACGACATTCTTGGCTCGAACCCTAATTAA 

Protein 

> ONAC077 

MADDDEIALEPGYVFHPSDDGLITLFLRPSIAKIPFEDRLINHADVYSANPAELVGEHRP 

APGTHGSSSVWYFFCSPRFTSKRKTSGRRQRAVGGGGGGESVWKSEGGKKAVIGADGRRV 

GYLQKFSYGVYESSSSGSARTFTRLGWCMTEYGLDDDAIDGADKQVLCKVYRSPRAVCAE 

ARTAAAAKSADSPCSGSKRKADDGADHPEAPPSARPRQEEAGSEQPAILPELDLDALLSA 

PMDDSLGVEFDTATTEQYMRYLMNDEPLPWAPTMEVAGGGDEFIETTNGPCMGEEEIIQR 

LASGETLDDILGSNPN* 
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LOC_Os03g62470 (ONAC078) sequence information 

Genomic sequence length: 396 nucleotides 

CDS length: 396 nucleotides 

Protein length: 131 amino acids 

Genomic Sequence 

> ONAC078 

ATGGACGACGACGAGATCGCTCTGGAGCCAGGCTACGCTTTCCGCCCTTCCGACGACGGC 

CTCATCACCCTCTTCCTCCGCCCCAAGATCGCCAAGATCCCCTTCGAGCACCGCCTCATC 

AACCACGCCGACGTCTACTCCGCCGATCCGACGGAGCTCGTCGGCGAGCACAGACCGGCG 

CCGGGAACCCATGGGAGCGGCAGCGTCTGGTACTTCTTCTGCTCCCCGCGCTACACCAGC 

AAGCGCAAGGCCTCCGGGAGGCGGCAGCGCGCGGTCGGCGGCGAGAGCGTGTGGAAGTCG 

GAGGGCGGCAAGAAGGCCGTGATCGGCGCCGATGGCCGCCGCGTCGGGTACCTCCAGAAG 

TTCTCCTATCACTACACTGGTCAAGGTCACCTGTGA 

CDS 

> ONAC078 

ATGGACGACGACGAGATCGCTCTGGAGCCAGGCTACGCTTTCCGCCCTTCCGACGACGGC 

CTCATCACCCTCTTCCTCCGCCCCAAGATCGCCAAGATCCCCTTCGAGCACCGCCTCATC 

AACCACGCCGACGTCTACTCCGCCGATCCGACGGAGCTCGTCGGCGAGCACAGACCGGCG 

CCGGGAACCCATGGGAGCGGCAGCGTCTGGTACTTCTTCTGCTCCCCGCGCTACACCAGC 

AAGCGCAAGGCCTCCGGGAGGCGGCAGCGCGCGGTCGGCGGCGAGAGCGTGTGGAAGTCG 

GAGGGCGGCAAGAAGGCCGTGATCGGCGCCGATGGCCGCCGCGTCGGGTACCTCCAGAAG 

TTCTCCTATCACTACACTGGTCAAGGTCACCTGTGA 

Protein 

> ONAC078 

MDDDEIALEPGYAFRPSDDGLITLFLRPKIAKIPFEHRLINHADVYSADPTELVGEHRPA 

PGTHGSGSVWYFFCSPRYTSKRKASGRRQRAVGGESVWKSEGGKKAVIGADGRRVGYLQK 

FSYHYTGQGHL* 

 

LOC_Os04g35660 (ONAC079) sequence information 

Genomic sequence length: 1087 nucleotides 

CDS length: 603 nucleotides 
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Protein length: 200 amino acids 

Putative Function: no apical meristem protein, putative, expressed 

Genomic Sequence 

> ONAC079 

GCAAGCACCTGCTCTCATCTTCTCCCCGTAGCCTTAGCTTCCACCCGCCTGCCTAGTCTA 

TCTACTTCTTCTGCCTTACACTTCACCTCAGCCATGGCTGGAGCTTCCAACCTTCCTCCC 

GGTTTCCACTTCTTCCCGTCAGATGAAGAGCTCATCATTCATTTCCTCCGCCGCAAGGCC 

TCCCTCCTCCCTTGCCAACCTGACATCGTCCCTACTCTGATCTTGAATCTCTATGATCCA 

TGGGAATTGAATGGTATGGGTCTAATATTTACCTCTATATGTTGTTGTTTTTGTCTTAGT 

CATAGCTGAGTGTTGATGTCAAACATTTTTACAGGTAAAGCACTCCAATCCGGTAACCAA 

TGGTACTTCTTCAGTCATGCGACGCAGACTAGGACCTCGCCAAATGGGCACTGGAAACCC 

ATTGCTGATGAGACAGTTATTAGTGGTGGTTGTAATGTTGGCCTGAAGAAGACCCTCATT 

TTCTTCATTGGGGAGCCCTTTGAGGCGATCAAAACTAACTGGGTCATGCATGAGTACCAC 

CTAATGGATGGGAGTACCAATTGCAGCAGTAGCAGTACTTCAAGCAGTTCAAGCAAGCGG 

TCCCACAAGAAAAAAGGTCACTCAGACACAGTGAGTGCTGTACTGCTATATGCGTGTTTA 

TTTATCGTGTTTAGTACTATATATCAATTGCATGACTATTTAACGTGGCTAACATATATG 

CATGCATGATCATTGCAGGAATCCAAGAACTGGGTGATATGCCGAGTGTTCGAATCGAGT 

TATGATTCACAAGTGAGCTTCCATGAGGAGGGCACGGAACTGTCATGCTTAGATGAGGTG 

TTTCTATCCCTAGACGACTATGATGAAGTCAGTTTTGCCAAATAATTAGAACCTTTATAG 

GAGCTGTTAGTAGGTTAGGTCCTTCACCTATCAAAACATTTGATCACAGTGATTCTCGCA 

AGAAAACTTAGTTTTATAAGATCAAATGGTTTGATAGCTGTTGAACCTAATGATCTAATA 

GACCAGATATGTAATTACTCATCTCCTCCCAGGAGTTGCATGCAACAAATTTGAGCTAGT 

TTTTAAG 

CDS 

> ONAC079 

ATGGCTGGAGCTTCCAACCTTCCTCCCGGTTTCCACTTCTTCCCGTCAGATGAAGAGCTC 

ATCATTCATTTCCTCCGCCGCAAGGCCTCCCTCCTCCCTTGCCAACCTGACATCGTCCCT 

ACTCTGATCTTGAATCTCTATGATCCATGGGAATTGAATGGTAAAGCACTCCAATCCGGT 

AACCAATGGTACTTCTTCAGTCATGCGACGCAGACTAGGACCTCGCCAAATGGGCACTGG 

AAACCCATTGCTGATGAGACAGTTATTAGTGGTGGTTGTAATGTTGGCCTGAAGAAGACC 

CTCATTTTCTTCATTGGGGAGCCCTTTGAGGCGATCAAAACTAACTGGGTCATGCATGAG 

TACCACCTAATGGATGGGAGTACCAATTGCAGCAGTAGCAGTACTTCAAGCAGTTCAAGC 

AAGCGGTCCCACAAGAAAAAAGGTCACTCAGACACAGAATCCAAGAACTGGGTGATATGC 

CGAGTGTTCGAATCGAGTTATGATTCACAAGTGAGCTTCCATGAGGAGGGCACGGAACTG 

TCATGCTTAGATGAGGTGTTTCTATCCCTAGACGACTATGATGAAGTCAGTTTTGCCAAA 

TAA 

Protein 

> ONAC079 

MAGASNLPPGFHFFPSDEELIIHFLRRKASLLPCQPDIVPTLILNLYDPWELNGKALQSG 

NQWYFFSHATQTRTSPNGHWKPIADETVISGGCNVGLKKTLIFFIGEPFEAIKTNWVMHE 
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YHLMDGSTNCSSSSTSSSSSKRSHKKKGHSDTESKNWVICRVFESSYDSQVSFHEEGTEL 

SCLDEVFLSLDDYDEVSFAK* 

 

LOC_Os04g39960 (ONAC080) sequence information 

Genomic sequence length: 849 nucleotides 

CDS length: 849 nucleotides 

Protein length: 282 amino acids 

Genomic Sequence 

> ONAC080 

ATGGCGTCTTCCGCCCATATGGCTGCCGTGCTGAACCTGCCCTGGGGCTACCGCTTCCGC 

CCCAGCGACCGCCAGATCATCGCCAACTACCTCGGCCCCATGGCGATCCACGGCGCCGAC 

TCCCTCCCTCAGAGGGGAGACGTCGTGGAGGGCGTGGACGTCTTCGCCACGCGCCCTGCC 

GCGATCCCCTTCGAGCCGCGGCGCCACGTGTTTGGGCGGGACGAGGTGCGCGCCTACTTC 

TTCGGGGACCAGCCCACCGACAGCCGGGGCCGCGAGGTGCCCGGAGGTGCATGGCTTCCG 

TGCGGCGGCGGCGACAAGGCGTACTCCGGCGGCGCGGACGGCGGGGAGGCGGTCGCGTAC 

AGGCGCAAGTACGAGTTCCGCGCCGCCAACGAGGAAGCCGACCGCGCGGGGGAGGAGGCG 

GCGACGCCGGCGCGGCCGAGATGGCGGATGAAGGAGTACCGGCTCAACAAGAGCGCCGCC 

GAGTTCCGCCGCGCGTACGCGCAGCCCAACCCCAAGGCGAACATGGACTGCGTGGTCCGC 

GAGATCTACACGAAGGCGGTGCCACCTCCAACGCCACCGTCCGGCCGCTCCGGCGACGAG 

GAAATGCAGGAAGGCTCCGACTACTCCGTCATGGACGAGGACGAGTTGGTGGACTACTTG 

CTTCAGGGCTTCGAGGACGGCAACTTCGACGAGGACCAGGACCAGCCCGCAGCGGCAGAG 

GACGGCGACTACTCCGACGAGGACGAGGACCAGCCCGCGGCAGCAGAGGACGGCGACTAC 

TCCGACGAGGACCAGGACCAGCCCGCGGCGGCAGAGGACGGCGACTACTCCGACGAGGAT 

GAGCCCTGA 

CDS 

> ONAC080 

ATGGCGTCTTCCGCCCATATGGCTGCCGTGCTGAACCTGCCCTGGGGCTACCGCTTCCGC 

CCCAGCGACCGCCAGATCATCGCCAACTACCTCGGCCCCATGGCGATCCACGGCGCCGAC 

TCCCTCCCTCAGAGGGGAGACGTCGTGGAGGGCGTGGACGTCTTCGCCACGCGCCCTGCC 

GCGATCCCCTTCGAGCCGCGGCGCCACGTGTTTGGGCGGGACGAGGTGCGCGCCTACTTC 

TTCGGGGACCAGCCCACCGACAGCCGGGGCCGCGAGGTGCCCGGAGGTGCATGGCTTCCG 

TGCGGCGGCGGCGACAAGGCGTACTCCGGCGGCGCGGACGGCGGGGAGGCGGTCGCGTAC 

AGGCGCAAGTACGAGTTCCGCGCCGCCAACGAGGAAGCCGACCGCGCGGGGGAGGAGGCG 
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GCGACGCCGGCGCGGCCGAGATGGCGGATGAAGGAGTACCGGCTCAACAAGAGCGCCGCC 

GAGTTCCGCCGCGCGTACGCGCAGCCCAACCCCAAGGCGAACATGGACTGCGTGGTCCGC 

GAGATCTACACGAAGGCGGTGCCACCTCCAACGCCACCGTCCGGCCGCTCCGGCGACGAG 

GAAATGCAGGAAGGCTCCGACTACTCCGTCATGGACGAGGACGAGTTGGTGGACTACTTG 

CTTCAGGGCTTCGAGGACGGCAACTTCGACGAGGACCAGGACCAGCCCGCAGCGGCAGAG 

GACGGCGACTACTCCGACGAGGACGAGGACCAGCCCGCGGCAGCAGAGGACGGCGACTAC 

TCCGACGAGGACCAGGACCAGCCCGCGGCGGCAGAGGACGGCGACTACTCCGACGAGGAT 

GAGCCCTGA 

Protein 

> ONAC080 

MASSAHMAAVLNLPWGYRFRPSDRQIIANYLGPMAIHGADSLPQRGDVVEGVDVFATRPA 

AIPFEPRRHVFGRDEVRAYFFGDQPTDSRGREVPGGAWLPCGGGDKAYSGGADGGEAVAY 

RRKYEFRAANEEADRAGEEAATPARPRWRMKEYRLNKSAAEFRRAYAQPNPKANMDCVVR 

EIYTKAVPPPTPPSGRSGDEEMQEGSDYSVMDEDELVDYLLQGFEDGNFDEDQDQPAAAE 

DGDYSDEDEDQPAAAEDGDYSDEDQDQPAAAEDGDYSDEDEP* 

 

LOC_Os04g40140 (ONAC081) sequence information 

Genomic sequence length: 4064 nucleotides 

CDS length: 627 nucleotides 

Protein length: 208 amino acids 

Genomic Sequence 

> ONAC081 

TCTGGCCTCTGCCTCACTTGCCAAGAAGTTCCTCCTCTCCTCTCGCTTCTCCTCCTCTCT 

CCCCCCTCGGATGCTCTCTACCTCCCAGCCCAAGCTCCCGTCGCAGCGCCGCACCCATGG 

CAAGGTGAGCATCGGGGGTGGGGGTTTCTCCGATCGATCGGGGTGTGGCCTGGTTTGGTT 

TAATCGGTTCCTTTTTCTTGGGGGTGGTTTTCTTCCTTCGCTTTTCTTCTGTTCGTTCGC 

AAGGGCTAGTTTTTTTTTTTAATCCTCTCTCTCTTCTCTTTTCCGTGTCTGATGAGCGGA 

TCGATTTGGGGATTTCGCCTCCGCCAGCTGGCTCGTGGTTCCGGGTTGACCTGAGGAGGT 

GTAATGCAGTGGTGGTTGGTCTGATCGGTGAGAGGTGGATTCTGGTGTTGGGGTTTTTGG 

AAGGGGTGGGGGGATCGATCGCTTTGGATTCTTGTGTGTGGCTCGAGTGGAGATCGAGCT 

GGTTACTGGTGGCGTGATGGAATCGTGGCCGGAATGCATGAGATCGGTGGATATAGCGGT 

CTCGGATGGTGCATGCGGGGGTGGGGGTTTTTGCAGGTTACTGAGGTTTGAGGGGGAATC 

TTACGCTGGAAGCAACCAAGAAACAAGCAGAGGAGGAAGACTCTGCTTCTGTTCTATGGA 
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GACTGGGTCATGTGTCGTCTTCCGATCGTTCACAGCTGCTCGTTGCTAACAGAGGGGAAG 

ATTTCGGATTCGTGTCATCTGATTGCCGATTGGATTGCCACCGGTCTGGGTGATGGTGCA 

GGAATGGCGTTCAGAATCGATGGACAGAAGATTTTACGCTGTCAGAATGTGATTTTGGAT 

GAAACCTTACGCTGTCTGAAACTCTGAATGTCCGGTTTGGGTGGATTTTTCAGCATTCTA 

GCTGCTAAGTGAAGGCTTATTGTTGCTGATGGTCAGGCTTGTTACAGTTGCAGCTGCTAA 

GGTGAAGGGCTCAGCTTCCAGATTTCGATACGTTTGTAGTACTCCTAGAACACTGGATCA 

GTGAGTAAATGAGCTGTGGAGCCTATGGTGAATTACCCTGTTCTTTTGGACCCTTGCCTA 

GCCAATCATAATGGAGAGTAATGTGGCAACAGTTTAGGGAAGTAAGCAGATCCAAAGTGG 

ATTGCAGTTAAACCATTAAAATTTTGAGGCATATAGCCATTCGCTGCTATAGATTGCTCT 

GTCCATTTACATTTGGTTTCTTGAAACAGAGCAATCTATAGCAGAAAGCAGGGAATGAGG 

GAATGGAACTCATGGAAAGTCAAACAGAGTGGAGATATGTCAATCTTTGAATTTCCAACA 

ACAGCATTGCATGACGAATGATGTGGAGACCAAAAGTAGTACTAGACTAAGTACTAGTTA 

GTGTGCTACCATCCATGTGCTCAACATTTGGAATCATGCAGGCCTAGGACACATCTGAAT 

TAGATAGCTGTTAATTTTAATCTTACTCCTACCATTTTTGTTGTAGTAAATGCACAAGGC 

ACAAGGTAGTAACTGTACGAAGTACGGTTTGTTAATTAATTATGTTAACCCCTGTTATAT 

TCATGATTAGTTGCTATTAATTCTGTTGAACCAATTAGTGCGTGTCACTATATCTAGAAG 

TTCAGACTAAGTTCCGTATATGTAGAAGAAGTCTTTCCATATCTGTAACTTAGCACAATT 

ATACTATGTTAAGCTGATTAACCTTAAAATCTGAACTTTTTGGTGAATGACAAGGCGATA 

GATTGTCCTTGAGATAAGTTGGGACTTTTTGTTATGATGAACATGTCTCACTTCTGCCTT 

TTACTGCAGGCCATGGATTATAGCTGGTGGAAAGGTAATTGCTACAAAAATAAGAAATGC 

AACTCAGCTTCTGAGTTGTAAACTTGGAGAATTGGTTCCAGAAGCATGGAGGGAATGCCC 

AAACTGCAAATGTCACATTGATAATAGCGATGTAAGTTCAGCTACCTATTGTACTTATGA 

ATGCTTGATTTAACTTTTTAGTTCAGTTGTCTGATACTCTGATGATGTTTTGCCATTAAA 

GTTTCGTGTGTAGAAAATCAACACTAGACAACATTACTTCCAAAGAGCGATGCTCTGGTG 

CTCTCTACTGGTAGTATTATACTATCAGTCTACTGGTAGTATTATACTACCGGTATATTG 

GGGGTAAATTAGTAATTTACTAATACTATGATTAGGAGTAACTATTATTTATGTTTTTTT 

TCCGGCTAAATCGATTTATGATCATTCATTATTCACTAAAAAAGGTGTTTTGCTCATTAC 

TGTGCTGTGTGCTACACTTTATTCCTATTGTCCTGGCTCCCACGTGTCACAATTTCAATA 

TAAAATCCACAAAGCTTGTGGCTCCCTTGCCTTGGGTATGACGAGGTTGGCTTTAAGCAG 

AAATATCAGTAGGGTAAGTTTCACATTTTCTATGCATTTCTTGTTGGTGCTAAATAAAAA 

ATCTCATTGCAGGTTACTTTACAGTGGCCAGAATTCCCTGACGGTGTTAAATTTGATCCA 

TCTGATCTTGAAGTACTTGAACATTTAGAAAGAAAAATTAACCTGGGAAATCCAGGGCCT 

CAGGGTCTTATTGATCACTTCATCCCAACTCTAGAAAAGGTGGAAGGAATCTGCTATACA 

CATCCTGAAAATCTCCCCGGTACTGGATTATATATTTTAAGTTGTTATCAGGCCTTTTGA 

ACTAGTAGTAATTAGTTAGCTCATGTGTCATACATTCCTCTGTAATTCTGTCAGGTATCA 

AGCTGGACGGCACCAGCAGCCATTTCTTCCACAGAATATCAAACGCATATGGTTCTGGTC 

AGCGCAAGCGTAGAAAGATAAGCCACACCGGCCATGCTGCTTCTGACGAGAACATAAGAT 

GGCACAAAACTGGAAAATCCAACAGATTTACCATAACGGTGTCTTAAAAGGATGGAAGAA 

AATACTGGTTCTTTACAAAGGCTCCAAAAAGAACAAGATAGTACAAGCTAATTGGGTTAT 

GCATCAATATAATCTTGGTGTGGAAGAAGGCGGGGAGGACGGAGAGCTTGTTGTTTCCAA 

GGTATTCTACCAATTATCCTCCAAGCAAACTGGCACGCCTGAAATGGACTCTGTTACTGA 

AGAAGCATCTGATGCACTGACCATAAGAAGTGATCCCATTACACCCATAACGAACCCTCC 

GCTGCCTCGCTGCCTGATGAACAGCCCGTGTGACACGGAGCAGAATGGCACCATTTCACA 

TGATCAGGTAAGCCATGCTACTGATAATGAGGATAGGGCAAACAAATTAATTGCTCTTTC 

TTTTTTTCTTTTTTTTTGACAATACTTCATGCTGTTGCATTGCTGAATTTTACACAGGAG 
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GGGGAATGCAGCACATCCACTCTCCGGCCCATGGTAGAAGCTGGAAACCGTGCAGGGTGT 

TCTGCTGGAGCGTCAACAGCCGGGGACTTCAACGAAGATCTGCTGCAGCGCTGCGAGTTT 

CCGGAGGACCCCGTCCCAACTCTTGATGACACGCTGCCTTTTCTTTACACGGACGAAACG 

GACCTTTTCAGCTGGGAAGTAAGTGTGCTTTGCTCGTAATACTCCTTTCTTTTTCTGACT 

TATATTTTGTTACGGTTAAGAACAAAATCTGATTTGCCTTTCCTGAATTGAATTTCTTGC 

AATAGGATTTTCAATTCGGGTCGCAGGAAAGCTTCGGCTGGGTGGATGGGGATCACACGT 

AAGTGATGCTCTGAGGAGTTGTGGGAAGCAGCGGTGCTGCAGGAAGACGCCTTCAGGGTT 

TAGGGTCTAGGGTTCGCCACTCTAGTGAGCTGCAACACTCTTTTAGAGCTGCAGCGCTTT 

TTATAAGAGTGACGAAATTTGGAGTGGTCAACCCTTCATATAACTGATCTCCGAAAATTT 

TGTATATGGATTTGCGTATTAACACCAGCTCTATGTAGCCGAGCAGTAAGTATAGTAGTC 

TCTCTTCCCCGTAAAAAAAAAAAAAAGAAAAAAAATGTAGCATCTCAACCTGAAAATGTT 

CTGTGAGAACATGTTTATGTGTTGTAACCTTTGAACCTTGTTTA 

CDS 

> ONAC081 

ATGGCACAAAACTGGAAAATCCAACAGATTTACCATAACGGTGTCTTAAAAGGATGGAAG 

AAAATACTGGTTCTTTACAAAGGCTCCAAAAAGAACAAGATAGTACAAGCTAATTGGGTT 

ATGCATCAATATAATCTTGGTGTGGAAGAAGGCGGGGAGGACGGAGAGCTTGTTGTTTCC 

AAGGTATTCTACCAATTATCCTCCAAGCAAACTGGCACGCCTGAAATGGACTCTGTTACT 

GAAGAAGCATCTGATGCACTGACCATAAGAAGTGATCCCATTACACCCATAACGAACCCT 

CCGCTGCCTCGCTGCCTGATGAACAGCCCGTGTGACACGGAGCAGAATGGCACCATTTCA 

CATGATCAGGAGGGGGAATGCAGCACATCCACTCTCCGGCCCATGGTAGAAGCTGGAAAC 

CGTGCAGGGTGTTCTGCTGGAGCGTCAACAGCCGGGGACTTCAACGAAGATCTGCTGCAG 

CGCTGCGAGTTTCCGGAGGACCCCGTCCCAACTCTTGATGACACGCTGCCTTTTCTTTAC 

ACGGACGAAACGGACCTTTTCAGCTGGGAAGATTTTCAATTCGGGTCGCAGGAAAGCTTC 

GGCTGGGTGGATGGGGATCACACGTAA 

Protein 

> ONAC081 

MAQNWKIQQIYHNGVLKGWKKILVLYKGSKKNKIVQANWVMHQYNLGVEEGGEDGELVVS 

KVFYQLSSKQTGTPEMDSVTEEASDALTIRSDPITPITNPPLPRCLMNSPCDTEQNGTIS 

HDQEGECSTSTLRPMVEAGNRAGCSAGASTAGDFNEDLLQRCEFPEDPVPTLDDTLPFLY 

TDETDLFSWEDFQFGSQESFGWVDGDHT* 

 

LOC_Os04g45340 (ONAC082) sequence information 
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Genomic sequence length: 2352 nucleotides 

CDS length: 579 nucleotides 

Protein length: 192 amino acids 

Genomic Sequence 

> ONAC082 

CTCATGCGATCGATATAGCTGCTCCATCCGTTTGAAGGCTGGCTGCTGCTGGCCGAGGGA 

GGCGCTGCATGCTGCTGCAAGCTACGAAGCAGTAGCAATTGCAGGCGCGCGCGCACAAGG 

TAAGAGACGGCTCGTCCATTTCCAACCCGTGGTTTTCTGCTTGATCGATGATGCTAGCTT 

GTTTTACCTTTTGTTTGTTTACCGCGCACTGTGCGCGCGTGCTGAACTGGGGTACGTGCT 

GCGTGATTAGCGATGTCTTTTCTTCCGTCTTCGTGGGTACAAGGTTCGCGAGTCCCTAGG 

GCCTAGGTGTGTGCAGTGTGCTTTGTCGGATAGGACGGCGAGCAACTTTAGCTCTCCCTA 

GTTTGCGCTCGGTTTGTTTAGCTGAACAACTTGAACTCGATGCTCCTGTCCTCCTCTATC 

TCGTCTTCTTTTTCACACAAACCGGCAAAGGTTTCATCATGGATGCATAAATGGAAGTGG 

AAGCAAGGATACACCTCCTGTTGATCAAGCTAGTCTTCTATAGGAGTGCAGAAGAGCGAG 

AATCAGCCTCTGGTCAGAGAAACTTCACTGGATGAATTTCCGATTCATCTTCCTACAAAA 

AGAAAGAAACTCCTCAGAATCGTTAGAGAGACCAGCCTCTGGTCAGAGAAACTTCACTGG 

ATGAATTTCCGATTCATCTTCCTACAAAAAGAAAGAAACTCCTCAGAATCGTTAGAGAGA 

CCAGGTGCAAACCGATCGAATGCTTTCTCAATTAAGAAAAGGAGTATTTCCTGTGAGATT 

TCCTGATTCTAGCTAGTACTAGTAGACATGAGCTAACGAGAAGTTGGATGCTATATGTTC 

AAATTCTTCCTTGGAATTCGTTACACATGCATATATGCATCGTTATCAAACTAGCCTGTA 

ACTGAAATATAGCTTCTTATCGTGCATGCAGTTCATATTAACTTGCTACCAGTTCGGGAG 

CTATACTTTGATCCGCGGAAGAAGATGGACGCATTCTCCCATGTCCCGCCAGGTTTTCGT 

TTCCACCCTACTGACGAGGAACTCGTGGATTACTACCTTAGGAAGAAGGTAGCACTGAAG 

AAGATAGACTTGGACGTCATAAAAGATATTGATCTGTACAAAATTGAGCCTTGGGACCTA 

CAAGGTAATCACAATTTACTCCACTTATTCTACAAGCTTGCTGCTTATCTCTAACCCTGT 

AATATCATAACTAGCTAATTAATCGACATCTCCAAAATGATGCTCAAACAGAACAATGCA 

AGATTGGAAACGAGGAGCAGAACGAGTGGTACTTCTTCAGCCACAAGGACAAGAAGTACC 

CGACGGGCACACGCACCAACAGGGCGACCACTGCCGGCTTTTGGAAGGCCACCGGGAGGG 

ACAAGCCGATCTATGTCAAGAACTGCCTTGTTGGGATGAGGAAGACGTTGGTTTTCTACA 

GGGGCCGGGCTCCCAACGGACAGAAGTCGGACTGGATCATGCACGAGTATCGCTTGGAGA 

CCAACGAATACGGAGCTCCCCAAGTAAGTTTGTGTACTAGTGCATGCATGCTACCGAGGA 

TTCAGACTTCAGACACCTAACATGCTCCATGTTCAGGAGGAAGGATGGGTGGTCTGCAGG 

GTGTTCAAGAAGCGAGTCGCGGCGGTGCAAAGGGCGGCCGGCGACGGCGGCGACTCACCT 

TTCTGGTTCAACGAGCACGTCGCGTTCATGGCGCCGGCGCCAGGCCTCGACTCGCCGTAC 

CATGGCCACCGCCAGAGCCACCCTTGCAAGCTGGAGGTAGAGTATCACCACCACCTCCTT 

CCTCAGGAGGCGGCGCCGTTCATGCACCTCCCAAGGCTGGAGAGCCCCAAGCTACCGGCC 

GCCGACATCATTGTCGCCACCGCAGCGTCGTCCGCTCTCCAGCCGTGCGGCCACACGACG 

GCGCAGCAGCTGCAGCTGCAGATCGAGCCGGTCTACGTGACGGCCGATGCGTCGGCAGCA 

GATTGGAGGGATCTTGACAAGCTGGTGGCGTCTCAGTTCGGCCACGGCGACTCGACTGCG 

AAGGAGCCCAGTTACTGCAATCCGGTGCAGGTGTTTCAGGTCGAGGGGAAGCAGGAGGAT 

AGCTTGGATTACGTGTCCACGTCTGCCTCCTGCGGAGGGGAGGAGGATTTGTGGAAATAG 

CCGCGTGAATGATGCAAAACACATACTAACATATACGCCATTGTATACAGCCTAATAACA 

TTGCGGTGTGATTTGATACAGTGTATAAATAGCTAGCATTGTCATGGTAATTACCAACTG 

CCCATCTATATATACTAATAAAGTATAACCGAAGTGGTTATACATGCATGCATGATTAAT 
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TAATTTGCCATC 

CDS 

> ONAC082 

ATGCTCCATGTTCAGGAGGAAGGATGGGTGGTCTGCAGGGTGTTCAAGAAGCGAGTCGCG 

GCGGTGCAAAGGGCGGCCGGCGACGGCGGCGACTCACCTTTCTGGTTCAACGAGCACGTC 

GCGTTCATGGCGCCGGCGCCAGGCCTCGACTCGCCGTACCATGGCCACCGCCAGAGCCAC 

CCTTGCAAGCTGGAGGTAGAGTATCACCACCACCTCCTTCCTCAGGAGGCGGCGCCGTTC 

ATGCACCTCCCAAGGCTGGAGAGCCCCAAGCTACCGGCCGCCGACATCATTGTCGCCACC 

GCAGCGTCGTCCGCTCTCCAGCCGTGCGGCCACACGACGGCGCAGCAGCTGCAGCTGCAG 

ATCGAGCCGGTCTACGTGACGGCCGATGCGTCGGCAGCAGATTGGAGGGATCTTGACAAG 

CTGGTGGCGTCTCAGTTCGGCCACGGCGACTCGACTGCGAAGGAGCCCAGTTACTGCAAT 

CCGGTGCAGGTGTTTCAGGTCGAGGGGAAGCAGGAGGATAGCTTGGATTACGTGTCCACG 

TCTGCCTCCTGCGGAGGGGAGGAGGATTTGTGGAAATAG 

Protein 

> ONAC082 

MLHVQEEGWVVCRVFKKRVAAVQRAAGDGGDSPFWFNEHVAFMAPAPGLDSPYHGHRQSH 

PCKLEVEYHHHLLPQEAAPFMHLPRLESPKLPAADIIVATAASSALQPCGHTTAQQLQLQ 

IEPVYVTADASAADWRDLDKLVASQFGHGDSTAKEPSYCNPVQVFQVEGKQEDSLDYVST 

SASCGGEEDLWK* 

 

LOC_Os04g52810 (ONAC083) sequence information 

Genomic sequence length: 3803 nucleotides 

CDS length: 852 nucleotides 

Protein length: 283 amino acids 

Putative Function: no apical meristem protein, putative, expressed 

Genomic Sequence 

> ONAC083 

TGTCTTTCTCAAGGGAGAATTAACCATCAAATCAATATATACAATGAGCTTGATCAGCAT 

GATGGAGGCGAACCTGCCGCCGGGGTTCCGGTTCCACCCCAGGGACGAGGAGCTCGTCGT 

GGACTACCTCTACCACAAGCTCTCCGGCGGCGGCGAGTTCTACGGCGGCGTGGCCATGGT 

CGACGTCGACCTCAACAAGTGCGAGCCGTGGGAGCTTCCAGGTACGGATCAGATCATCTC 



S176 

 
GTGCAAAACTTCAGCTTAATTTTCTTTCGGAAAGGTGATGGCAGATGCGTATATTGATTA 

GCTCCGAGCAGCACGAACTGTGTGTGATTAATTAGCTTTGCACCCTCTGCACCGATCCAA 

TGGTACATGCATAATTGCATAGCAGTCGCATAACCTGAAGAAAGAACTGTGTGATTATTT 

AACATCTGCAGCTTGCACCCATCCATCTGCAATATCTGATTTTCTTTTTTCAGAAAGGCT 

ATACAGAACATCCGCAGCCTGCACAATTCAGAAAATGTTTTTTTTTAAAAAAAGGATATT 

CAGAACATATGCAGCTTTGACGAATTCAGGCCAAAAAAAAAGACTCAGAAAATGAAGGAA 

AGAAAAAAAAAAGAGAAAAATGGCGTCGCCCGGACTCGAACCGGAGACCTTCAGTGTGTT 

AGACTGACGTGATAACCAACTACACCACGACACCTTTGTGTTACCGAAATTTAGACTAAA 

TTATATATTTTTGAGAAATCATCTTGCACGAATTACTATGAGCACCAGCTGCATCTCTGT 

AGATCTCGTTTCGATTTTCCTTTAATTTTGAAACAAGTTCCATTTGCACATTTCTTCACG 

TCACTAGTTGCACTTGACCTATCTGAACTATATGGTTTTTTTTACTTGCCATGAATCGTT 

AGCATATTTCTTGCACAATCTGATCATCTTCCCTGCACGCGCACGCGCACGCGCCGCCGG 

TCGCCGGCGACGAGAAGACGCCGCGCGGGTGGGCGCCACGGAGTGGTACTTCTTCAGCCT 

GCACGACCGCAAGTACGCCACGGGGCAGCGCACCAACCGCGCCACCCGCTCCGGCTACTG 

GAAGGCCACCGGCAAGGACCGCGCCATCGTCACCCGCCGCCGCGCCGCCGCCGGAGAGGC 

CGTCGCCGGCGGCGAGGTGGTCGGGATGAGGAAGACGCTGGTGTTCTACCAAGGGAGAGC 

CCCCCGGGGCAGCAAGACGGAGTGGGTCATGCACGAGTTCCGCGTGGACGGACATGCCGT 

TGCCGACCACCCCTCCTCGTCCACCTCCTCCTCCTCATCTAATCTTCTCAAGGTACTACA 

TGCCAGCATTTGTTTTGCGTGATCTCAGCAGTAATTATTAGTGATTAATCTATCATCACG 

CAGGTAAAAGAGTGAAAAAAGAGAGAGAGAGAAAGATGAGAAGTACTCACTCTATTCCAA 

AATATAAGACACAACTACCCTTAACTCAAAGATCAAGAAATAATTAATATATCATTATCG 

TTGTCATAAATCACTCTAATTAATACAAGAGATGCAACCAATAGAATTAAAGATCTTGTG 

AGTATAGGATTTAAAATAATAATAACTTAGGGGAGAGAATGTGATAATTAATTACATGCG 

TGCGTGCACGTCTTATATTATGAAACTACTTTAAAAAATAGATGTGCCTATATTTTAGAA 

TGGATGGAGTAAATAATTACTCCCTCTAGTTAGAAATATTTTGTGTTTGGGGCGAGATTT 

ATTTAGTTGAAATTTTGAATTCTGATAATCAGTTCTCAAGCAAAATAAGTTTATGAAATC 

TAATAAATTCATACCACAGTACCTCCGTATTAAAATATAAGTATTTTTTACTTTGAATCT 

GGATAGATAAAAAATGCTTATATTCTAATTCAGAGGTAGCTGTATTCCTTTTGACACATC 

TACACACGCCAATGTTTTCTTTTAAAACTAGTATTTTAGAAATTACGAATGGTTAAAATT 

TCAAAAGTTGATTAGATATTGTCTTATGCATCAAATATTTATGATTCTAATGCCTAGATT 

AATTACGTACTGAGAAAATACTTATATAAAGTGCGTACTAGGAAGCTTCGTCAGTGTTAG 

AAGAGTTCTACTCTTGTAAATGCCCACGATTGCACGTCTCTTGGTAAGTGACAGCCAGAA 

TTAGGATAGTAGTAGCAACATGTTTCTTTCACAGTTTTGTTTTCTTTGGCTCTACAGACT 

TTAGCCGAATGCTGTTTTTTTTTCCTTTTTCTGAACATTCTGATGTGATAAACTAGTTAT 

GCAACTTGCCAATGATTGTTTCTACTTGACCTAGTCCCATCCAATCATTCCCAAACCTTG 

TACGTATCACCAATGCTTGCCACTCGAGGTTTGTTCGATTGGCTACATCGCTGTGCATCA 

TCAGCAACACTAAATTACAAGCCTAGATATGTAGGGGAACAATTTGAAAAGGATTTGACT 

GCTTTTATAGCACAGATTCTTTATTCCAAGTTGTTAGTTGTTCTGTTAAATGATGATTTA 

AGGCCCTATTTAGATGGGACTAAAACTTTTAAGTCCCTATCACATCGGATGTTTGAAAAT 

TAATTATAAATATTAAACGTAGACTATTAATAAAACCCATCCATAATCTTGGACTAATTT 

GTGAGACGAATCTAATGAGCCTAATTAATCCATGATTAGCCTATGTGATGCTACAGTAAA 

CATTCTCTAATTATAGATTAATTAGGCTTAAAAAATTTGTCTCGTGAATTAGCTTTTATT 

TATGTAATTAGTTTTGTAAGTAGTCTATATTTAATACTCTAAATTAGTGTCTAAAGACAG 

GGACTAAAGTTAAGTCCCTGAATCTAAATACCACCTAAGCATATTCAGATTATTGAGGTT 

TCCACAATATCAAGCATCGTACGAACTGTATATATATCTATCTATCTTTACAAGATAATA 
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TAAACTTCATCCCAACCTGAGGTCACCAAATCTTATTTTAAACACGAATGGTAAGTTAAG 

TACAACTTAATCTACTTTGTCTGAATATTTCTTTTGACAAAAAAAAAATGCAGGAGGACT 

GGGTGCTGTGCAGGGTGTTCTACAAGAGCAGAACGGCTACACCAAGGGCAGTAGTCTCCG 

GTGAGGCTGCCGTGTCACTGTCCGGTGAGCTCAGCTTGCCGCCGCCGCTGCCGCCGCCCG 

TTGCCCCCGCCGTCGTCGACGGCTACACCGGCGGCGGCTATTACGAGCAAGACAGCTCAG 

CTGGGTACCACCACCACCACCACCACCGGCCGCCGCCGTCGGCAGCATTGCCGTTCAAGG 

ACCTGACGGACTTCAGGGACCTGCTGAGCAACATGGCACAAGGCGGCGGCGGCGGCGCTG 

CCGCCGCCAAGACGGAGGGGTTCCATCTTGGCTGGAGCGAGGAGGAGTCCTCCGGCTACG 

TGCAGCAGAGCGCCATGGCGTCGCAGGCGTGGAACCCGTTCTAGCTTAGCTAGAGCTAGA 

GCTAGAGCTATATATAGCTGATATAAGCTGATCCAGTTCTGAACTTTTTTCAGAAATGGT 

GATGATATACAAAGGCAAAGTTTGTAGGTGTAGCTTAGACAATGTAAATGTAATTTATCT 

TCGTTGTTTCAGTAATTTTCCTTTGTTAATTAGCGTGGTTGAATCCTAGTTGTGCTACTG 

CTAGTTAACAGCGTAGTGACAAACAATTTGTAAATGTGGAGATGGTTTGGTTTACAGTAA 

CTTTTGAGATGTACAAAGGATTGCTCCATTCAGTTCATTGGTTGCTAAAGAAGAGAAATA 

GATTCGATCGTTACTCATCTTCC 

CDS 

> ONAC083 

ATGGTTTTTTTTACTTGCCATGAATCGTTAGCATATTTCTTGCACAATCTGATCATCTTC 

CCTGCACGCGCACGCGCACGCGCCGCCGGTCGCCGGCGACGAGAAGACGCCGCGCGGGTG 

GGCGCCACGGAGTGGTACTTCTTCAGCCTGCACGACCGCAAGTACGCCACGGGGCAGCGC 

ACCAACCGCGCCACCCGCTCCGGCTACTGGAAGGCCACCGGCAAGGACCGCGCCATCGTC 

ACCCGCCGCCGCGCCGCCGCCGGAGAGGCCGTCGCCGGCGGCGAGGTGGTCGGGATGAGG 

AAGACGCTGGTGTTCTACCAAGGGAGAGCCCCCCGGGGCAGCAAGACGGAGTGGGTCATG 

CACGAGTTCCGCGTGGACGGACATGCCGTTGCCGACCACCCCTCCTCGTCCACCTCCTCC 

TCCTCATCTAATCTTCTCAAGGAGGACTGGGTGCTGTGCAGGGTGTTCTACAAGAGCAGA 

ACGGCTACACCAAGGGCAGTAGTCTCCGGTGAGGCTGCCGTGTCACTGTCCGGTGAGCTC 

AGCTTGCCGCCGCCGCTGCCGCCGCCCGTTGCCCCCGCCGTCGTCGACGGCTACACCGGC 

GGCGGCTATTACGAGCAAGACAGCTCAGCTGGGTACCACCACCACCACCACCACCGGCCG 

CCGCCGTCGGCAGCATTGCCGTTCAAGGACCTGACGGACTTCAGGGACCTGCTGAGCAAC 

ATGGCACAAGGCGGCGGCGGCGGCGCTGCCGCCGCCAAGACGGAGGGGTTCCATCTTGGC 

TGGAGCGAGGAGGAGTCCTCCGGCTACGTGCAGCAGAGCGCCATGGCGTCGCAGGCGTGG 

AACCCGTTCTAG 

Protein 

> ONAC083 

MVFFTCHESLAYFLHNLIIFPARARARAAGRRRREDAARVGATEWYFFSLHDRKYATGQR 

TNRATRSGYWKATGKDRAIVTRRRAAAGEAVAGGEVVGMRKTLVFYQGRAPRGSKTEWVM 

HEFRVDGHAVADHPSSSTSSSSSNLLKEDWVLCRVFYKSRTATPRAVVSGEAAVSLSGEL 

SLPPPLPPPVAPAVVDGYTGGGYYEQDSSAGYHHHHHHRPPPSAALPFKDLTDFRDLLSN 

MAQGGGGGAAAAKTEGFHLGWSEEESSGYVQQSAMASQAWNPF* 
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LOC_Os04g59470 (ONAC084) sequence information 

Genomic sequence length: 858 nucleotides 

CDS length: 858 nucleotides 

Protein length: 285 amino acids 

Genomic Sequence 

> ONAC084 

ATGGAGGAGGAGTGGTGTTGTGTGGCGCCGGGATTCAGGTTCCACCCGACGGAGGAGGAA 

CTGGTTGGTTACTACCTGGCACGGAAGGTGGTCGGGCAGCAGGACGACGGGATCATCCAG 

GAGGTGGATCTTAACAGCATCGAGCCATGGGACCTGCTGCAAGCTCAGCAGCATGATCAG 

GAGTACTACTGCTACTTCTTCAGCTACAAGGACCGCAAGTACCCCAGCGCGCGAGGGACG 

GGGACGCGGACCAACCGCGCCACGGCGGCGGGCTTCTGGAAGGCCACGGGCCGTGACAAG 

CCGGTGCTCTCCTCCTCTCGATCATCATCGTCGCCGGCGGTGATCGGCATGAGGAAGACG 

CTCGTCTTCTACCGCGGCCGCGCGCCCAACGGCTGCAAGACCGACTGGATCATCCACGAG 

TACCGCCTCGTCGCCCACCATCAGCAGCCGGACGGCAGCTGCTGGGTGGTGTGCCGCGCG 

TTTCACAAGCCCACCACCACCACCCTGCAGCATCAGCTTCACCTGCACAGGCCGGCTCCT 

CTACTTCATCATCCCGGCTACTACGACGACCAATATTTATATCCTCCTCCTGCTGCTGCT 

GCTGGTGGCGGCGGCTTGCTCTGCTCCCCTGCCTTGGACATGGAGTTGGAGGACGAGGAG 

GATGAATCCAAGATGATGATCTTAAGCAATGATAATATTCCGCTGGTGGTGAGTCCGACT 

GCCGTACACACACAAGGCACCGGCGGCGACATTATTAACGACGCTACTACCGCGCCTGCT 

GCTGCTGCTGCTGCTGATCATCGTCGACACCTTGCTCCACCACCACCACTTCACTTGTTA 

GCTAATTCAGTCGATTAA 

CDS 

> ONAC084 

ATGGAGGAGGAGTGGTGTTGTGTGGCGCCGGGATTCAGGTTCCACCCGACGGAGGAGGAA 

CTGGTTGGTTACTACCTGGCACGGAAGGTGGTCGGGCAGCAGGACGACGGGATCATCCAG 

GAGGTGGATCTTAACAGCATCGAGCCATGGGACCTGCTGCAAGCTCAGCAGCATGATCAG 

GAGTACTACTGCTACTTCTTCAGCTACAAGGACCGCAAGTACCCCAGCGCGCGAGGGACG 

GGGACGCGGACCAACCGCGCCACGGCGGCGGGCTTCTGGAAGGCCACGGGCCGTGACAAG 

CCGGTGCTCTCCTCCTCTCGATCATCATCGTCGCCGGCGGTGATCGGCATGAGGAAGACG 

CTCGTCTTCTACCGCGGCCGCGCGCCCAACGGCTGCAAGACCGACTGGATCATCCACGAG 

TACCGCCTCGTCGCCCACCATCAGCAGCCGGACGGCAGCTGCTGGGTGGTGTGCCGCGCG 

TTTCACAAGCCCACCACCACCACCCTGCAGCATCAGCTTCACCTGCACAGGCCGGCTCCT 
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CTACTTCATCATCCCGGCTACTACGACGACCAATATTTATATCCTCCTCCTGCTGCTGCT 

GCTGGTGGCGGCGGCTTGCTCTGCTCCCCTGCCTTGGACATGGAGTTGGAGGACGAGGAG 

GATGAATCCAAGATGATGATCTTAAGCAATGATAATATTCCGCTGGTGGTGAGTCCGACT 

GCCGTACACACACAAGGCACCGGCGGCGACATTATTAACGACGCTACTACCGCGCCTGCT 

GCTGCTGCTGCTGCTGATCATCGTCGACACCTTGCTCCACCACCACCACTTCACTTGTTA 

GCTAATTCAGTCGATTAA 

Protein 

> ONAC084 

MEEEWCCVAPGFRFHPTEEELVGYYLARKVVGQQDDGIIQEVDLNSIEPWDLLQAQQHDQ 

EYYCYFFSYKDRKYPSARGTGTRTNRATAAGFWKATGRDKPVLSSSRSSSSPAVIGMRKT 

LVFYRGRAPNGCKTDWIIHEYRLVAHHQQPDGSCWVVCRAFHKPTTTTLQHQLHLHRPAP 

LLHHPGYYDDQYLYPPPAAAAGGGGLLCSPALDMELEDEEDESKMMILSNDNIPLVVSPT 

AVHTQGTGGDIINDATTAPAAAAAADHRRHLAPPPPLHLLANSVD* 

 

LOC_Os05g10620 (ONAC085) sequence information 

Genomic sequence length: 5420 nucleotides 

CDS length: 1074 nucleotides 

Protein length: 357 amino acids 

Genomic Sequence 

> ONAC085 

TTGTGCCACACCCTTCAAAAAGTGCTCTCTCTCAAATTTAACTCCCTCCCCAATTTCTTC 

TCCATCTCTTTAGATCTCTCCCCTCTTCGATCAAATTAAGCCTCTCAGTCTCATCAGATC 

GAGCTCAACCAAGGTTGGTTTATTGGTTTGGTTATTAGTTGGCCATCGATGATTAGTTTC 

AGTTCCCCTTCTCTCCTGCTGCTTGCTGTGATTAATTAATTTGCTTCATCCACGTCTTGA 

TCGATGTGTAATGTCCGTGCTGCCATAGTGCCATGCCATGTCTCTTGTATGTGTGTGTGT 

GTGTGTGTTTGAATCGCATTTTGAATTTCATTTGCGCGCCTTTTAATCCCTCCCAGATCT 

TGCTGATAAGAAGCGGTTTTTCCTTTCGTTCTTTTTTTATTTTTTTTCCTGATCGTTGCA 

TGCTCTCTCCGTATAAAAAAAAGAATTGAGGATACGACACAACCTAGTGTGTCCAAATTC 

GTTATGTTAAGTTGTATCTCTTCCTTAATTTAGGTATTTCTTAGATAGAGGGAGTAGATT 

GTACTCTCTGTTAAAAAAGCCAAGTTAGGAGGGGATGCGATCCCTTCTAATATAATGAAT 

TTGGATAGTTTTATGACTCTTTTGGGTTTTTTTTTGACGGAGGCAGTAGTAGTTTATAAA 

GTTTAAGGTCCTTATTTTTTTCTTATACTTGCTTATAATTTAAATTTTTGACTTTAAATT 

TGGGATTAATTTTAGGGTGTTTTCATCGAAGTTTATTTTCCAGTCTTTACTTTTAGATCG 

CTAAAAACACGTATAGAAAATTTTCATTTATAAATTATTTTTCGTTTGTAAATATGCCAT 
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TTCTGGGTCCGTAATTCTTCGATAAATAAATGTTGCTTTCTTGCGAAGCAATAAATCTTT 

TGTACTGTAACGCACGCTAGCGGCCAGTTCGGAATTTAGGCAGTGAACAGGTCCATTAGT 

CACGAATTTTTAGCATATGTTTAAGTTTGTTAACTGAATTCGAACCATTTTTACACTCCA 

TAACATTATAAATTTTAATTTCGATTTAGTACCATAGAGGTGATTGTCAGAGAGAGAGAG 

AGATACATGAGATGGAGCGCATCTGCGCATGCACCTGAGCCATAGGGATGCAGGTGGGCC 

AGGGTTCAAAATTAAACTTTGATTTGGCCCTCTCTTTTGGGGCACGAAGATAATTTGAAA 

TTTGAACAAACTTTGGTCAATTTTTTTTTCTAAAAAAAATGCTAAACATTTACAAAAGAT 

GAAAGATTCTGAAATTTTCATTCCAAAATTTTCAACCCTTAAGTGGGCCAGTCCACTATA 

CCTGATGACCTGCTGACGGTTTCCCTTAACTCGTGAGTTGCACGAATTAATTGAATTCCG 

CCCTCTCTGGTGTATATAAATGGATCCAAGCAATAATCAACCTGATTTATCATTTCACAT 

TTTTACTACTAACTAATACACGATCCACGTATATGAATGGGCGCAGGGTCGATCCAAGCA 

AGAATGAGCAGCGACGGCGCCTCTGGAAGCATTGGAATGAAGCACGACGACGGCGATCAC 

CGGCCGAGCACCGGAGCGTCGTCGCGGCGGTGCCCCAGCTGCGGCCACGACCCTGACTGC 

AACAAGCCGGTAGGTGCACGCATGCATTGCTACAATCAATTAACCAACATGAGGCTTGTG 

ATTGTTTGTTCTTGATTACTGCAATAATGGATTCGATCGACCTCTCTTCGATCTGATGTT 

AGTTAATTAGTTAATTACTGTATCAAATGCATTTTGCAGTTCGACATGGTTGGGATGCCT 

GCCGGCGTCAGGTTCGATCCGACGGACCAGGAGCTGATTGAGCACCTGGAGGCCAAGGTG 

AAGGATGGCGGCTCAACATCGCACCCTCTCATCGATGAGTTCATACACACCATTCAAGGA 

GAAGATGGCATCTGCTACACACATCCTGAGAACCTGCCCGGTTTGTGAAATCTCGATCAC 

ATATATCATTTTGGTGTGCTGCGTGTTTAATTTTGTTTCCTTAAGATGGCAAAGTCAACT 

TGAATTTGACTTTATAATGGAAGCTGCATGGTAGCCTGGTTGGATAGCTGTAAAAATGTT 

ATGTCGGCATGGAGTAATCCAAATGTAAATTTACTTGCTAGATATATGTGTTTAGATCAC 

AGCTATATGGAGTATGTCGGTATGGTAGGAGAAGTCAAAAGAAAGTTGATTAGTTCGATT 

CAGTGTACTTCATAACTTAGCTAGTGAGAGAAACTTTTGGATATTATGTTAACTATTAAT 

GAGCTGTATTGTGAATGTCGGTTTGTGATTTAGTCGGTTAGCATTAGGCTCTAAATATGA 

ATGTAAAGGTAACCTTATCGACCAGATTAATTAAAAGATAGTACTATATTTTCCAGCTCC 

AGTGTTATTTGCATGTGTGAATTCTCTCCTAGGATATAGCCAACCAGCATAGTGATACAA 

CATTTATATATTGTCGAATTGAAACCCTTTTCCTAACTATTTAGATTGCATGCATTTACT 

AAACAAGGCACGCCAACTTATGTTGATAAATTTCCCTTTCAAGATTGTTGTGCATAGAGA 

TACCAACTGCCTATATAGGCCTTGGCTGTGCATAGAGATACCAACTGCCTATATATGCAA 

GATTGTTGTCCCTGAATATTTTTAGTTTTTGTTTTTAATCACCTATCTCTCATCATGGTG 

GGAATTTGGTCCTTCTAAAAATTTCCAAATTGTTAGTAAGGCTTCACTCTTTAATTTCCT 

GATCAGATGAACTGCCACTCATCATTCTAATACATGAATCTCGACGTACTCCAAACAGAG 

CAAATATAGTAGCTGGCGTTGACACCACCAAATTTACAAAATCATGACTATAGTTAATGC 

GGCCATGTAAACATGTCGTTTCAGACTTGTTTCAAGCCCAACTTCAAAAACTTTGCACAG 

CATTGGATTGGATATATGAAGAGAACACATATGTATATAATATATATTAACATTGAAAAG 

TATATCGTCATGAAAAGTGTTCTTTTCTCATGAAGATGTAGATGAAGATAAAGATTAAGT 

TTTTTTTACGTAAAACGAGGTGGTATTAACGTATGATTGATTAAGTTTTAATTATTATAA 

ACTTGAAAAATAGATTAATATGATATTTTAGAGAAACTTTCATTTAGAAAGTTTTCGTAC 

AAAACACACCGTTTAGCAGTTTGAAAAGCGTGCTACGAAAATCTTAATCTTCATCCAACT 

CTTATTGGAGAAAAGAACGGGTGGTCTAGCTATAATTCGCAGGGTTTTCCGAATGTTCTA 

GCTACCATTGAAACTAGTGATCAAAACTACATATCGAAGGCTTTGTCGATGTCTAAAACA 

ATAGTATATTATGTTTTTGTGACTGGAGTACTGGAGTAACTTGTATCTGTGATCACCAAA 

AACAGGTGTGACAAGGGATGGCCTGAGCAAGCACTTCTTCCACCGGTCAGCCAAGGCCTA 

CCCCACTGGCACAAGGAAGCGGAGGAAGGTCCTGGCTGATCAGCAGCCTGACGACCATCC 
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ACAGGCCAGCAAGGGCAGAAATGTCGCGGCGGCGGAGACACGGTGGCACAAGACCGGCAA 

GACGCGGGAGATCACGGTGCGCGGCCAGCCCAAGGGCTGCAAGAAGATCCTGGTGCTCTA 

CACCAGCTTCGGCAAGAAGCGCAAGGCGGAGAAGACCAGCTGGGTGATGCACCAGTACCA 

CCTCGGCGAGCTGGACGACGAGAAGGAAGGGGAGCTCATCCTCTCCAAGGTCTTCTACCA 

GACGCAGACGCGGAGCGCCGCCGCAGCAGAGGCACCGGTAAGCTCGGGTGCTGCCATGGA 

GGTGCAGGGACAGCAGCAGCAAGTGCTGAAGCTGCAGGCTGATGATGGTCACTTCAGCTC 

AGCTCCTACCAAGAAGAGACTGCATCAGGTAACTTAGCTACTGTTTTATCTGTCAAGAGT 

TGAATTTGGCTGTGTTTAGTTCACACTGAAGTTTGGAAGTTTGGTTGAAATTGGAACGAT 

GTGACTGAAAAGTTGTGTGTATGAAAGATTTGATGTGATGGAAAGTTGGAAGTTTGGAAA 

AAAACTTTAGAACTAAACAGGGCCTCTGTTGTATTCATTAGTTTAGTTGAAGCTGGTACC 

TCTCCAATACTACAGTCTTAGTCCACAAATTAATGCTGAAAATCTTTGTACATCCCCAAG 

AACTGTAAAATTATTCTCATGAATTAACTTCATCACACATGATACTGCAGGATGTTGTAG 

CACAAGTAAAAGTTGATCGGGGTCACCACTGCATGCCAGCACAACGCCAAGTCAACTTCA 

ATTTGAAAGTAACTCCTGTGCCCACCACCAGTTCATTCCCTGTCGTTGTCGACAAACAGT 

TGTATTCTCCTGTGGCGCTATTCCGAAGTGAACATCTTCATGTAGGTAATTCAGTTCATA 

TGTTTCCTCGTTTACTGAAATTGAACATCTTTGTATTTGAAACTAACTCCTCAATTCCTG 

GCCTAATGGCCTTTGGTCCCTAAAAAAAACCTACTCCTGAAAAGATTTCTTTTCTGATAC 

TAAAGTAAATAATGTGTTAAATTGCTGTTACATTGCCATTCCTTGCATATATATTACTAT 

AAATGAAATGCTTTGAGATCAGATTTCCTTCCGATAGTTCAATTGCTGTTGACTTCTGTT 

TCCAAGTTCTTCACCTATATATCTTGGAAAGTTACCTGAACTTTTTAGGCAGCTTCTAGT 

TAGAAACTTGAGTACATCAATGCTCTGTTTACTTTGTTTTTGTCGTGCTCTGTTTCCATT 

GAAATGATGTTGTTTTACCTTTTAGGCCTTGTTTAGTTCCAAACTTTTTTCTTCAAACTT 

CCAACTTTTCCGTTACATCAAACTTTTCTACACATACAAACTTTTAACTTTTCCGTCACA 

TCATTCTAATTTCTTCAAACTTCTAATTTTGGCGTGGAACTAAATACAGCCTTAATCAGT 

TCAACATTACGACACTTCCATTTTACAAATTAAACCTTTTGACTTGTTTACATTCTACAG 

GGAAGAACTTCAATTCATCAGCCCCAAAAAGCAGATTGGCCTCACCAGCGCTGGCCTCCT 

GACAACCAAGATCAACATGGATAACTTCCTGGATTCACAGTAGATGAACTTAACTGGTAA 

ATGGTTCTAGTGTTGATTTTGAAACGTACAACAGAAACTGGCTGTAATATCTTCGGCTAC 

TGCTAGAGTGCTAGTGCTAGTAACCTATCTACTTCTGTTCTTAGCCCGTAGGGCAGTATT 

GTTTCTTATTGAGAATGACTGTCTATATACATGTACAAAATCTCTTATATTATGAAATAG 

AGGTAATATGTAGTTTTTCTGTTTATGTTTGTAGGATACTAACATCAATAAAATCAGACA 

TGATAGATTTCTTCATCCAC 

CDS 

> ONAC085 

ATGGGCGCAGGGTCGATCCAAGCAAGAATGAGCAGCGACGGCGCCTCTGGAAGCATTGGA 

ATGAAGCACGACGACGGCGATCACCGGCCGAGCACCGGAGCGTCGTCGCGGCGGTGCCCC 

AGCTGCGGCCACGACCCTGACTGCAACAAGCCGTTCGACATGGTTGGGATGCCTGCCGGC 

GTCAGGTTCGATCCGACGGACCAGGAGCTGATTGAGCACCTGGAGGCCAAGGTGAAGGAT 

GGCGGCTCAACATCGCACCCTCTCATCGATGAGTTCATACACACCATTCAAGGAGAAGAT 

GGCATCTGCTACACACATCCTGAGAACCTGCCCGGTGTGACAAGGGATGGCCTGAGCAAG 

CACTTCTTCCACCGGTCAGCCAAGGCCTACCCCACTGGCACAAGGAAGCGGAGGAAGGTC 

CTGGCTGATCAGCAGCCTGACGACCATCCACAGGCCAGCAAGGGCAGAAATGTCGCGGCG 

GCGGAGACACGGTGGCACAAGACCGGCAAGACGCGGGAGATCACGGTGCGCGGCCAGCCC 

AAGGGCTGCAAGAAGATCCTGGTGCTCTACACCAGCTTCGGCAAGAAGCGCAAGGCGGAG 
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AAGACCAGCTGGGTGATGCACCAGTACCACCTCGGCGAGCTGGACGACGAGAAGGAAGGG 

GAGCTCATCCTCTCCAAGGTCTTCTACCAGACGCAGACGCGGAGCGCCGCCGCAGCAGAG 

GCACCGGTAAGCTCGGGTGCTGCCATGGAGGTGCAGGGACAGCAGCAGCAAGTGCTGAAG 

CTGCAGGCTGATGATGGTCACTTCAGCTCAGCTCCTACCAAGAAGAGACTGCATCAGGAT 

GTTGTAGCACAAGTAAAAGTTGATCGGGGTCACCACTGCATGCCAGCACAACGCCAAGTC 

AACTTCAATTTGAAAGTAACTCCTGTGCCCACCACCAGTTCATTCCCTGTCGTTGTCGAC 

AAACAGTTGTATTCTCCTGTGGCGCTATTCCGAAGTGAACATCTTCATGTAGGGAAGAAC 

TTCAATTCATCAGCCCCAAAAAGCAGATTGGCCTCACCAGCGCTGGCCTCCTGA 

Protein 

> ONAC085 

MGAGSIQARMSSDGASGSIGMKHDDGDHRPSTGASSRRCPSCGHDPDCNKPFDMVGMPAG 

VRFDPTDQELIEHLEAKVKDGGSTSHPLIDEFIHTIQGEDGICYTHPENLPGVTRDGLSK 

HFFHRSAKAYPTGTRKRRKVLADQQPDDHPQASKGRNVAAAETRWHKTGKTREITVRGQP 

KGCKKILVLYTSFGKKRKAEKTSWVMHQYHLGELDDEKEGELILSKVFYQTQTRSAAAAE 

APVSSGAAMEVQGQQQQVLKLQADDGHFSSAPTKKRLHQDVVAQVKVDRGHHCMPAQRQV 

NFNLKVTPVPTTSSFPVVVDKQLYSPVALFRSEHLHVGKNFNSSAPKSRLASPALAS* 

 

LOC_Os05g25960 (ONAC086) sequence information 

Genomic sequence length: 1704 nucleotides 

CDS length: 1704 nucleotides 

Protein length: 567 amino acids 

Genomic Sequence 

> ONAC086 

ATGGCGGCGGCGGATGGGCTCCTCCCGGGCCTCAAGTTCGATCCCAGCGACCACGACCTC 

GTCGGAAGGTACCTGCTCCGGCGCCTCCAGGGCCAGCCCCTCCCGCTCGACGGCGTCATC 

CTCGAGGCGGATCCCCTGAGCGCGCCGCCGTGGAAGCTTCTCGCGGATCACGGCCGCGGC 

GACGAGGCCTTCTTCTTCGCGGAGGCGCATGCCAAGAATGGGAAGGGGAAGCGGCAGAAG 

CGCACCGTTGAGGGCGGCGGATTCTGGCAGGGGCAGAACACGTGCGTCGACGGCGAGAGG 

CTTTGCGTCCCCGACGACGGCGACGGCAGCGGCGGCGGCGGCGGCGGCTTGGAGATCGCG 

TGGCGCAAGTACGTGCTCAGCTTCTTCGCGAACGGAGAGAGGGGCAGTTCGGGATGGGTG 

ATGCACGAGTACGCGGTGACGGCGCCGGATGGCCTCGCCTCGTCCCAATTGCGGCTGTAT 

CGCGTCCGATTCAGCGGCTACGGCAAGAAGCGCAAGAGGGAGCCCCAATGTCCGGGAGCC 
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CACGGCGACGACGACGGCGAGCTACAATGCGCGCCGCCCCCGCGCTCCATGGCGGAGACG 

GCTCTGCTCGAGGAGCGTGGGCCACTGCCCCATCCCGTTCTTGGCCCTGCATCGGTGGTG 

GATCAGTGCACCGATCAGGGCTCATCCGGCGTGATCGACGATTCTTCGCTGGTGTTTCGT 

GATCTTCCCGACCTGATTGACCTGCCAGTTGCGGAGGAAGCAGATGCCAGCCATGGTGCA 

GAGACTGCTCTGCTCAACGAGCACCTGCCGCTGCCGCCGCCACAGTTGTTCGTTCCCCCT 

ACTGCAGTGCCGCTGGACCTCGCCGATGACTCTAATGGCGCCGATCAGAACTCCTATGGC 

ATGATGGGCGACGATCAGCTGCTGCTTCCTGACCTTCCCGGGACAATCAATGACGACATG 

CCAGACCTGTTCGTCTCCCAAGCAGAGGAAGCCAGTGCAGTGCCCGCGATCAGCTACCAC 

TCGTCGGGCTTCATGGGCAACGAGGTTGCGGCATTGTCTGATTTTGAGTTGCCGGAGAGC 

TATTCCTCATCTGATGCCATGGACGGCGAGGCGCTGGCATTGTCGAATTACGAGTTTCCA 

GAGAGCTTCGAGGAGGATCTGAGCTGCATCGACTTCGCCACTGCCAACGCGAGCAGCCTC 

GGCTTCCCAATGGACGGATACCCCATGGACGAGCTGTTCGATGATATGCCTGACCAGGGC 

TCTTCCGGCGCGATGGACGATTCATCGGTGGTGTTCCGTGATCTTCCCGGCCTGATCAAC 

CTGCCAGCCGCAGAGGAAGCAGATGCCATCGGCGATGCAGAGACTGCTCTGCTCAGGGAT 

CTCGCCGATGACTCTAATGGCACCGATCGAAACTCCTATGGCGTGATGGGCGACGATCAG 

GATCGGCTGCTGCTTCCTGAAATTCCTCGGAGAATCGACATGCCCGACTTGTTCGTCTCT 

CAAGCAGAGGAAGCCGGTCTCGGTGGCGGTGCAGCGCTGGACTCCTCATCGGGCGCCATG 

GACGGCGAGGCGCTGGCATTGTCCGACTTTGAGTTTCCCGAGAGCGTCGAGGAGGTGCTG 

AGCTGCATGGACTTCAGCACGGTCGACATGAGCTTCTTGGACGTCCCCATTGACGAGCTG 

CTAGATGATCTGCCCGCAGACTGA 

CDS 

> ONAC086 

ATGGCGGCGGCGGATGGGCTCCTCCCGGGCCTCAAGTTCGATCCCAGCGACCACGACCTC 

GTCGGAAGGTACCTGCTCCGGCGCCTCCAGGGCCAGCCCCTCCCGCTCGACGGCGTCATC 

CTCGAGGCGGATCCCCTGAGCGCGCCGCCGTGGAAGCTTCTCGCGGATCACGGCCGCGGC 

GACGAGGCCTTCTTCTTCGCGGAGGCGCATGCCAAGAATGGGAAGGGGAAGCGGCAGAAG 

CGCACCGTTGAGGGCGGCGGATTCTGGCAGGGGCAGAACACGTGCGTCGACGGCGAGAGG 

CTTTGCGTCCCCGACGACGGCGACGGCAGCGGCGGCGGCGGCGGCGGCTTGGAGATCGCG 

TGGCGCAAGTACGTGCTCAGCTTCTTCGCGAACGGAGAGAGGGGCAGTTCGGGATGGGTG 

ATGCACGAGTACGCGGTGACGGCGCCGGATGGCCTCGCCTCGTCCCAATTGCGGCTGTAT 

CGCGTCCGATTCAGCGGCTACGGCAAGAAGCGCAAGAGGGAGCCCCAATGTCCGGGAGCC 

CACGGCGACGACGACGGCGAGCTACAATGCGCGCCGCCCCCGCGCTCCATGGCGGAGACG 

GCTCTGCTCGAGGAGCGTGGGCCACTGCCCCATCCCGTTCTTGGCCCTGCATCGGTGGTG 

GATCAGTGCACCGATCAGGGCTCATCCGGCGTGATCGACGATTCTTCGCTGGTGTTTCGT 

GATCTTCCCGACCTGATTGACCTGCCAGTTGCGGAGGAAGCAGATGCCAGCCATGGTGCA 

GAGACTGCTCTGCTCAACGAGCACCTGCCGCTGCCGCCGCCACAGTTGTTCGTTCCCCCT 

ACTGCAGTGCCGCTGGACCTCGCCGATGACTCTAATGGCGCCGATCAGAACTCCTATGGC 

ATGATGGGCGACGATCAGCTGCTGCTTCCTGACCTTCCCGGGACAATCAATGACGACATG 

CCAGACCTGTTCGTCTCCCAAGCAGAGGAAGCCAGTGCAGTGCCCGCGATCAGCTACCAC 

TCGTCGGGCTTCATGGGCAACGAGGTTGCGGCATTGTCTGATTTTGAGTTGCCGGAGAGC 

TATTCCTCATCTGATGCCATGGACGGCGAGGCGCTGGCATTGTCGAATTACGAGTTTCCA 

GAGAGCTTCGAGGAGGATCTGAGCTGCATCGACTTCGCCACTGCCAACGCGAGCAGCCTC 

GGCTTCCCAATGGACGGATACCCCATGGACGAGCTGTTCGATGATATGCCTGACCAGGGC 

TCTTCCGGCGCGATGGACGATTCATCGGTGGTGTTCCGTGATCTTCCCGGCCTGATCAAC 
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CTGCCAGCCGCAGAGGAAGCAGATGCCATCGGCGATGCAGAGACTGCTCTGCTCAGGGAT 

CTCGCCGATGACTCTAATGGCACCGATCGAAACTCCTATGGCGTGATGGGCGACGATCAG 

GATCGGCTGCTGCTTCCTGAAATTCCTCGGAGAATCGACATGCCCGACTTGTTCGTCTCT 

CAAGCAGAGGAAGCCGGTCTCGGTGGCGGTGCAGCGCTGGACTCCTCATCGGGCGCCATG 

GACGGCGAGGCGCTGGCATTGTCCGACTTTGAGTTTCCCGAGAGCGTCGAGGAGGTGCTG 

AGCTGCATGGACTTCAGCACGGTCGACATGAGCTTCTTGGACGTCCCCATTGACGAGCTG 

CTAGATGATCTGCCCGCAGACTGA 

Protein 

> ONAC086 

MAAADGLLPGLKFDPSDHDLVGRYLLRRLQGQPLPLDGVILEADPLSAPPWKLLADHGRG 

DEAFFFAEAHAKNGKGKRQKRTVEGGGFWQGQNTCVDGERLCVPDDGDGSGGGGGGLEIA 

WRKYVLSFFANGERGSSGWVMHEYAVTAPDGLASSQLRLYRVRFSGYGKKRKREPQCPGA 

HGDDDGELQCAPPPRSMAETALLEERGPLPHPVLGPASVVDQCTDQGSSGVIDDSSLVFR 

DLPDLIDLPVAEEADASHGAETALLNEHLPLPPPQLFVPPTAVPLDLADDSNGADQNSYG 

MMGDDQLLLPDLPGTINDDMPDLFVSQAEEASAVPAISYHSSGFMGNEVAALSDFELPES 

YSSSDAMDGEALALSNYEFPESFEEDLSCIDFATANASSLGFPMDGYPMDELFDDMPDQG 

SSGAMDDSSVVFRDLPGLINLPAAEEADAIGDAETALLRDLADDSNGTDRNSYGVMGDDQ 

DRLLLPEIPRRIDMPDLFVSQAEEAGLGGGAALDSSSGAMDGEALALSDFEFPESVEEVL 

SCMDFSTVDMSFLDVPIDELLDDLPAD* 

 

LOC_Os05g34600 (ONAC087) sequence information 

Genomic sequence length: 2694 nucleotides 

CDS length: 1254 nucleotides 

Protein length: 417 amino acids 

Genomic Sequence 

> ONAC087 

CTTGCATTTGCTCCCCCCCAAATTCTCTTCTCCTCCTGCTTTTCCAGCTATAGCTAGCTC 

GCCGTCGCTGCCGCCGCCGCGCCACAGCGCACGCTATGCCGGTGACGACCGCGAGGGAGA 

GGAGGAGGGAGCCATGAGCAGGGACGACGTCGACGACGTCACGGCGGGCGCCGCCGGGTC 

AGGGGAGGAAGCGGCGGCCGATCAGGAGGAGGCGGCCGCCGCTGTCGCCGGCGACTCGCA 

CGAGAACGACCTGGTGATGCCGGGGTTCCGGTTCCACCCGACGGAGGAGGAGCTGATCGA 

GTTCTACCTCCGGCGGAAGGTGGAGGGCCGGCGGTTCAACGTCGAGCTCATCACCTTCCT 

CGACCTCTACCGCTTCGACCCATGGGAGCTCCCCGGTACACACATCACACATAATTAAGC 
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TAATTAAATTAAGCTGATAATTAGTTAATTTGGTGATCGATCGATCTGTGGTTGTGCGTG 

CGTCAGCAATGGCGGTGATAGGGGAGAAGGAGTGGTTCTTCTACGTGCCGCGGGACCGCA 

AGTACCGGAACGGCGACCGGCCGAACCGGGTGACGGCGTCGGGGTACTGGAAGGCGACGG 

GGGCCGACCGGATGATCCGCGGCGAGAACAGCCGCCCCATCGGCCTCAAGAAGACGCTCG 

TCTTCTACTCCGGCAAGGCCCCCAAGGGCGTCCGCAGCAGCTGGATCATGAACGAGTACC 

GCCTCCCCCCGCCCGCCGCAGACGCCGATCTCTTCTACAAGGTAATAATTATTATTGGAA 

CCGAGACCATTGTGGAATTTGGTTTCAGAAGAATTAATCATGTGTAGCTAGGGTTTGGGA 

TCGAGCTCAATTTTGCAGAGAGCTAGCTAGCTCTTGTGATTGGATTCATTATTCCAGCTT 

TGATCTCTTTTTTTTTCTTTTCAGTTTGCAAATTGAGGTGTGTCCAGCTGCTTGCTGAGT 

GTGTGTGTGTGCCGTAAATTTAGTATTTGGTGTGTTAATCATTTGTTTATCTGCAATATC 

TTTCGATCTGTGCGGTGCTTTTACTATGGTCGCATGATTTGTGTGAGTTCCTTTTTTCTT 

ATCAGATCTATGAACTAGGGTTTGCTTTTTGTCCCCCTTTGGTTCTTTTTGGGCATATGT 

ATGGACATGAGCAAAAGGCAAGAGCTATGCTATTGAAATTCTCCTAGCTAGATACCACTT 

ACATATGCATGATTCCGTCTTGTTCTGCAAAGTATATTGTTGTTCTGCATGTGCAAGCTG 

AAAATTTTGGCTTCCCCAATTGCTAAATTATTCAGATCTGAACTTAGTTTGAAGCATTAG 

ATTTTATAGCCCCTCTTCACTTCATTTCTGCTTCTTAATTACAATCCTACTAGGCTATAG 

TTACTACACTACAATTATCCGTGACTGCATCTTTCTCTTTCGATCTGATGCTGGTAATTT 

CTTAAGTTTTTCTTTGGCTTTGAAATGTCCAGTGAGAAAGCTTCTGCTGACAAATTTTGT 

AGACATTGCTTAAATTACTTTGGATTAGGGGATATTTCAATATTTCATTAACTTAATTTC 

TTCCTCTTAATTTGCAAGAAATTAAAGCAGGCCAATGCATGAATCTCCATTATTAATTCT 

CATCACATTGTCTCTACTCTCTACTGATGATCATGCAGTCTGAGATCTCGCTCTGCCGCG 

TCTACAAGCGCTCCGGCATCGACGACGGCCACGGCCACCACCAGCGCCCCGCCGGCAACG 

TGCAAGCGTCGTCGTCGTCGGCGGCGGCGAGGCCGCCGGAGCAGCACTCCGGCAACAACA 

CTGCTGCCGGCTTACCGGCTTGCCGGCATAGGCCGTCACCGTCGTCGTCGTCGACGACGA 

CGGCGCAGCAGCACACCAGTTTCCACCAGCTGCTCCAAGGCGAGTGCTCGGCGGCGGCGG 

CGGCGCCGCCGCCGCCGCCGTCGCTGCCAGCATCGGCCACGACGCGCAACAGTAATGCGT 

CACAGCTGCTGATGCCGCCGCCTCCCCCAAGGCCGCCGTGCGCCGCCGCCTACACGTCGG 

CGGCGGCGGCGCCGACCGAGAGCGCCGCCGTCCTCGCCGCCGCCTCCACGTACTCGCTGC 

TTGCCGCCGCCGGCAGTAGCTCCACGCACATCGACGAGCTCAGCACGCTGCTCGCGGGCC 

ACAGCCATGGCGGCGCCTACGGTAATAACCACATTGTCGCCGGAAGCCATCATCACTTCC 

CCTTGCCGCCGTCGCAGCTGATGCCACAGCTCGGCACGCTGCCGATCTCGCCGCCGCTGG 

CCGCCGTCTCCGACAAGCTCTGGGATTGGAGCTCGGTCCCTGACACGTCGACGGCCAGGG 

ATTACGATTCTTCTGGTTTTAGTGATCCCAAGTAAAATTAATTAAGCAGGCCTGACAGGA 

TGATGCAGATGCTAATCCCAATAGCCATATATATTCAGAATTTAACAGTGGCCAGTTTTC 

TTAGCTGTTAATTCACGGTTAATTCTGAAAATTACCAGTGTGTAGGCTACATATATATAC 

TCTTCAGCCACTCTAGAAATACCATATATGTCAAGTAGTAGTGTATATGACCAACACTTG 

ACGATAATATATATATAGGACATTGTACTGTAAGGATAAATTCTCAGTTCAATTAATTAT 

CATCAGCAAACATATCTTCTATATATAGATTCCGTATGCTTAACAAATAATTAA 

CDS 

> ONAC087 

ATGAGCAGGGACGACGTCGACGACGTCACGGCGGGCGCCGCCGGGTCAGGGGAGGAAGCG 

GCGGCCGATCAGGAGGAGGCGGCCGCCGCTGTCGCCGGCGACTCGCACGAGAACGACCTG 

GTGATGCCGGGGTTCCGGTTCCACCCGACGGAGGAGGAGCTGATCGAGTTCTACCTCCGG 

CGGAAGGTGGAGGGCCGGCGGTTCAACGTCGAGCTCATCACCTTCCTCGACCTCTACCGC 
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TTCGACCCATGGGAGCTCCCCGCAATGGCGGTGATAGGGGAGAAGGAGTGGTTCTTCTAC 

GTGCCGCGGGACCGCAAGTACCGGAACGGCGACCGGCCGAACCGGGTGACGGCGTCGGGG 

TACTGGAAGGCGACGGGGGCCGACCGGATGATCCGCGGCGAGAACAGCCGCCCCATCGGC 

CTCAAGAAGACGCTCGTCTTCTACTCCGGCAAGGCCCCCAAGGGCGTCCGCAGCAGCTGG 

ATCATGAACGAGTACCGCCTCCCCCCGCCCGCCGCAGACGCCGATCTCTTCTACAAGTCT 

GAGATCTCGCTCTGCCGCGTCTACAAGCGCTCCGGCATCGACGACGGCCACGGCCACCAC 

CAGCGCCCCGCCGGCAACGTGCAAGCGTCGTCGTCGTCGGCGGCGGCGAGGCCGCCGGAG 

CAGCACTCCGGCAACAACACTGCTGCCGGCTTACCGGCTTGCCGGCATAGGCCGTCACCG 

TCGTCGTCGTCGACGACGACGGCGCAGCAGCACACCAGTTTCCACCAGCTGCTCCAAGGC 

GAGTGCTCGGCGGCGGCGGCGGCGCCGCCGCCGCCGCCGTCGCTGCCAGCATCGGCCACG 

ACGCGCAACAGTAATGCGTCACAGCTGCTGATGCCGCCGCCTCCCCCAAGGCCGCCGTGC 

GCCGCCGCCTACACGTCGGCGGCGGCGGCGCCGACCGAGAGCGCCGCCGTCCTCGCCGCC 

GCCTCCACGTACTCGCTGCTTGCCGCCGCCGGCAGTAGCTCCACGCACATCGACGAGCTC 

AGCACGCTGCTCGCGGGCCACAGCCATGGCGGCGCCTACGGTAATAACCACATTGTCGCC 

GGAAGCCATCATCACTTCCCCTTGCCGCCGTCGCAGCTGATGCCACAGCTCGGCACGCTG 

CCGATCTCGCCGCCGCTGGCCGCCGTCTCCGACAAGCTCTGGGATTGGAGCTCGGTCCCT 

GACACGTCGACGGCCAGGGATTACGATTCTTCTGGTTTTAGTGATCCCAAGTAA 

Protein 

> ONAC087 

MSRDDVDDVTAGAAGSGEEAAADQEEAAAAVAGDSHENDLVMPGFRFHPTEEELIEFYLR 

RKVEGRRFNVELITFLDLYRFDPWELPAMAVIGEKEWFFYVPRDRKYRNGDRPNRVTASG 

YWKATGADRMIRGENSRPIGLKKTLVFYSGKAPKGVRSSWIMNEYRLPPPAADADLFYKS 

EISLCRVYKRSGIDDGHGHHQRPAGNVQASSSSAAARPPEQHSGNNTAAGLPACRHRPSP 

SSSSTTTAQQHTSFHQLLQGECSAAAAAPPPPPSLPASATTRNSNASQLLMPPPPPRPPC 

AAAYTSAAAAPTESAAVLAAASTYSLLAAAGSSSTHIDELSTLLAGHSHGGAYGNNHIVA 

GSHHHFPLPPSQLMPQLGTLPISPPLAAVSDKLWDWSSVPDTSTARDYDSSGFSDPK* 

 

LOC_Os05g34830 (ONAC088) sequence information 

Genomic sequence length: 2343 nucleotides 

CDS length: 969 nucleotides 

Protein length: 322 amino acids 

Genomic Sequence 

> ONAC088 
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GTGGTTTCCATTTGCTCCTCGCCTAGCTAGCTTGTCTCTCTTCCCCGGAGGAGAAAAAGG 

AGGAGACGAGAGAGAATTAATTATCTCGGAGATGAGCGGCGGCGGCGAAGGGGCGGCGGC 

GGCGGAGAGGCAGGAGCTGCAGCTGCCGCCGGGGTTCAGGTTCCACCCGACGGACGAGGA 

GCTGGTGATGCACTACCTCTGCCGGCGGTGCGCCGGCCTCCCCATCGCCGTCCCCATCAT 

CGCCGAGGTCGACCTCTACAAGTTCGATCCATGGCATCTCCCAAGTACGTCTCTTCCATC 

TCCCTCCTCCATCCATGCAAACTTATAGCTACTGTTCATCGATCGTCCATGACTCCATGC 

AGGAATGGCGCTGTACGGCGAGAAGGAGTGGTACTTCTTCTCCCCTCGGGACCGCAAGTA 

CCCGAACGGGTCGCGGCCGAACCGCGCCGCCGGGTCCGGGTACTGGAAGGCCACCGGCGC 

CGACAAGCCGGTGGGCACGCCGAGGCCGGTGGCCATCAAGAAGGCGCTCGTCTTCTACGC 

CGGCAAGGCGCCCAAGGGCGACAAGACCAACTGGATCATGCACGAGTACCGCCTCGCCGA 

CGTCGACCGCTCCGCCCGCAAGAAGAACACCCTCCGGGTACATATATACGCCATTAATTA 

ATTACCTCGAATTTGCTCTTAATTCATCAAATTCAAATTCAGACGAATTCTACTCTCAGT 

TAATCAAGTTTAGACAAGAAGTTCTAGCTGATTGGTTATCGGCACGATCGATATCATATG 

ATTTTGATGTGGATTAACCACACAAAATTCGATCGAGATGCTAATTACTGATAAGATAAG 

TACGGACTTTTGGAAGGACAAATGATTCCTCTTGCTAGGTTAGCTTAGGTTAGCATCTGT 

GTGCCGCTTTCTTGCAAGTGTGAACGCGGTGGATGCCGGCGCGGGTCACCACCTCCACGC 

GCGCAAATAATTTACTTTCTCTGTTTCACGATGTAAGTTATTCTAATATTTTTCAAATTC 

ATATTGATGTTCTATCTATATTCATTAAACATTAATATGAATGCGGAAATATTTATCTAG 

ATTTATTAACATCAATATTAATATGAGAAATGATAGAATAACTTACATCGTGAAAGAGAG 

AGTATTGTATAAACGCTAAGCTTTAAATTGCGGGCGACGATAGCGACGGATGCGAGGAGA 

TATGCACGCCCACCAATAATGCGCTTCGGAGGAATTTCGATTATTGTTCATAATTATTGC 

TGATACTGTTTGTTTTACATTAATTGGGCGGATTTCATCATATATTTATTGTTGTGATCA 

CGAAATGATATGGTCTTGATGAAATTTGATTTGATTTTTGGTGGTTTGTGTTATTGCAGC 

TAGATGATTGGGTCCTGTGCCGAATCTACAACAAGAAAGGCGGCGTGGAGAAGCCGAGCG 

GCGGCGGCGGCGGCGAACGTTCGAATATGATGAGCCACGGGGAGACCGCGTCGGCGGGCT 

CGCCGCCGGAGCAGAAGCCGGCCGTGCTGCCGCCGCCGCCACCGCCGTACGCGGCGGCGG 

CGCCGTTCTCGGAGCTGGCGGCGTTCTACGACGTGCGGCCGTCGGACTCGGTGCCGCGGG 

CGCACGGCGCGGACTCGAGCTGCTCGGAGCACGTGCTGACGACGTCGGCGTCGTCCGGCG 

GCGTCGTCGAGCGGCCGGAGGTGCAGAGCCAGCCCAAGATCGCCGAGTGGGAGCGCACGT 

TCGCCGGCGCCGCCGCCCCGGCTGGCGCCGTCAGCACGGCCGGACCGATTCTGGGCCAGC 

TCGACCCCGCCGCCGCCGTCGCCGGCGGCGGCGACCCGCTCCTCCAGGACATCCTCATGT 

ACTGGGGCAAGCCGTTCTGACGGCTCGGCTCGGCTCGGCGGCTTGAGCCGGGAGGGATGA 

ATGATCTGATATTCTATCGGGGTGGCTCGGGCGAGCCGCTGGAATCGATCGGTGGCCGTT 

GGATGGCGGCCGAGTTATTGGTAGCCGTCAGATGGGAGATGGAATGGCATTAGTTAGTTA 

CTAGTATCCGTATGGACGGCGGCGATGAAACAGGGGAGCCCCGAGATGCGTGTAGGAAGG 

AGATGCATGGTACTGTACTCGAGAATTATAAGCCGTGTGTATATGCGAAATTGGTTGGCT 

AGATCGATCTGGGCGTATTTCTCTCTCGAGGCTCTTGCTATGTTTTTCATCTTTTTTAAA 

GAAGACTGGACACTTTGTCGCATGCAACAAAGCATGCTGCATTTTTACAAGGTGTCGGCA 

ATCATATAATTATGCACTTGTATCAGCATTCAACATTTAAGCAAAGTGATTTTTTTAAGA 

AAA 

CDS 

> ONAC088 

ATGAGCGGCGGCGGCGAAGGGGCGGCGGCGGCGGAGAGGCAGGAGCTGCAGCTGCCGCCG 

GGGTTCAGGTTCCACCCGACGGACGAGGAGCTGGTGATGCACTACCTCTGCCGGCGGTGC 
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GCCGGCCTCCCCATCGCCGTCCCCATCATCGCCGAGGTCGACCTCTACAAGTTCGATCCA 

TGGCATCTCCCAAGAATGGCGCTGTACGGCGAGAAGGAGTGGTACTTCTTCTCCCCTCGG 

GACCGCAAGTACCCGAACGGGTCGCGGCCGAACCGCGCCGCCGGGTCCGGGTACTGGAAG 

GCCACCGGCGCCGACAAGCCGGTGGGCACGCCGAGGCCGGTGGCCATCAAGAAGGCGCTC 

GTCTTCTACGCCGGCAAGGCGCCCAAGGGCGACAAGACCAACTGGATCATGCACGAGTAC 

CGCCTCGCCGACGTCGACCGCTCCGCCCGCAAGAAGAACACCCTCCGGCTAGATGATTGG 

GTCCTGTGCCGAATCTACAACAAGAAAGGCGGCGTGGAGAAGCCGAGCGGCGGCGGCGGC 

GGCGAACGTTCGAATATGATGAGCCACGGGGAGACCGCGTCGGCGGGCTCGCCGCCGGAG 

CAGAAGCCGGCCGTGCTGCCGCCGCCGCCACCGCCGTACGCGGCGGCGGCGCCGTTCTCG 

GAGCTGGCGGCGTTCTACGACGTGCGGCCGTCGGACTCGGTGCCGCGGGCGCACGGCGCG 

GACTCGAGCTGCTCGGAGCACGTGCTGACGACGTCGGCGTCGTCCGGCGGCGTCGTCGAG 

CGGCCGGAGGTGCAGAGCCAGCCCAAGATCGCCGAGTGGGAGCGCACGTTCGCCGGCGCC 

GCCGCCCCGGCTGGCGCCGTCAGCACGGCCGGACCGATTCTGGGCCAGCTCGACCCCGCC 

GCCGCCGTCGCCGGCGGCGGCGACCCGCTCCTCCAGGACATCCTCATGTACTGGGGCAAG 

CCGTTCTGA 

Protein 

> ONAC088 

MSGGGEGAAAAERQELQLPPGFRFHPTDEELVMHYLCRRCAGLPIAVPIIAEVDLYKFDP 

WHLPRMALYGEKEWYFFSPRDRKYPNGSRPNRAAGSGYWKATGADKPVGTPRPVAIKKAL 

VFYAGKAPKGDKTNWIMHEYRLADVDRSARKKNTLRLDDWVLCRIYNKKGGVEKPSGGGG 

GERSNMMSHGETASAGSPPEQKPAVLPPPPPPYAAAAPFSELAAFYDVRPSDSVPRAHGA 

DSSCSEHVLTTSASSGGVVERPEVQSQPKIAEWERTFAGAAAPAGAVSTAGPILGQLDPA 

AAVAGGGDPLLQDILMYWGKPF* 

 

LOC_Os05g43960 (ONAC089) sequence information 

Genomic sequence length: 1634 nucleotides 

CDS length: 1485 nucleotides 

Protein length: 494 amino acids 

Genomic Sequence 

> ONAC089 

ATGGCGGGATTAGGAAAGGGGGAGAGTAGCGGCGGCGGTGGCGGCGGCGGAGGGGAGATG 

GGGTTCAGGTTCAAGCCGAGGGAGGCGGAGGCCGTGGAGTACTACCTTCTCCCCCGGCTG 
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CAGGGCCGGCCGCCCGTGCCCAACCCCGCCATCGTCGTGGAGAACGTCTACGAGTTCGAG 

CCGGAGCGGCTCATCAATGGTGCGCTCCTCTTCTTCTTCTTTGATCGAGTTGTTCTTGTT 

TCTTGGTGATCTTGATCGGATCAATGGCGTGCAGAGAAGTGCAACGGCGGCGTCGCCGGC 

GAGGGCGAGGAGGGGTGGTACTTCCTGTCGCCGAGGGATCGCAAGTACAGGAACGGGAAG 

CGGCCGTCGCGGAGCACGGAGGACAAGGCCGGGCGGTGGAAGGCGTCGACGGGGAAGACG 

GAGGGGAAGGACCCGATCACGGAGTGCTATGGCTGGGTCAAGTTCTGCGTCACCAGCCTC 

GTCTACTTCAAGGGCCCCGTCAAGACGGAGAAGAAGACCAAGTGGCTGATGCGCGAGTTC 

ACCATCCCGCACTTCGAGAACAAGCTCGACAAGACCGCCGCCGCCGGCGGCAGCAGCAAC 

CAGGTCAGCCGCCTCTTGTGTTCTTGTTTTTTTTTTTGGGTTAATCGCTGTAGCTCAAAT 

CGAGCTTGTTCTTGCAGCGGCAGCTGGATCAGTACGTGTTGTGCAGGATTTACACGTCGC 

CGAAGAAAGGCGCAGACGACGGCGAGCAAGCCGAAGTCGTCCGCGGCGGCGGCGGCGGCG 

GCGAGGACATCGACGAGTGGGCGGAAGCCTGCGCTGTCTTCGACTTGGGTCCCGAGACGG 

CGGAGGGCAGCGACAATGCGGATGCGGCGGCGGCGGAGGGAGACATGCGGTCGGCGAAAC 

AGGCGGGCAAGAGGCCCGTGGCGGCGGCGGCGGTGGCCGAGCAGCCGTCGAAGCGGCCGT 

GGCTGCCACCATCACCGTCGACGCCATGTGACGGCGGGCCATCGCAAGCGATGGGCAACC 

GCCAAGTCCCAATGCAGGGGCTATCACTCATGCACAACTTCCCGCCTCCGCCGACGACGT 

TCTGCGGCCACGCGCCATTTCAGCAAGGATTCCCGGTGCACAACAACCGCGCGCAGATGC 

GGTGGCCGACGATGCAGCACAACTGCATGCCGTCGCCGGCGCACAGCTTCCAGCCGCGGC 

CGGTGCAGCGGCGACCGGTGCTCGTCGGCCAAGCGCCACCGCAGCGGCGACCGGTGCATC 

ACGTCGGCGGCCACGCGCCGATGCACATGCACCAGGCGCAGTGGACGCCGGTGCACATCG 

CCCAAGCGCCGATGCAGCAGCTGCCGTTTGACGATTGGGTGTTCGATCCGTTCGACGACC 

CGCCACCGCCGATGCAGCAGCTACCGGTGATGATGAACAACTACCAGCCGCAAGCGCCAA 

TGCAGCTGCCGCCGATGATGAACAATGACCAGCCGGCGATGGTGCACGGCGGCGAGCTCC 

AGGCGCCAATGCAGCTGCTGCCGGCGACGACGCACGGCGGCGAGGTCCAGGCGCCAATGC 

CGCTGAACGTGTACGAGGAGGAGCAGAGGCCATCGCAAGAAGACGGGGGACAATGCACAA 

ATGCAGAAGGATGA 

CDS 

> ONAC089 

ATGGCGGGATTAGGAAAGGGGGAGAGTAGCGGCGGCGGTGGCGGCGGCGGAGGGGAGATG 

GGGTTCAGGTTCAAGCCGAGGGAGGCGGAGGCCGTGGAGTACTACCTTCTCCCCCGGCTG 

CAGGGCCGGCCGCCCGTGCCCAACCCCGCCATCGTCGTGGAGAACGTCTACGAGTTCGAG 

CCGGAGCGGCTCATCAATGAGAAGTGCAACGGCGGCGTCGCCGGCGAGGGCGAGGAGGGG 

TGGTACTTCCTGTCGCCGAGGGATCGCAAGTACAGGAACGGGAAGCGGCCGTCGCGGAGC 

ACGGAGGACAAGGCCGGGCGGTGGAAGGCGTCGACGGGGAAGACGGAGGGGAAGGACCCG 

ATCACGGAGTGCTATGGCTGGGTCAAGTTCTGCGTCACCAGCCTCGTCTACTTCAAGGGC 

CCCGTCAAGACGGAGAAGAAGACCAAGTGGCTGATGCGCGAGTTCACCATCCCGCACTTC 

GAGAACAAGCTCGACAAGACCGCCGCCGCCGGCGGCAGCAGCAACCAGCGGCAGCTGGAT 

CAGTACGTGTTGTGCAGGATTTACACGTCGCCGAAGAAAGGCGCAGACGACGGCGAGCAA 

GCCGAAGTCGTCCGCGGCGGCGGCGGCGGCGGCGAGGACATCGACGAGTGGGCGGAAGCC 

TGCGCTGTCTTCGACTTGGGTCCCGAGACGGCGGAGGGCAGCGACAATGCGGATGCGGCG 

GCGGCGGAGGGAGACATGCGGTCGGCGAAACAGGCGGGCAAGAGGCCCGTGGCGGCGGCG 

GCGGTGGCCGAGCAGCCGTCGAAGCGGCCGTGGCTGCCACCATCACCGTCGACGCCATGT 

GACGGCGGGCCATCGCAAGCGATGGGCAACCGCCAAGTCCCAATGCAGGGGCTATCACTC 

ATGCACAACTTCCCGCCTCCGCCGACGACGTTCTGCGGCCACGCGCCATTTCAGCAAGGA 
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TTCCCGGTGCACAACAACCGCGCGCAGATGCGGTGGCCGACGATGCAGCACAACTGCATG 

CCGTCGCCGGCGCACAGCTTCCAGCCGCGGCCGGTGCAGCGGCGACCGGTGCTCGTCGGC 

CAAGCGCCACCGCAGCGGCGACCGGTGCATCACGTCGGCGGCCACGCGCCGATGCACATG 

CACCAGGCGCAGTGGACGCCGGTGCACATCGCCCAAGCGCCGATGCAGCAGCTGCCGTTT 

GACGATTGGGTGTTCGATCCGTTCGACGACCCGCCACCGCCGATGCAGCAGCTACCGGTG 

ATGATGAACAACTACCAGCCGCAAGCGCCAATGCAGCTGCCGCCGATGATGAACAATGAC 

CAGCCGGCGATGGTGCACGGCGGCGAGCTCCAGGCGCCAATGCAGCTGCTGCCGGCGACG 

ACGCACGGCGGCGAGGTCCAGGCGCCAATGCCGCTGAACGTGTACGAGGAGGAGCAGAGG 

CCATCGCAAGAAGACGGGGGACAATGCACAAATGCAGAAGGATGA 

Protein 

> ONAC089 

MAGLGKGESSGGGGGGGGEMGFRFKPREAEAVEYYLLPRLQGRPPVPNPAIVVENVYEFE 

PERLINEKCNGGVAGEGEEGWYFLSPRDRKYRNGKRPSRSTEDKAGRWKASTGKTEGKDP 

ITECYGWVKFCVTSLVYFKGPVKTEKKTKWLMREFTIPHFENKLDKTAAAGGSSNQRQLD 

QYVLCRIYTSPKKGADDGEQAEVVRGGGGGGEDIDEWAEACAVFDLGPETAEGSDNADAA 

AAEGDMRSAKQAGKRPVAAAAVAEQPSKRPWLPPSPSTPCDGGPSQAMGNRQVPMQGLSL 

MHNFPPPPTTFCGHAPFQQGFPVHNNRAQMRWPTMQHNCMPSPAHSFQPRPVQRRPVLVG 

QAPPQRRPVHHVGGHAPMHMHQAQWTPVHIAQAPMQQLPFDDWVFDPFDDPPPPMQQLPV 

MMNNYQPQAPMQLPPMMNNDQPAMVHGGELQAPMQLLPATTHGGEVQAPMPLNVYEEEQR 

PSQEDGGQCTNAEG* 
 

 

LOC_Os06g01480 (ONAC090) sequence information 

Genomic sequence length: 4761 nucleotides 

CDS length: 1095 nucleotides 

Protein length: 364 amino acids 

Genomic Sequence 

> ONAC090 

CTAGCTTCGCCATCCACATTCTTCTTGCTTCTTGCTCCTCTCTCTCTCTCTCTCTCTCTC 

TCTCTCTCTAGCTTCCTGCTGCATCTTCCTCAGCCATCTCTTTCATCCTCCCAGTCGTCC 

CAGGCTGCTTAATTACATATATCTAGATATATATATTATTCTTGTTAATTTCGATCCATC 

AGTGTGCAATATATATATATAGTTTTACCTCTAATATTTAGCTTCTTAATTTCTCCTCAT 

TTTTCTGCCTGTGCTACTGCATACATGCGTTAATTCATGGTCGCCATGGATCGCATGGAG 
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ATCCGTTTCTTTACTACTCCACTTGTTTTCTCTAGCTACTAGTTTTCTCTTCTTCTTTTC 

ATCAAACAATCAATCAATCATATCCCGTTCTATCTTCACACATCAACCCCGTTCCCTGTT 

CTCCGTTCTCTCTCAGCTGCAGCTAGCTACCTCTCCTCCTCTCTTCCGATCTCTCATCAG 

GATCGGATCGAGGAGGGAGGAGGGAGACCAACGATCGATCGAGCCATCCAGGATTTACTA 

GTCAATCAACAACTTTATATATCATGCAGCTGATGCATCCACACATCTAGGTATTGTGTA 

GCTAGGTTTCTGATGCTACTCTTGAGTTCATGAGCTTATATATATATATATATATATATA 

TATATATATATATATATATATATATATATATTTTACGTGCTACTTTTTTGCAGATCATAT 

GTGTAGAATTGTAGATCGACGACATACTTTGATTTATTCATACTTCTTTAATTAATTATA 

TTTGTTGTTTTTTAAGATCCCTCACACTTTTGCTGATGATGTCTCATGTTGTTGTACATG 

CTTCTGTAACATTCTTCTTGGGATCTGAACCTGCAGATAACGAGCTAGATAGCTAGCTAG 

GGATCGAGAAGGAGAGAGAATATATACATACTGCATATATATATGCACATTGATCGAGCA 

ACTAATCCAGACAGGGATCGACAAGAGAACAAAAGTTCATTCATGTCTCCTAGCTAGCTA 

CTCTTATCTGCTACCTATCGAGATTCATCTTTGGATTTCTACAAGGATTTTGATCACATC 

ATACACTGATTTTAACCCAACCAACCACGACTGATCAAACCAAGGTATATATACATCTTA 

TCTTCCCTTGATTGATTTCTTGACCTTGTGTTATTGTGTGTATCTTATTCGATCTAATCC 

TCCTTGCATTCAAGCATGTATAAACCTAGATATATATGTAGTTATCGTCGTGTTTAATTC 

CAGATTTTCAGTAGAATTCTATGTGTGATACACATTTGACAAAAATACACAACTATAATA 

CTCCCTCTGTTTCATAATGTAAATCATTCTAGCATTGCCCACATGCATATAGATGTTAAT 

GAATCTAGACGTCTATATGCATATGGGTAATGCTAGAATGACTTACATTATGAAACGGAG 

GAAGTAGATTGTTATTTTTTGCCCATCCGACCTTGTGTTTTTTTATCAGAAAAGAAAGAG 

TAGCTAGACAAACTATATATATGCACAAATTATATGTACGAAATATGAAAACTAAGATAG 

TCGCATATGTTCATATCATTTAAATAAATATATATTCCACTCAGATTTGTCATTATTATT 

ATAGTCATCATTTTCCAGCTTTGATTGTCTCTTAACTAGAAATTTAATTTGTAGTTTTCT 

ACATAAAATTTCTTACGAAAATCTGTATGAAAAATAACGATCTATTATATATTTAACTTT 

TTAGCAAATAAAGTAATTAACCGCTGTGTATTGCATTTTTAATTCAGATAACTTCAGGGA 

TGCATATATGGCCGGTATGCATTGTTAATTAACTACTAGTAACTACTTACATGCAGTATA 

ATAGCATAAGCTAATTAACTCCAGTAAATTATACATAGTGTACGTTTTATATGTCAATTA 

TTTTTCAAAACCGATCCGCTGGTTTGTCTTTCTATATATAGGAAAACGTTTGCATATTTC 

TACATATTATTATGCAAAAGGCTGATCAGTATGCATATAACACAAAAATATAGCAATTGA 

CTGCACATCTCTGAATTAGCTAGGATACTAATTACTGTGATAAACATGGACGTGGTAGCA 

CAATCATAAGTTCCCAAGCACGCGCAAAATGTACATGTACATGTGTACATAGGATCGAAG 

AGAGAAATTAACAAATAAGGTGTTTATATATACACTCATCGATCAATTAATCAGCAGATA 

GCTAGATCTCACCCATTCAAATTAAATTAAGCACAAAAGATCGAGATGGCTGGCTATAGC 

TGCAACATGATATCATCTCTGTATGTAATCAATAAGAGTACAATTAATCGAGCTTAAAAA 

TATGTACACGCAGGCAAGACATACTATACACAGATCGAGATGTACACACATACAGTACAG 

TTTGATCTATCTAGCTATACATGCAGTAGTAGTAGCTAGATAGTGTGACAAATTAAGGTT 

GCATTGGTAGCTAGGGACATACAGCATGCTGCATGCATGATGAGGACTTTTTCACTCACT 

ATGGTATGAGCTAGTGAGAGGAGAGAGGCCGGCCGGGGAACATTCCACAAAGAGCAATGA 

GTGAGCATGCACCACATGCAGGCTGCAGGCAGCATATATATATATTCATTCATTCATTTT 

GTTAGCTAGTAATGCATTATGCGTGCGTCACTCCAAATCATCATCGATCGTGCTCACTCT 

CCCTCTCCTGCTTGCTAGCTGTTGCTTCCCTTCGACTGCATGCATTCCTATATATATACC 

ACTACTGCACTTTTCATTCGATCTATCTAATCCATTATCACATGCATTCATGCGTCTCCA 

GCCGGCCAGCCAGCCCCAGCCAGGTGTTCAGCTGGATTAAAAAAAAAATCATGTATACAG 

TAATTAATTAACTGCTCTCGATCGATCGACTACGTACGTACGTACATCACTGTAAGTATT 

CGTAGTTTATAACAATATTGACATGCATGCATGACTGTGATTTCAGGCAAGCAGAGGCAG 
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GCTCTCAAATATATAGATAGATAGCGATCGATCGATCGAAATGGATGGATCTAGTATGAG 

CAGCAGCAGCACGCAGCAGCAGGCGCAGGTTCCTCCTGGATTTCGTTTCCACCCGACGGA 

CGAAGAGCTGGTGGATTACTACCTTCGGAAGAAGGTGGCCGCAAGAAGGATTGATCTCAA 

TGTCATCAAGGACGTCGATCTCTACAAGATTGAGCCATGGGATCTGCAAGGTCAGTACTC 

AGTACAGTACGTACATGCATGCATATGATAGATGTGTACAATATTCGTGTGCTAATTAAG 

CCAGCAATAATTAACTGGGAGTATAACCATGCATGCAGAGCGTTGCCGGATCAATGGCGG 

GTCGGCGGCGGAGGAGCAGAACGAATGGTACTTCTTCAGCCACAAGGACAAGAAGTACCC 

GACGGGGACGAGGACCAACCGTGCGACGGCGGCCGGGTTCTGGAAGGCGACGGGGCGAGA 

CAAGCCCATCTACGCCACCAAGCAGCACAGCCTCCTCGTGGGCATGAGGAAGACGCTCGT 

CTACTACCGCGGCCGCGCCCCCAACGGCCACAAGTCCGACTGGATCATGCACGAGTACCG 

CCTCGAGACCACCGAGACGGCCCCGCCGCAGGTAGGAGTATATATCTATCTATCTTCTTC 

TTAATTTCCAGTTCATCCATCTGCTTGCATATATATGCTAGCTTCAGAGAAACGTCACAT 

ACTCCAATTAATGCAATTAATTCATTCAAGGTTATAAATTAAAGAATGGATATGATGCAT 

GCAGGAAGAAGGGTGGGTGGTATGCCGGGTGTTCAAGAAGAGATTACCCACAACAAGAAG 

AGATTCAGACCATGACGCACCTTGCGGCAGCTGGTACGTTGATGAAGATGCACCGGGCGC 

CTTCATGTCTCCGATGATGATCACCAGATCATCAATATTGCGCCCACACCAACACCACGC 

CGGCATCACGCTGCAAGAGCAACACCTCCACACCACTTACAAGCACAGAGACCTCACTAC 

TAAGATTCAGCAGCTCCAAGTCCCTGCGGCAGGCCATCATCTCCTCAACACCATGCCCCA 

TGACCTGGAGAGTTCTACTTCCTCCTTCCATTCTCTTTTGGTCTCACCTGATCACCACCA 

AATCAACATGCACCATGCTCAGGCTGATCCCTTCTTTGACGACATGCATGCAGTCGATCA 

AGCCACTACCACTGACTGGAGAGTTCTTGACAAGTTTGTTGCCTCTCAGCTTAGCAATGA 

TGCTACAAACAAGCCTGCGGATCATTATACTGATGAAGGAGACATTCTTCAGGTCAGTGA 

CAAGCAGCAAGAGGTGGCAGCCGCCGATTATGCGTCCACATCAACGTCAAGCAGCCAAAT 

TGATCCATGGAAGTGATCGATCCATGCATGATCGATGCCCTGCACGCATTTAATCAAGAT 

ATATTATATCTTATAGATAAAATTATCTCAATAATGATTATGATCGTATCGTATCAATTG 

GACAGATCGATACAAGTGGTTTGAGCTACATATTAATGCCGTGTAAATAAGACTACTCTA 

GCTAGTACAACGTGTGGTGTTTGTGTGCTGCTTATATATATATTGACCTTCGTACGTGTG 

TTTCTATATGAAATAAGGTCATGGAGGACAAATTAAAAGCTTCATGAATATAATCGTGGT 

TTGTAATAGATAAACCTCTTCTGCTATGTGATTGTAAACTTCTGGTGTTTCAACATATGT 

AACAAGTACGCCAATATGCAC 

CDS 

> ONAC090 

ATGGATGGATCTAGTATGAGCAGCAGCAGCACGCAGCAGCAGGCGCAGGTTCCTCCTGGA 

TTTCGTTTCCACCCGACGGACGAAGAGCTGGTGGATTACTACCTTCGGAAGAAGGTGGCC 

GCAAGAAGGATTGATCTCAATGTCATCAAGGACGTCGATCTCTACAAGATTGAGCCATGG 

GATCTGCAAGAGCGTTGCCGGATCAATGGCGGGTCGGCGGCGGAGGAGCAGAACGAATGG 

TACTTCTTCAGCCACAAGGACAAGAAGTACCCGACGGGGACGAGGACCAACCGTGCGACG 

GCGGCCGGGTTCTGGAAGGCGACGGGGCGAGACAAGCCCATCTACGCCACCAAGCAGCAC 

AGCCTCCTCGTGGGCATGAGGAAGACGCTCGTCTACTACCGCGGCCGCGCCCCCAACGGC 

CACAAGTCCGACTGGATCATGCACGAGTACCGCCTCGAGACCACCGAGACGGCCCCGCCG 

CAGGAAGAAGGGTGGGTGGTATGCCGGGTGTTCAAGAAGAGATTACCCACAACAAGAAGA 

GATTCAGACCATGACGCACCTTGCGGCAGCTGGTACGTTGATGAAGATGCACCGGGCGCC 

TTCATGTCTCCGATGATGATCACCAGATCATCAATATTGCGCCCACACCAACACCACGCC 

GGCATCACGCTGCAAGAGCAACACCTCCACACCACTTACAAGCACAGAGACCTCACTACT 
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AAGATTCAGCAGCTCCAAGTCCCTGCGGCAGGCCATCATCTCCTCAACACCATGCCCCAT 

GACCTGGAGAGTTCTACTTCCTCCTTCCATTCTCTTTTGGTCTCACCTGATCACCACCAA 

ATCAACATGCACCATGCTCAGGCTGATCCCTTCTTTGACGACATGCATGCAGTCGATCAA 

GCCACTACCACTGACTGGAGAGTTCTTGACAAGTTTGTTGCCTCTCAGCTTAGCAATGAT 

GCTACAAACAAGCCTGCGGATCATTATACTGATGAAGGAGACATTCTTCAGGTCAGTGAC 

AAGCAGCAAGAGGTGGCAGCCGCCGATTATGCGTCCACATCAACGTCAAGCAGCCAAATT 

GATCCATGGAAGTGA 

Protein 

> ONAC090 

MDGSSMSSSSTQQQAQVPPGFRFHPTDEELVDYYLRKKVAARRIDLNVIKDVDLYKIEPW 

DLQERCRINGGSAAEEQNEWYFFSHKDKKYPTGTRTNRATAAGFWKATGRDKPIYATKQH 

SLLVGMRKTLVYYRGRAPNGHKSDWIMHEYRLETTETAPPQEEGWVVCRVFKKRLPTTRR 

DSDHDAPCGSWYVDEDAPGAFMSPMMITRSSILRPHQHHAGITLQEQHLHTTYKHRDLTT 

KIQQLQVPAAGHHLLNTMPHDLESSTSSFHSLLVSPDHHQINMHHAQADPFFDDMHAVDQ 

ATTTDWRVLDKFVASQLSNDATNKPADHYTDEGDILQVSDKQQEVAAADYASTSTSSSQI 

DPWK* 

 

LOC_Os06g15690 (ONAC091) sequence information 

Genomic sequence length: 4813 nucleotides 

CDS length: 1257 nucleotides 

Protein length: 418 amino acids 

Genomic Sequence 

> ONAC091 

GCCGGTCAACTCCGGTTCAAAAAAAAATTTAGAGAGACCAACCACTCATCGTCTCTCTAC 

TTCCATCCGCTTCAACCTTCAGGTGCGCCGCCTCGCCCTCGTCGGATCCCTAGTAGGGAG 

GGGAGGTCTCCGTCTGCCGGCGGGAGGCGCGGGCGCCGCCATGACCGGGTGCGTGCGTCT 

GCCTGCCCCCCCACTCCTTGATTGGATCGTGTAGCACTTGCCCCGAGCTGTTCCCCTAGG 

TCATCGGAGGGAATGCGATTTGGGATTGGGCGGGATGCAAAGGAGGCGTCCTTTTGGGTT 

CTAGGGTTTCGCGGGATTGCGTTCCCCTGTTATCCTCACTGATTTGTTGTTGTTTATCAT 

TTCGGTTTGGTGAATGCGATTTGGATTGGGGACAGTTTGCTGTGTGCTACAGTGAAAACA 

TGGAGATTATCGCAGGATCCTCAGACTTCTCTATTGTTTTTTTTTTGGATTGATATAGAT 

GCATTGTCTTGTTTATGAGGCCCGGTGTTCGGACCGCGTCATACATTCGTGGAACAGTGT 

GCTCATGCCTTCGGTGTGAGACGAAAGGTTGTGTCTTTTTTTTTTTTTTGGTTCTCTGGC 
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AGGCGATGACTGAATTTCGTCACTAGCTTGTAGTGTTGTAGGCTTTTGTAGCTTGGTCTG 

TGATTGTATAGTAGAAGGATGACGCTTCTGCATTGATTTTAGTTCAAAGGAGATACTTTT 

GTTTTTGCCATTTCGGGGGGGGGGGGGGGGGGCGTGGTGGGGGTGCAGTTATGCACTACG 

TATGCATTCTGTTCTCTTGCAATTGATTGAAGGGCACCCAGTTCTGCTAGGTGTTGCACC 

GTTTTAGTTTAGCTGCTGCTTCTTTCTACAGCGTGGTTGTGCTAGTTATAGCGGTCTCCA 

TTATATCAATTTAGTTTGAAAAAACACTAGTGGTGTTACTACTCCTTTGAGTTAAAATGT 

GCCAACTATTAGTAGCTTGTATTTGGGTATACACCTCTCCAAGATGAGGTTGAATTCCTC 

ATATTCATATAGTCGTGGGTAGCAATAGATAACCTTTTTTCTTTATATGTGGCCTGCTGA 

TAAGATCATGTCATGCATTGTGGAACAATATTTTGTCGCTATCTGTTTCAGATGAAAGGC 

GGGATCTGTTTTTTAGAATTTTTTTTTTGGAGGGGGCAATGATTGAATATCGTCACTAGT 

TTGTAGTTTATGCTTTTGCAGTTAAGTTTGAGATTGTCTAGCAGAAGTACAACGTTTTTG 

CACTTCATTATAGTTGAAAGGAGGCATCTCCCTGTTTTCTGCCATTTCTGGTGGTATGGT 

ACCTATTTTATCAAATCTTTGTTGGAAAGACATTGGATATAGCCTTTGGGTTGAAATTTT 

GCTAATTTTACTATTGTTAGCTTGTCTTTGGGCCATCAGGTATGCATATACATCTCTGAA 

AGCTAGAGGTTGCCCACTGCCTTGTATTCCTACTTTAGTACCCTTCACAAAATGGTGAAA 

AAAGACTATTGTTCTTAGTTTACGTATCATTGTGACCAGCATTTCAAATTGTGTCAGAAG 

AGCATAGTTTTGAACATATGCCTGTCATCCATACCGGAGATCAATGTCTCTTGATTTTTG 

TAAGCTGGTGCATGATTGGTATTAGTATAGATATACAGTTCTGAGAAACTACATTTTGTT 

GTAGATTGAATCGTGGTTTAGGAGTACTTGTCTCCTCAGGATTAATTGGATCATTCTTTG 

GGATCATTTTAATGATATTAGATGTGCCTTTACCTGCATTTGGTGTGTTGCTGGTTAATT 

ATGCCGATCTATATGGGAGTTCCTGCAGTTAGTGTTCTTGAACAAATCTGCTTCATTCAT 

CTGTCTTAACTCTATAATCAATATTTCTGCAGGACATCCTGGATAATTGACAGCCATAGA 

ATTGCTTCAAAAATAAAAAATGCATCTGGATCGGTGGATGCCAGTAAGCACAAATGGGTT 

AGCAACCCAACTAAGGCTTGTCCAAGGTGCAACCACATCATTGATAACAGTGATGTAAGA 

GATGTGTTCTTTTATCATGTATAAGAACCAAATACGCACGTAGTATATCATTTGTATTTC 

ATTCCTGCTTTATACCATTCTAAACAGATTAAACAATCAAATAAAACTACATGTGAACAC 

CTACTGAGTAGTGTCATTGTTATGCACCTTTGTTTTCGTCGAGTCGCCTATATCAATAAA 

TGAATGGATTTTTGCTATTAGCAACTTACTATTTATCACTTTGACAGTGACTCTTTTGTA 

TATTATTCTGAAGTCCTCTGACTTTCTCTCTAACATCGAAGCTTTGTTTGTGTATACTTT 

CAGATACACCACTCAGTATTAATAAATAATGTGTGCTATTGAGTGCAGTCCTCTAATGAT 

TAATATTTCACCACAGGTTGTTCATCAATGGCCTGGTTTGCCAAGAGGTGTAAAGTTTGA 

TCCAACTGACCAAGAATTGCTTTGGCATTTGCTTGCAAAGCATGGCAAAGTTGGTGCAAA 

AGCTCATCCGTTCATTGATGAATTTATTCCAACAGTCGAGGAAGATGATGGTATCTGCTA 

TACCCATCCACAGAAACTTCCAGGTAACCGTTAGTGAAAGGATATATATTTTTGTTTCTC 

TCTTCGTGGGGTGAGCAAGAGAAGTCCAATTTTATTTTCATATAAGAGTAAAATTCACAT 

TTTTCAGCTTGTATCAAATGCTTGCCTTTGGTCCGTTTTCTTTTGGTATTTATTTTCTTA 

GTCACACCATATGCACAAAGTTTGGCGGTAGTGCGGGTGTGGCAATAAGGCTACTTATTT 

TACTTCTCTTTATTGGCTTATTAACCCTTGATTTTTCACTATTCCACTCAGCAACACTCT 

ACAACTAAGTAATTCTCATTGACTGGTTTGCATTTCTTAAATGGTTCCGATAGAGCATTC 

AAATTCTACTTTCTTTTGACATAGGAATCTCAGTTTCTAACTGGAAAATTGTTGTTTTTT 

GTACCTCTGTTGTATTGCTTGTGGTATTCTTCAACTGACTTTTTTTTCTTTTTCAGGTGT 

CAAGCAAGATGGAAGCGTATCACACTTTTTCCATAGAACATTTAAGGCCTATAATACTGG 

AATAAGAAAGCGCCGGAAGATAAACACTGGTGATCTTGCTGATGTCCGCTGGCACAAGAC 

TGGTAAGACAAGGCCAGTAGTAGTTGATGGAAAACACCTTGGTTGTAAGAAATTCATGGT 

GCTATATATGAGCACCATGAAAGGTGGTAAACCTGAAAAGACCAATTGGGTGATGCATCA 
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GTACCACCTAGGAACTGGGGAAGATGAGGTAGAAGGGCAGTATGTTGTCTCTAAATTATT 

GTTTCAGCAACAGTTTAAACCTGGGGAGAAGAACGCACAGGACTTAACCTCTGCAGATGC 

TTTAGAATCTATAGTTGCTGAAGATCTTCCAAATATTCCTCCACTTCCCCTGGAAGAACA 

TGTTTTTACCAACCAAGAACTAGAAGTTCTTGAGAAATCTGAAACTATCACTGACCAGGT 

AATTGAACATCTAAGCTTTCTTTATTTCCCTTCCACCTTTTCCCTATGTGCAGCACATAT 

TTCCAGGTAATTCGACATAGCAAAGAAAATGTCAATATAGTTTCTTTATAATGATATTAA 

AGGGAATTGGATAAATGTTGTGCCTTCTTTTGCTGGCAAATGTACAGGGAAAAGAGACTA 

GCGAAATAAACAACGAAGATAACGCTGTAGAAGATGTTGCGCATATGGCTACTGAGAAAC 

CTGAGGATGGAGATAACCCCTCATCGCAAGATCCGAAATGGTGGGAAGGTGAATCCCAGT 

TCCTGTTAGACTCTCAGCAACTGGCAGAGAACCTTGCGATTTGCGATGAGTTCCTTCAGA 

GTCAGAGCCAGACCTCATGCGGCGGTGGAGATGATGAAACCGATAAGATAAAGCCCCGTC 

TTGCTGTTTATGCCCAGTTGCCAGTAGAGGACTTGAAGAAGGATCTGGAAGAATGCCAGA 

GGTTGGACCCCTCAGATGGCACAAATCTTGAGCTTGAAAATGCGTCTGAATTTCGACTGA 

GCCAAATTGTACGTTTCCATTGTCTCATGTTAAAACGTCCAGTTTTCTCTCCATCCTTTA 

CTTTGCTAAACTTGTGCTTCACTTGCAGGAGTTTTCGCAGGATAGCTTTACGACGGCATG 

GGCTGGTGGCAAGGTGATCGATTGACATGTCTCCAAGGTGCTGTCAACACCATTTTGTAC 

ATTGAAGAAACAACTGAAGCCTCTTCCTTCTGCGAGACAACAGTAAAATGCTGTCGATAT 

ATGTGGTGAAGCAACTCTTGTCTCGGACAGTAAAAAGTCATAATTTTGGCCCGGCGGCTT 

GCCGGGGTAGGCAAAAGGTGAGCTTATGCGCTGGCTTGCCCCTGAATCCCTTGATGCATA 

TGGACTGTGCACCGGTGACTATTCAATGCTAAAGATCACATATTCCTGGCTGTAAATTGT 

GATGGTGGATGTCTCATTTTGCTTGGATACTCTGGACCATCCGGTGGTACAAGGGGAACT 

TTTGCTTCTGGTTGAACTGATTACTCCAATAACTTTCGTGTTAATAACTTTTGCCATCAT 

GATAGTGCCTATTATTTATAAATGTGGACACAAGTCATTTTCTGGAGCTTGTGGTAAAGC 

AGGGCTGAGAATCTCGTGCAAGCTTCATCTTGTAAATTGCAGTAATCAGCATAAGATTGT 

GACAGATAACTTCCATGTTTCAGTTCCTATGCATTACTACTATCTAATTTTCCTCGGGCA 

ATGAGCATGAACT 

CDS 

> ONAC091 

ATGACCGGGACATCCTGGATAATTGACAGCCATAGAATTGCTTCAAAAATAAAAAATGCA 

TCTGGATCGGTGGATGCCAGTAAGCACAAATGGGTTAGCAACCCAACTAAGGCTTGTCCA 

AGGTGCAACCACATCATTGATAACAGTGATGTTGTTCATCAATGGCCTGGTTTGCCAAGA 

GGTGTAAAGTTTGATCCAACTGACCAAGAATTGCTTTGGCATTTGCTTGCAAAGCATGGC 

AAAGTTGGTGCAAAAGCTCATCCGTTCATTGATGAATTTATTCCAACAGTCGAGGAAGAT 

GATGGTATCTGCTATACCCATCCACAGAAACTTCCAGGTGTCAAGCAAGATGGAAGCGTA 

TCACACTTTTTCCATAGAACATTTAAGGCCTATAATACTGGAATAAGAAAGCGCCGGAAG 

ATAAACACTGGTGATCTTGCTGATGTCCGCTGGCACAAGACTGGTAAGACAAGGCCAGTA 

GTAGTTGATGGAAAACACCTTGGTTGTAAGAAATTCATGGTGCTATATATGAGCACCATG 

AAAGGTGGTAAACCTGAAAAGACCAATTGGGTGATGCATCAGTACCACCTAGGAACTGGG 

GAAGATGAGGTAGAAGGGCAGTATGTTGTCTCTAAATTATTGTTTCAGCAACAGTTTAAA 

CCTGGGGAGAAGAACGCACAGGACTTAACCTCTGCAGATGCTTTAGAATCTATAGTTGCT 

GAAGATCTTCCAAATATTCCTCCACTTCCCCTGGAAGAACATGTTTTTACCAACCAAGAA 

CTAGAAGTTCTTGAGAAATCTGAAACTATCACTGACCAGGGAAAAGAGACTAGCGAAATA 

AACAACGAAGATAACGCTGTAGAAGATGTTGCGCATATGGCTACTGAGAAACCTGAGGAT 

GGAGATAACCCCTCATCGCAAGATCCGAAATGGTGGGAAGGTGAATCCCAGTTCCTGTTA 



S196 

 
GACTCTCAGCAACTGGCAGAGAACCTTGCGATTTGCGATGAGTTCCTTCAGAGTCAGAGC 

CAGACCTCATGCGGCGGTGGAGATGATGAAACCGATAAGATAAAGCCCCGTCTTGCTGTT 

TATGCCCAGTTGCCAGTAGAGGACTTGAAGAAGGATCTGGAAGAATGCCAGAGGTTGGAC 

CCCTCAGATGGCACAAATCTTGAGCTTGAAAATGCGTCTGAATTTCGACTGAGCCAAATT 

GAGTTTTCGCAGGATAGCTTTACGACGGCATGGGCTGGTGGCAAGGTGATCGATTGA 

Protein 

> ONAC091 

MTGTSWIIDSHRIASKIKNASGSVDASKHKWVSNPTKACPRCNHIIDNSDVVHQWPGLPR 

GVKFDPTDQELLWHLLAKHGKVGAKAHPFIDEFIPTVEEDDGICYTHPQKLPGVKQDGSV 

SHFFHRTFKAYNTGIRKRRKINTGDLADVRWHKTGKTRPVVVDGKHLGCKKFMVLYMSTM 

KGGKPEKTNWVMHQYHLGTGEDEVEGQYVVSKLLFQQQFKPGEKNAQDLTSADALESIVA 

EDLPNIPPLPLEEHVFTNQELEVLEKSETITDQGKETSEINNEDNAVEDVAHMATEKPED 

GDNPSSQDPKWWEGESQFLLDSQQLAENLAICDEFLQSQSQTSCGGGDDETDKIKPRLAV 

YAQLPVEDLKKDLEECQRLDPSDGTNLELENASEFRLSQIEFSQDSFTTAWAGGKVID* 

 

LOC_Os06g23650 (ONAC092)sequence information 

Genomic sequence length: 1799 nucleotides 

CDS length: 1122 nucleotides 

Protein length: 373 amino acids 

Genomic Sequence 

> ONAC092 

ATGGAGCGGTGCAGCGTGCTGGGGCTGGGCGGTGGCGGGGGCGGGGGCGGGCGGCTGGAC 

GGCGAGCTGCCGCCGGGGTTCCGGTTCCACCCGACGGACGAGGAGCTGATCACCTACTAC 

CTGCTGCGGAAGGTGGTGGACGGGAGCTTCAACGGGCGCGCCATCGCGGAGATCGACCTG 

AACAAGTGCGAGCCGTGGGAGCTGCCGGAGAAGGCCAAGATGGGGGAGAAGGAGTGGTAC 

TTCTACAGCCTCCGCGACCGCAAGTACCCCACGGGACTCCGCACCAACCGCGCCACGGGC 

GCCGGCTACTGGAAGGCCACCGGCAAGGACCGCGAGATCCGCAGCGCCCGCACCGGCGCC 

CTCGTCGGCATGAAGAAGACCCTCGTCTTCTACCGCGGCCGCGCCCCCAAGGGCCAGAAG 

ACCCAGTGGGTCATGCACGAGTACCGCCTCGACGGCACCTACGCCTACCACTTCCTCTCC 

TCCTCCACCCGGGTCAGCACTTTCCCCATTTATTTTCTTCACCTTTTGCCCATTGTGTTG 

TTCACTTCATCCTTTGGAAACTTTCTGTTGTTGTTCTTGCTGCGGATGATGTGTGCAACA 

TATGGTAGGAATAAGTCACGAGGGGTCTAGGGCACAATCGCTAGCTCTGAGCTTGCTTTT 

CTGGTGTGAAGTCATCAGCAGCGAGCTCCCTCCCTGCGCTGCTATGCTACTTCCTGTAGC 
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AGCGCAGGGGTGCTGCGACGCAGATTGCTGCATACTGTACGTAGATATGGTAATCGGTCA 

GCTTAGCGCAGTGAAAGATCAGAGGCTGCAGCTTAGCAGGATACGAATCTTTTTTTGGCC 

TCATGGAAGCTTATATGCAATCCAACGCATGAATGCGTGGATACATGAGAGCACAAGGTG 

TAAATGCATACTGTACTCCTTACGTATTTGCAATTTGCATTTAGCAAAAATAGATGCCTT 

GGGCATACATCTGCGTTTGTCATTTGAGCGAGTAAACCAAAGAGGAACAAAGTTCGCCTT 

GTGCAACGTGCACGCGAAATCGTAGTACTGTACTGCTGCTACACAACCTTGTACTACCCT 

TTTTTTAGTTCATGATATATATACACAGTTAAATTCGTGTTGCTACACAACCTTGATTCT 

TAATTTCTCTGTGTTGATGTGTCGTGCAGGATGAGTGGGTGATAGCCAGGATCTTCACCA 

AGCCCGGCGTGTTCCCCGTCGTCCGCAAGGGCCGCCTCGGCATAAGTGGCGGCGGCGGCG 

ACACCTCGTGCTTCTCGGACTCCACCTCCGCCTCCGTCGGCGGCGGGGGCGGCACCTCCG 

CCTCGTCGGCGCTGCGCGCGCCGCTGGCTGAGGCCTCGCTGTTCGCCGCCGCCGCGGCGC 

CAGCCGTTGACGGCGCCGACAGCAGCAACTACGGCGGGGGCGGCGGCGCCGGCAGCGCCA 

CCGCCACCGCCAACTTGGTCACCGGCCTTGAGCTCGTGCCCTGCTTCTCCACCACAGCCC 

ACATGGATGCCTCGTTCGGCACCGGGCAGTACAACCCGGCCCCGCTGGCCGTCGAGCCGC 

CGCCGCCGCCGCCGGCCTTCTTCCCGAGCCTCCGCTCGCTGCAGGAGAACCTGCAGCTGC 

CGCTGTTCCTCTCCGGCGGCATGCAGGCGGGCGTGTCGTCGCAGCCGCTCAGCGGCGGCG 

GGGCCTTCCACTGGCAGTCCGGCATGGACGTCAAGGTCGAGGGCGCCGTCGGCCGCGCGC 

CGCCGCAGATGGCCGTTGGCCCCGGCCAGCTCGACGGCGCCTTTGCATGGGGCTTCTAG 
 

CDS 

> ONAC092 

ATGGAGCGGTGCAGCGTGCTGGGGCTGGGCGGTGGCGGGGGCGGGGGCGGGCGGCTGGAC 

GGCGAGCTGCCGCCGGGGTTCCGGTTCCACCCGACGGACGAGGAGCTGATCACCTACTAC 

CTGCTGCGGAAGGTGGTGGACGGGAGCTTCAACGGGCGCGCCATCGCGGAGATCGACCTG 

AACAAGTGCGAGCCGTGGGAGCTGCCGGAGAAGGCCAAGATGGGGGAGAAGGAGTGGTAC 

TTCTACAGCCTCCGCGACCGCAAGTACCCCACGGGACTCCGCACCAACCGCGCCACGGGC 

GCCGGCTACTGGAAGGCCACCGGCAAGGACCGCGAGATCCGCAGCGCCCGCACCGGCGCC 

CTCGTCGGCATGAAGAAGACCCTCGTCTTCTACCGCGGCCGCGCCCCCAAGGGCCAGAAG 

ACCCAGTGGGTCATGCACGAGTACCGCCTCGACGGCACCTACGCCTACCACTTCCTCTCC 

TCCTCCACCCGGGATGAGTGGGTGATAGCCAGGATCTTCACCAAGCCCGGCGTGTTCCCC 

GTCGTCCGCAAGGGCCGCCTCGGCATAAGTGGCGGCGGCGGCGACACCTCGTGCTTCTCG 

GACTCCACCTCCGCCTCCGTCGGCGGCGGGGGCGGCACCTCCGCCTCGTCGGCGCTGCGC 

GCGCCGCTGGCTGAGGCCTCGCTGTTCGCCGCCGCCGCGGCGCCAGCCGTTGACGGCGCC 

GACAGCAGCAACTACGGCGGGGGCGGCGGCGCCGGCAGCGCCACCGCCACCGCCAACTTG 

GTCACCGGCCTTGAGCTCGTGCCCTGCTTCTCCACCACAGCCCACATGGATGCCTCGTTC 

GGCACCGGGCAGTACAACCCGGCCCCGCTGGCCGTCGAGCCGCCGCCGCCGCCGCCGGCC 

TTCTTCCCGAGCCTCCGCTCGCTGCAGGAGAACCTGCAGCTGCCGCTGTTCCTCTCCGGC 

GGCATGCAGGCGGGCGTGTCGTCGCAGCCGCTCAGCGGCGGCGGGGCCTTCCACTGGCAG 

TCCGGCATGGACGTCAAGGTCGAGGGCGCCGTCGGCCGCGCGCCGCCGCAGATGGCCGTT 

GGCCCCGGCCAGCTCGACGGCGCCTTTGCATGGGGCTTCTAG 

Protein 

> ONAC092 
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MERCSVLGLGGGGGGGGRLDGELPPGFRFHPTDEELITYYLLRKVVDGSFNGRAIAEIDL 

NKCEPWELPEKAKMGEKEWYFYSLRDRKYPTGLRTNRATGAGYWKATGKDREIRSARTGA 

LVGMKKTLVFYRGRAPKGQKTQWVMHEYRLDGTYAYHFLSSSTRDEWVIARIFTKPGVFP 

VVRKGRLGISGGGGDTSCFSDSTSASVGGGGGTSASSALRAPLAEASLFAAAAAPAVDGA 

DSSNYGGGGGAGSATATANLVTGLELVPCFSTTAHMDASFGTGQYNPAPLAVEPPPPPPA 

FFPSLRSLQENLQLPLFLSGGMQAGVSSQPLSGGGAFHWQSGMDVKVEGAVGRAPPQMAV 

GPGQLDGAFAWGF* 

 

LOC_Os06g36480 (ONAC094)sequence information 

Genomic sequence length: 7817 nucleotides 

CDS length: 1704 nucleotides 

Protein length: 567 amino acids 

> ONAC094 

TTTCGTGTGTGCCTGGAGAACCTTTTCCTTTCTATCTCTTCCCTTCCTTCAGTTAAAGCC 

ATATCAAACACATGGAATTCCGGTCTCCAAATCTTTATTAATTGCTTCCTCAAAACCCCC 

TCTTGCCCCCTCTCTCTCTTCCCTTTCCTCTCTCCTCTTCCTCTTCTTCTTCTACCTCCC 

TCTCCCTCCCCATGTGAGTGATCCTGCTACATGTTACATGTGATCATGCACAGGTAGGTG 

AGCTCTAGCCCCTGATCAAGGAGGTGCAAGCTTCTACTGCCATCTTTTCGGCGAGAAGGA 

GATCGAGGAAGAAGATCAGAAGCTCAGGTAGCCGCCATGGATGGTGTGGTAGCAGAAGAT 

CAAGCAGGCGGCAGCGGCAGCGGTCACCGCCGCCTCATCGGATCGAGGATCGAGGAGCAC 

CGCAAGTACATGTCGGAGGAGAGCTGCTGCCCGAGGTGCGGCCACAAGATCGACCGGAAG 

CTGGTACGCGTGTGTGTATCACACTTTGTTAATTAACCATGTTTAATTAATAGTTTGCTA 

TATATGTGTGTTGTTTGTGTGTCTGAATTCTGAATTTTGTTGGAGTTGTTGATGCCTGAA 

TTTTTCGTGTGTCTGTGAAGGACTGGGTGGGGCTACCGGCCGGTGTGAAGTTCGATCCGA 

CGGATCAGGAGCTGATTGAGCATCTCGAGGCGAAAGTCCGGCCCGGCGGCGAGGCGGCGG 

CACACCCGCTCATCGACGAGTTCATACCCACCATTGAAGGGGAGGATGGAATCTGCTACA 

CCCACCCTGAGAAATTGCCAGGTTAATATGTGCAATTGATTAATCAAGTTCAGTTCTTCA 

AAAGGATGTTTAATTGTTGTTGTTGTTTTTTTTTTGTGTTTTGGAGGTTTGCACTTTCTG 

TTTCTTTTACTTGCTTCAGTTTTTTCCACCATTTCTTTCTTCGGTTTCTTTTTCCCTTTC 

TGTTTCGGTTCATATCTTCTCCTCTCCTTGTATCTCGCATTTCTAGAATTGTTTTAAATG 

ATACTTGATAGCTAAGCATGCATACTCCCCACACACACCAAAAAAAAGAGAGAGAATAAA 

TGGCATCAATGGTAGATTTAATTTGCAAGTGTGTAATGCACTGTAGGAATCTAGCTTGTG 

CAAGAAGGGAAACAGTGGTACACCAAATCTTCCAGTACATGTACTGCATGTATAGCTAGT 

CAATCAATGTGTTGTTGTTGTGGCAGCACATCTCACACACCCTCTAAAAATTTGAAAAAC 

ACCATCTCTCTCTCTCTCTCTATCTATCTCTAGAAGAGAGAATGAAATGTGACATGAGAT 

CTTTCCCAGCCCCTGCACATCTTCCAAAGTTAGGTTTTGTCCTCCTCCCAAGGTTGTTAT 
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ATCCTCCAAACAGCCAATGGCTTAATTGACCATTGCATCATCACTCAAATCCTTTTTTCC 

CTTTTCTTTTCTTTTCTTTTTCTTTTTTTTTCAAAAGAGAAACAGACAGTAGCTAGCTAG 

CTAGCTAACCAGACATGGAAAAAAATGGCGGGCACTTGCTGACGTGTGCTTCCATCCATG 

CAGGTGTCAGCAAGGACGGCCTGAGCAGGCACTTCTTCCACCGCCCATCCAAGGCCTACA 

CCACCGGCACCCGCAAGCGCCGCAAGATCCAGCCGCCGGCGGCCGCCGCCTCGTCGGGCG 

GCGGCGGTGGCAACGCGTCGTCGTCGTCGTCGGCGTCGGCGGCTGCGGCGGTGGCGCGCC 

ATGGCCATCAGCAGCAGCAGCAGCAGCAGAGGAGCGAGACGCGGTGGCACAAGACCGGGA 

AGACGCGGGCGGTGGTGGGCGGCGGGCGTCAGCGCGGGTGCAAGAAGATCCTGGTGCTCT 

ACACCAACTTCGGGAAGCACCGCAAGCCGGAGAAGACCAACTGGGTGATGCACCAGTACC 

ACCTCGGCGAGGCCGAGGAGGAGCGCGACGGCGAGCTCGTCGTCTCCAAGATCTTCTACC 

AGACGCAGCCCAGGCAGTGCGCCGCCGCTGACGCCGCCGCCACCGCCTCCGCCTCGGCTG 

TAGATAGGAGGACAACGTCGTTGAGGGACCGTGCGGCGGCGGCTGCCGCCGCAGCTGCAG 

CGGCGGCGCCAATGGCTTCCGCTAACGTCAGCGTGGCCGCGTTCCACGGCGGCGCCGCCG 

GCATTGATGAATTCAGCTTCGCGCAGTTCAGGAGTAGCTTCGAGGAGGTGAGTGATCGAT 

CATTCCCTTGTTAATTAGAGATTTAGAGTTTAGCAGTTGCTAATTTGGGGATTTTGATGA 

TTCCTTACACAGTAAAAGTAATACTCCCTCTGTCCTCTCGGAATAAAATTTATTTCTTAG 

GATGAATCTAGACAAATGCAGTGCTGGTTCAGATTCATCTCCAAAAGTTATTTCTTTTTA 

GGACTGCCTACTTACCTTTTGACGCTTGCATACTATAGGGTTTAAAATATCGATCGAACA 

GCTTAAAAGACGAAGGGGGGATTTCGGTAAATATCTTGAAGGAGTAATTAAGATAGAACT 

TATGAAAATGAAATGAAATTTGTAAGAGATAAACTAAAGTGAAATTAAATTAATTCATCA 

AAACACATGAAATTATAATGAAACATGTAGAAAATACTGAATTCGCTTATGATTGCATTT 

AAATTCAGCATTTTATACCAAATCAGTTCAAGCCATTAGTGAATGGGACAAGATTTATAG 

TAACCGCCGAGATCTTTCCCCTTTATTTCTAGACCATTGGATGTTCAACCTCTAACTACA 

GTCGAGATTAAGTTGATGAAGAAACATAAATATGAAAGTATCTAAGAGGAAAATAACATA 

CATGAACACACGAACCTCTGTATATATATCTCGCAATAAATTTTTCGATATATGTACCAT 

GAAATATAATAATTTCACATATATTTGTCCTAGACTGTGAATATTGGTCAGATGGTGGGA 

CTATTTTGTCGTTTTGTATATATTGACTTTTTACATATGGGGACAATTGAGAAATCGAAT 

TCGCATATATTTCTATTAGTTATTGGACCACTATAAATAATGCAATTAATGTTTTCTTTC 

ATTGTATGTAGGTTGCTTGTAGAAGAAGGTTTCCTTTTTCTTGGTCAGTGAAATGTAGGT 

AGGAATAGGATGAGATGTTTTTGTTTGGGAGGGTACAGTCATTGGGATGACAAGGCTAAT 

TTTCTGTGCGCGTCCGGATCAATCTGACCTTACAATATGGTAGGATGAGAAAAGATTTCT 

TCAGGTGAACAGTACTTGCTTAGCTCTGAGATCTTACCTAAATTGATAGATGTATCTGAC 

CTATATGCAGAATTGAAGTAAGACATGGTCTTGTCATACAATTAAATATCAGTTGAAATT 

AGGAACAAAATCACTAACATAAACAGGACTAGGGACACATATAGACTTTCAGGAACGATC 

TTGAATCTGGTAGTTATATGTACCTGGTAGACAATCTGAATAGCATCAATGCTGTACTTA 

ATTGGGACATATATATATACATAGTAGTATAATACAATAAATTTTGTGCACACAGCAAGC 

AACCCTAATTAATTGCATGATCTGCATATACTACTCACCCATGTAAGCGTGCTATGATGA 

ATCTAACAGCAAAAACTAATGAACAAAGAGAAAACCTCTAGGTTATCAATTAATTTACTT 

CGCTTTCCAAATTGGCTCACCTTCCCCTATCTACCAAAAAAAAAACTGACAGATATAATA 

AATTAATTAATCCATCAGAATTTCAGGTGTGATGATGGTCGTGCAGCACAAACCTAATTA 

ATTTATATATCCAAGTATATATAACTGATTAATTCCTACATGTATTTACTTACTATATAT 

TTGCAAGTAATTAATTTACATGTTGAATTAATAAATTATTAATCTAAACTACACAGGCGG 

GAATGGGAGCGTCGTCGTCGGATCACCAAAGTGCTATGGTTGATCAGCGGCGGCGGCAGC 

AGCAGCACGACGACGACGAGCACGACCACCGGCGCGGCGGCGGCGGCCACCACTACGTCG 

GGCAGCAGCAGAGCGTCGCGGCGACGTTCCACGTCGTCAGCTCGCCGGCGGACCCCATAG 
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CCAGGCTGATGTCGCCGCCGCCGGCTCACCAGGGCACCGTCATGCTCCGGCAGCCGGAGC 

CGCCGTATATTTACCATCACCAGGTACACGATCGTAGTAGCTCGCTAAAAATAACGACGT 

TTTGGACTTTTCAAATACAAATTTGACTAATAATTTAATTCTCTTTGGTTATACATTTGA 

AAAGGTTATACAAGTGTGATATATATTGCGAAAGAATTTGTTATGATAAACTTAGCTAGC 

TATATAATTTTTATATGCTTAAGACGAGTGACTTTAGCGTGGTGTCTACTGGTAATATTC 

TAAATCTTACAACATAATTCTTGTGATCATTGGGACGTAGTAATAGATTCGAAATTAGCA 

CGTACTACACTTCTTTTGGCATTGTAGCCCTTGTATTAAGCCACGTACGTCATGATATAT 

ATCCGTATACTTCTATTAATTATTAATTAGTATTGTGTATATATAGTAATTGACTGTCAA 

TTAGTCCTATTAATTAATTGTTTGGTCTGATTTGCGAGAAAATGATCAGCAGGAGGATGA 

ACGGCCACACCAACCGCGAAAGTTTGATGGGAGGTCGACCTCTGGTTCTGGACTGGAGGA 

GGTGATCATGGGCTGCACCTCACGGAGGTCCAAAGGAGGGGTACGTAACCATATATTTCA 

CGTATATATACATATCTCTCTCTCACACACAGACTGCAGATACATACTCTGATTTTATAT 

GCTTTACATCCATCTCATGTACGGTTGCACATCCAACAACTTGTTTGATCGTAGCTAGTG 

GCATTCACGTTTAACACGGTGCTTAGATTTATCTGATATAGTTAGCTACTCCCTCCATCC 

CAAAACACAATAACTATATATGTATCTGGATAGAGATTTATCTAGATAGATACATATATA 

GCTAAAATATGTTTTATTTTGGAATGGTGGTAGTATTACTACAGCTATTTAAGAATGTAT 

ATATAGTTGTGTTCTAATTTTAGGAATAAGCACAAGAAAAGTATAAAATGTATTTTTTCT 

AATAATAATAATAATAATAATAATAATAATATCATTTCTAGCTATGTGTACGTGTTGTAC 

ATGAGTGGAGTTTTCTTTTTATTAATATACAAAGGGTGATTTTACGGTCCTTGAGTTAGT 

ATGGAGTATCCACATTATTTGTTACTCCCCCCGGGCTGATAATACTTGTCGTTTTAGACA 

AGGGTAAGGTCAAACTTTATAATCTTTGATTATAAATCATTTTTAAAATATTTGTCTTTT 

AAATATGGTGACTACATGTATAGATTAGTCTTAAAAAGTACTTTAATAAAATCATATATT 

GTTAACACTTTTATACATATTACAACGGAAAATAATGGTCAAAGTTGTTTTTTGGAGACC 

GTGCATGCTCTTGTCCAAAACGACAAGTATTATCAACTGGAAGGGAGTATTAATTTGTGT 

TAGCTCCTGATGCACTACAAAAGTACGGAGAGACACCACAATTTACACCATAATGTGGTA 

CTTTTCTGTACCTCTAAAGAAAGTAGTAAAAAAACTATTGTGTGCAAATAATATACACCT 

TTAATTAGCATGTAAACATGTAACTGCACATGAATTTTTTTTGCTTAATTTGTAGTGAAT 

TTATAGCTAGCTAGTTACTATTTCTATAACTCTTGAAGATGAATTTATAATGGTGGGAGA 

GGGTAGGGTTGGAAAAGCCATCAACCCGGGTTTTATTCAACGTGCATACTTTTTTTTTAA 

AAAAAAAACAACATTGTTTTATTCAACCTGACATTTCACATATAGCATCAGGGAACGTGC 

ATACTTTTTTAAAAAAAAACCAACATTGTTTTATTCAACCCGACACTTCTATTTAGCTGT 

TCCTTGTGCTATTTTTCATATGGTAGAAGCTAGTTTTTCGTCATAAAATATTCCATTCAG 

TTATACAAAACAATGTGGATTTGGAAACTTATGCATTTGGCTAGCGGTTTGTATTATAAT 

ATACTTGTAAAGTTGTAACGCCTAGCGTGATTATGTTATTTGGATGAAATTTATGTGAGA 

AAATATAATGGGGAAATGTAGCTTTGTCATTTATGATGGCATTTTTTTCCATGCCTGCAT 

AGAAATATTTGACAACCATAATGCATTCATATTTTTTCCCGGAAAGTTGAGTGTCCTAAT 

TTTGTTCATGGTGAAAAATGCATTATTTTATTATTTGATATCTAAGGCACATTATATTTT 

GTTGGGCGACCAAGTACAAGATTATGTGTGTTTCTCTTTTTGTCTTTTAAATAATATAAC 

ATATAGCCTCTTGCATCTGGGTAAACACTCTTTAATTAATCTTTTTTTAACTGTTTTTTT 

CTCTCCAGGAAACATCAGGTGGTAAGGATGGCACAGAATGGCAGTACCCATCCTTCTGGC 

CATCTGACAGCCAGGATCATCATGGGTAAAAGAGCAACGTATCTAGCTGCACCTTGAGTA 

TGAGTAGTAGCCAATCTCGGTGAGGCAACCAAAAGCAAAACAAGAACCCTGACAACATCA 

TTACTACCATGATAGGAGCAGCATACATGCACTATATACACTCCTACAAGACTAAAAGCT 

CACCAGCTTAGCACATAGCATAGGAGGCAGGAGTGGCTTCCAAGAAACACACAAAAGGCA 

AAGTTTGCAACAAAATCCAACCCCCTAACTTTTATCCCCCCCTTCTCCCTCTATCTCTCT 
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CTTCCTCCTCCTCCTCCTACTTCATCTTTCTCTTCACCCAATGTGTCTGGATAACGGGAT 

GGAAGTTTCATTTGAGTGCTCAAATTTACATGTCTAAAGAGACAAAGATGATATTGAAGC 

AAAGCAAAAGGGAGAGACAGAAAAAGAAAAAGGAGAGGAAAAACAAAGGTGACATCACAA 

GGAAGGTTAGTTAACCGTCGGTTGCTCAGGCGGATTGATGCGAAATCATCACCGCGATCA 

TTGTTTACCGACACCTTTCCGACAAAGTGATTGAATGTTAGTCTAATAATCAGGAGTATT 

GATAAATATTTTATTACTTTTGTTGTATTGATTTGATTGGTTAATATTAATTGTACACCA 

TTACCCTTTTCCTTTTGTCTTATACTGAGAAAAGAAGCTAACATGTTGGAAAAAGAATGA 

AAGGGTCAATTTGTAAAGATGGCACAAGTTCTCATTTGATTGGTCCATTTGTTTCTACAG 

ATTTGAATTTTTTATAGTTTCTCAAGATACACATTTGCCAAGAAATATTCCATGAACAAG 

GAAACTCTAAAGATTTCTAGGTATGCATGGCTAGCTTTAGTTCCAAAATCTTCCTTTTTC 

CTAAGGAATATCTTTAATTGGTTCCAAAAACTCCTCAGTGGCATGCATGAGGAGGGAATA 

AATGTTTCCATATTCTTCTGTGATTCTGTCACATGCAAAAGAAGAGAGCTAGCTAGGCGC 

AAAGAAAAGCTTGTCATATCTCTTGCTATAAACGAAAAGCTTGATCTTACCCTCTTACTC 

CTTCTGTACCTCTTTCCTCTCTTGCTTTTGATTTCTTTTTTTTTTCTTTCAAAAAGATTT 

TAATTGGACCATGGGCAACGTTAAAATTGCTCTCTCTGCATGTGTTTAGTATTTTGCATT 

CTGGCATCTTGTCAGAATCGAAGTTGCCGGAGAATTTCCCAGTGTGTGTAGTGGAGGGAG 

AATATGATGAGCATGGCAATGCATGGATGAACCTGATACTGCCCTTTTCAGATTCCTCCA 

AACTGAGATTAATGTGA 

CDS 

> ONAC094 

ATGGATGGTGTGGTAGCAGAAGATCAAGCAGGCGGCAGCGGCAGCGGTCACCGCCGCCTC 

ATCGGATCGAGGATCGAGGAGCACCGCAAGTACATGTCGGAGGAGAGCTGCTGCCCGAGG 

TGCGGCCACAAGATCGACCGGAAGCTGGACTGGGTGGGGCTACCGGCCGGTGTGAAGTTC 

GATCCGACGGATCAGGAGCTGATTGAGCATCTCGAGGCGAAAGTCCGGCCCGGCGGCGAG 

GCGGCGGCACACCCGCTCATCGACGAGTTCATACCCACCATTGAAGGGGAGGATGGAATC 

TGCTACACCCACCCTGAGAAATTGCCAGGTGTCAGCAAGGACGGCCTGAGCAGGCACTTC 

TTCCACCGCCCATCCAAGGCCTACACCACCGGCACCCGCAAGCGCCGCAAGATCCAGCCG 

CCGGCGGCCGCCGCCTCGTCGGGCGGCGGCGGTGGCAACGCGTCGTCGTCGTCGTCGGCG 

TCGGCGGCTGCGGCGGTGGCGCGCCATGGCCATCAGCAGCAGCAGCAGCAGCAGAGGAGC 

GAGACGCGGTGGCACAAGACCGGGAAGACGCGGGCGGTGGTGGGCGGCGGGCGTCAGCGC 

GGGTGCAAGAAGATCCTGGTGCTCTACACCAACTTCGGGAAGCACCGCAAGCCGGAGAAG 

ACCAACTGGGTGATGCACCAGTACCACCTCGGCGAGGCCGAGGAGGAGCGCGACGGCGAG 

CTCGTCGTCTCCAAGATCTTCTACCAGACGCAGCCCAGGCAGTGCGCCGCCGCTGACGCC 

GCCGCCACCGCCTCCGCCTCGGCTGTAGATAGGAGGACAACGTCGTTGAGGGACCGTGCG 

GCGGCGGCTGCCGCCGCAGCTGCAGCGGCGGCGCCAATGGCTTCCGCTAACGTCAGCGTG 

GCCGCGTTCCACGGCGGCGCCGCCGGCATTGATGAATTCAGCTTCGCGCAGTTCAGGAGT 

AGCTTCGAGGAGGCGGGAATGGGAGCGTCGTCGTCGGATCACCAAAGTGCTATGGTTGAT 

CAGCGGCGGCGGCAGCAGCAGCACGACGACGACGAGCACGACCACCGGCGCGGCGGCGGC 

GGCCACCACTACGTCGGGCAGCAGCAGAGCGTCGCGGCGACGTTCCACGTCGTCAGCTCG 

CCGGCGGACCCCATAGCCAGGCTGATGTCGCCGCCGCCGGCTCACCAGGGCACCGTCATG 

CTCCGGCAGCCGGAGCCGCCGTATATTTACCATCACCAGGAGGATGAACGGCCACACCAA 

CCGCGAAAGTTTGATGGGAGGTCGACCTCTGGTTCTGGACTGGAGGAGGTGATCATGGGC 

TGCACCTCACGGAGGTCCAAAGGAGGGGAAACATCAGGTGGTAAGGATGGCACAGAATGG 

CAGTACCCATCCTTCTGGCCATCTGACAGCCAGGATCATCATGGAGACAAAGATGATATT 
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GAAGCAAAGCAAAAGGGAGAGACAGAAAAAGAAAAAGGAGAGGAAAAACAAAGTTTCTCA 

AGATACACATTTGCCAAGAAATATTCCATGAACAAGGAAACTCTAAAGATTTCTAGTATT 

TTGCATTCTGGCATCTTGTCAGAATCGAAGTTGCCGGAGAATTTCCCAGTGTGTGTAGTG 

GAGGGAGAATATGATGAGCATGGCAATGCATGGATGAACCTGATACTGCCCTTTTCAGAT 

TCCTCCAAACTGAGATTAATGTGA 

Protein 

> ONAC094 

MDGVVAEDQAGGSGSGHRRLIGSRIEEHRKYMSEESCCPRCGHKIDRKLDWVGLPAGVKF 

DPTDQELIEHLEAKVRPGGEAAAHPLIDEFIPTIEGEDGICYTHPEKLPGVSKDGLSRHF 

FHRPSKAYTTGTRKRRKIQPPAAAASSGGGGGNASSSSSASAAAAVARHGHQQQQQQQRS 

ETRWHKTGKTRAVVGGGRQRGCKKILVLYTNFGKHRKPEKTNWVMHQYHLGEAEEERDGE 

LVVSKIFYQTQPRQCAAADAAATASASAVDRRTTSLRDRAAAAAAAAAAAAPMASANVSV 

AAFHGGAAGIDEFSFAQFRSSFEEAGMGASSSDHQSAMVDQRRRQQQHDDDEHDHRRGGG 

GHHYVGQQQSVAATFHVVSSPADPIARLMSPPPAHQGTVMLRQPEPPYIYHHQEDERPHQ 

PRKFDGRSTSGSGLEEVIMGCTSRRSKGGETSGGKDGTEWQYPSFWPSDSQDHHGDKDDI 

EAKQKGETEKEKGEEKQSFSRYTFAKKYSMNKETLKISSILHSGILSESKLPENFPVCVV 

EGEYDEHGNAWMNLILPFSDSSKLRLM* 

 

LOC_Os06g51070(ONAC095) sequence information 

Genomic sequence length: 1047 nucleotides 

CDS length: 879 nucleotides 

Protein length: 292 amino acids 

Genomic Sequence 

> ONAC095 

ATGGAGCAGCAGCGGAGCAGGTCGACGGCGGCAGGAGGAGAGGTGGAGGTGGAGCAGCTG 

CCGGGATTCAGGTTCCATCCGACGGAGGAGGAGCTGCTGGAGTTCTACCTGAAGCAGGTG 

GTGCAGGGGAAGAAGCTCAAGTTCGACATCATCCCCACCGTCCACCTCTACCGCCACGAC 

CCGCGCGAGCTCCCCGGACTCGCCCGCATCGGCGAGCGCGAGTGGTACTTCTTCGTCCCC 

CGCGACCGCAAGCAGGCCACCGGCGGCGGCGGCGGCGGTAGGCCCAGCCGCACCACGGAG 

CGCGGCTTCTGGAAGGCCACCGGCTCCGACCGCGCCATCCGCTGCGCCGCCGACCCCAAG 

CGCCTCATCGGCCTCAAGAAGACGCTCGTCTACTACGAGGGCCGCGCCCCTCGCGGCACC 

AAGACCGACTGGGTCATGAACGAGTACCGCCTCCCCGACGCCGCCGCCATTCCCGACACC 

ATGCAATTGCAAATGCAACACGACGACATGGTGCTCTGCAAGGTCTACCGGAAGGCGGTC 
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TCCCTCAAGGAGCTGGAGCAGAGGGTCGCCATGGAGGAGCTTGCACGCTCCACCACGTCC 

TCCGGCACCCACAACACCGGCTCGCCCCTGCAGCAGGACTCCTCCTCCATCTCCATCTCC 

TCCTCCTCGGACGCCATGAAGAAAGAGGTGGTGGGGGTGGATGAGGCGTCGGCGGCGGCG 

CATGAGCTGGTCCGCCCGGCGACGCTGAGCCTGCCGCAGCTGGAGGTGGCGAGGCCGCAG 

AGCGGGCTGGAGTGGATGCAGGAGCCATTCCTGACGCAGCTGCGGAGCCCATGGATGGAG 

ACCTGGTCGCCCTACTACGCCAGCGTCCTCAACTTCTGATTACGTACTCTTACCTCATTA 

AATCACTGCTATGTACTTAGTAGTTAATTCATTCACAAAGAATTACACTACTACTCTTTC 

TATGAAATGATCATGATCAGAGAGCTCGATCGATCATCAGTTTATTAATTAATTATGACC 

CCCGGTGCATGGTTTTGCAGCTTAATT 

CDS 

> ONAC095 

ATGGAGCAGCAGCGGAGCAGGTCGACGGCGGCAGGAGGAGAGGTGGAGGTGGAGCAGCTG 

CCGGGATTCAGGTTCCATCCGACGGAGGAGGAGCTGCTGGAGTTCTACCTGAAGCAGGTG 

GTGCAGGGGAAGAAGCTCAAGTTCGACATCATCCCCACCGTCCACCTCTACCGCCACGAC 

CCGCGCGAGCTCCCCGGACTCGCCCGCATCGGCGAGCGCGAGTGGTACTTCTTCGTCCCC 

CGCGACCGCAAGCAGGCCACCGGCGGCGGCGGCGGCGGTAGGCCCAGCCGCACCACGGAG 

CGCGGCTTCTGGAAGGCCACCGGCTCCGACCGCGCCATCCGCTGCGCCGCCGACCCCAAG 

CGCCTCATCGGCCTCAAGAAGACGCTCGTCTACTACGAGGGCCGCGCCCCTCGCGGCACC 

AAGACCGACTGGGTCATGAACGAGTACCGCCTCCCCGACGCCGCCGCCATTCCCGACACC 

ATGCAATTGCAAATGCAACACGACGACATGGTGCTCTGCAAGGTCTACCGGAAGGCGGTC 

TCCCTCAAGGAGCTGGAGCAGAGGGTCGCCATGGAGGAGCTTGCACGCTCCACCACGTCC 

TCCGGCACCCACAACACCGGCTCGCCCCTGCAGCAGGACTCCTCCTCCATCTCCATCTCC 

TCCTCCTCGGACGCCATGAAGAAAGAGGTGGTGGGGGTGGATGAGGCGTCGGCGGCGGCG 

CATGAGCTGGTCCGCCCGGCGACGCTGAGCCTGCCGCAGCTGGAGGTGGCGAGGCCGCAG 

AGCGGGCTGGAGTGGATGCAGGAGCCATTCCTGACGCAGCTGCGGAGCCCATGGATGGAG 

ACCTGGTCGCCCTACTACGCCAGCGTCCTCAACTTCTGA 

Protein 

> ONAC095 

MEQQRSRSTAAGGEVEVEQLPGFRFHPTEEELLEFYLKQVVQGKKLKFDIIPTVHLYRHD 

PRELPGLARIGEREWYFFVPRDRKQATGGGGGGRPSRTTERGFWKATGSDRAIRCAADPK 

RLIGLKKTLVYYEGRAPRGTKTDWVMNEYRLPDAAAIPDTMQLQMQHDDMVLCKVYRKAV 

SLKELEQRVAMEELARSTTSSGTHNTGSPLQQDSSSISISSSSDAMKKEVVGVDEASAAA 

HELVRPATLSLPQLEVARPQSGLEWMQEPFLTQLRSPWMETWSPYYASVLNF* 
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LOC_Os07g04560 (ONAC096) sequence information 

Genomic sequence length: 1904 nucleotides 

CDS length: 1032 nucleotides 

Protein length: 343 amino acids 

Genomic Sequence 

> ONAC096 

ATGAAGAGGGGTTGTGAAGATGAACTTGGAGCTGGTGATGTGATTCTACGAGGGGTGGAG 

GAGGTAGAAGAGGAAGATGATGATGACCTGGTTCTCCCCGGATTCCGGTTCCATCCTACC 

GACGAGGAGCTAGTGACGTTCTACCTTCGCCGGAAGATCGCCGAGAAGCGGCTGAGCATC 

GAGATCATCAAGGAGATGGACATCTACAAGCATGATCCCTCCGACTTCCTCAGTAAGTTC 

ATTCAACTAATTAAAAGTTCATGATCACCAAATACTTATTAAAGAAAAAAAATCACAGCA 

TGCATGCATATATATATGCTTATAGTTCATGGTGATCTACAAGCTCATGCGCTTGGAGCA 

TGATGTTCCTATCAGCTAAGATTGGGTAGTTTCATTTGCATGCAATAGAATAACATGACA 

GATTTAGTGACCAGGCCTTGAGTAAATTCAAGAATTAACACATATAATTAACAACATGAA 

TAATATCTATATTTACGTGATTTTTTTTTGTTTCAAACTATAAGCTAGATCGATCATTCG 

ATCATGAAAAGCTAAATCTTGTGGGGATTAATCAAATTAATTAATTAACCATGTTGATGC 

ATGCAGAGACGAGCACGGTGGGCAGCGAGAAGGAATGGTACTTCTTCTGCCTTCGAGGGA 

GGAAGTACAGGAACAGCATCCGACCCAACCGGGTCACCGGCTCCGGCTTCTGGAAGGCCA 

CCGGAATCGACCGCCCAATCTGCTCTGCCGCCGGCGGCGGCGGCGGCGACTGCATCGGCC 

TCAAGAAGTCGCTCGTCTACTACCGCGGCAGCGCCGGCAAGGGCACCAAGACCGACTGGA 

TGATGCACGAGTTCCGCCTCCCTCCGCCGCCCGCCGACGACCTCGCCGCCGGCCGCTCCT 

CCCCTCCTCCGAGCCTCCAAGAAGCGGTAAGTTAATTACCAATATTTTAAATAGCGTGCT 

AAGACATTACTAGCGGTTACTCTCTTTGTTCCATAATATAAGGGATTTTGAGTAGATGTG 

ACACATCCTAATACAATAAATCTGGACAGATACTAGAATGTGTCGCATCAACATAAAATC 

CCTTATATTATTGGACGGAGGGAGTAGCTTCTTAGATAGATATAGCGGCGGGTTAAGTAG 

AACTATAGCGACTAAATTATATATGAGAGTAAATAATTAGTTAAAACCCTTCTCAAATAG 

CTATAGCGGGATATTTAAAACCTGTTAATTACATGCATCTTCTTCATCTCCGGCGACGTC 

GCCGTCGATCGGCCATTGCATGCACTTTCCCGCGAACCCGGCTTGGTTCCATTCACACGT 

GCGTGGAAACAGTGGCGTGACGCACTGACACGTGTCCTCGAACGTGCCGAAATGTTAGCA 

CGACGACGAACTGAACTTTTGTTGTGTGCGTGAAAAAAATGCAGGAAGTTTGGACCATCT 

GCCGAATCTTCCAGAGGAACATCACCCACAAGAAGCAGCCGCAGCCGCAGCTCGCCGTCG 

CCGCCGCCGCGGTGCCGGCGCCGGTGCCGGACGCGACGAGCTCGATCACCGGCAGCCTCG 

AGTCCGACAGCGCCGGCGACGACGTCGTCGAGTACATGAACACCCTCCAGCCGCCGCCGG 

CGAGCAACGTGAACGGTGGCTACAGCAACCAGCGCTACTTCCAGGAGCAATGGAACAGTA 

GCAGCAATGATAATACCACAGTGTTTCATCAGCATGCGGCGGCGGCGCCACCGCCGGAGC 

CTTCGCCGGCGACGGCGATGGCCGGATTCGGCCATGATCAGAGCGTTCTCAGCTCGCCGG 

CGCCGAGCGATTTCTACTACAAGGATGGATGCAACGATGACATTTACAGGATGGTGATGG 

AGCTCGCCGATCCGAGCTTGTTCTATGATCATATATATGCTTAA 

CDS 

> ONAC096 

ATGAAGAGGGGTTGTGAAGATGAACTTGGAGCTGGTGATGTGATTCTACGAGGGGTGGAG 
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GAGGTAGAAGAGGAAGATGATGATGACCTGGTTCTCCCCGGATTCCGGTTCCATCCTACC 

GACGAGGAGCTAGTGACGTTCTACCTTCGCCGGAAGATCGCCGAGAAGCGGCTGAGCATC 

GAGATCATCAAGGAGATGGACATCTACAAGCATGATCCCTCCGACTTCCTCAAGACGAGC 

ACGGTGGGCAGCGAGAAGGAATGGTACTTCTTCTGCCTTCGAGGGAGGAAGTACAGGAAC 

AGCATCCGACCCAACCGGGTCACCGGCTCCGGCTTCTGGAAGGCCACCGGAATCGACCGC 

CCAATCTGCTCTGCCGCCGGCGGCGGCGGCGGCGACTGCATCGGCCTCAAGAAGTCGCTC 

GTCTACTACCGCGGCAGCGCCGGCAAGGGCACCAAGACCGACTGGATGATGCACGAGTTC 

CGCCTCCCTCCGCCGCCCGCCGACGACCTCGCCGCCGGCCGCTCCTCCCCTCCTCCGAGC 

CTCCAAGAAGCGGAAGTTTGGACCATCTGCCGAATCTTCCAGAGGAACATCACCCACAAG 

AAGCAGCCGCAGCCGCAGCTCGCCGTCGCCGCCGCCGCGGTGCCGGCGCCGGTGCCGGAC 

GCGACGAGCTCGATCACCGGCAGCCTCGAGTCCGACAGCGCCGGCGACGACGTCGTCGAG 

TACATGAACACCCTCCAGCCGCCGCCGGCGAGCAACGTGAACGGTGGCTACAGCAACCAG 

CGCTACTTCCAGGAGCAATGGAACAGTAGCAGCAATGATAATACCACAGTGTTTCATCAG 

CATGCGGCGGCGGCGCCACCGCCGGAGCCTTCGCCGGCGACGGCGATGGCCGGATTCGGC 

CATGATCAGAGCGTTCTCAGCTCGCCGGCGCCGAGCGATTTCTACTACAAGGATGGATGC 

AACGATGACATTTACAGGATGGTGATGGAGCTCGCCGATCCGAGCTTGTTCTATGATCAT 

ATATATGCTTAA 

Protein 

> ONAC096 

MKRGCEDELGAGDVILRGVEEVEEEDDDDLVLPGFRFHPTDEELVTFYLRRKIAEKRLSI 

EIIKEMDIYKHDPSDFLKTSTVGSEKEWYFFCLRGRKYRNSIRPNRVTGSGFWKATGIDR 

PICSAAGGGGGDCIGLKKSLVYYRGSAGKGTKTDWMMHEFRLPPPPADDLAAGRSSPPPS 

LQEAEVWTICRIFQRNITHKKQPQPQLAVAAAAVPAPVPDATSSITGSLESDSAGDDVVE 

YMNTLQPPPASNVNGGYSNQRYFQEQWNSSSNDNTTVFHQHAAAAPPPEPSPATAMAGFG 

HDQSVLSSPAPSDFYYKDGCNDDIYRMVMELADPSLFYDHIYA* 

 

LOC_Os07g09740 (ONAC097) sequence information 

Genomic sequence length: 1995 nucleotides 

CDS length: 1995 nucleotides 

Protein length: 664 amino acids 

Genomic Sequence 

> ONAC097 

ATGGCGTCGGCGGCTGGAGATGGGCTCCCTCCGGGGCTCAAGTTCGAGCCCAAGGACGAC 

GAGCTCGTCGCCCGCTTCCTCCTCGCGCGCATCCAGGGTAAGCCCCTCCCTCTCCACGGC 
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GTCATCCTCGACGCTGATCCCCTCTGCGCGCCGCCATGGAGGCTTCTTGCGGATCATGGC 

AGGGGCGATGAGGCGTTCTTCTTCGCCGACGCGCGGGCCAAGAATGGGAAGGGGAGCCGG 

CAGAAGCGCACGGTCGAGGGCGGAGGGTACTGGCAGGGGCAGAGGATGTGCGTCGATGGT 

GAGAGGCTGGTCGTCCCCGATGGCGGCTTGGAGATCGCGTGGCGCAAGTACGTCCTCAGC 

TACTTCGCGGATGGCGAGAAGGGGAGCTCGGGGTGGGTGATGCACGAGTACGCCATCACG 

ACGCCGGCTGACCTCGCGTCGTCGACGATGCGGCTGTATCGCATCCGGTTCAGCGGCCAC 

GGCAAGAAGCGCAAGAGGGAACCGGAATCTCAGAGCGCCCACCACGACGACGGTCGAGCG 

CGCTGCGCCCCACAGATAGCCATGCCCGAGACTGCTCTGCTCGAGGACAGCGCCCCGCCG 

CCACAGCCCGTTCTTCCTCCTGCTGCGGTGGTGAACTCTGTCTCTGATGGCGCCGTTCCT 

CCTCCTGCACCGGTGGTGAACTGTGACTCTGACGTCACCGATGAGGATGAGTTGCAGAGC 

TTTGTGCCTGAGTTCTCCGCGCGCAACCTGTTCGTCTCTTTGCCACAAGGAAGCCATGAA 

GCTGAAGCGGACGTAGTTGGTGGCGCATTGCCGGCGCAATCTATGTCGTCGTTTGCTGAT 

GTTGGAGGTCCAGAGAACATGGATGACCAGAGCTGCTCCGGCGTGGTGTTTGCTAATCTT 

TCCGACCTGATCGTCTTACCACCGGTGGAAGCCAGTGGCGCAGCACCCGCGCCATCTTGG 

GCGTCATCGCTGGACAATCAAAACGACGAGGCGCCTGTGTTCTTTGAGTTTCCAGAGAGC 

ATGGATGACATTATTGGCTGCTTTGACTTCGCCACCATGGACGACCCGAGCTGCACTAGC 

GCCATATCAGAGGAGCCCTTTCTTCCTCCTGCAGCAATGGTGAACCATGACGATGGCTAT 

GCCTCTGACAACGCCGATCAAGGTTGCTCCGGCGCCGTTCCTCTTCCTTCAGCAGTGGTG 

GACCTTCCCAATGAGACTGACGGCGCCGATCAAAGCTGCTCCGGCGTGGTGGACGATTCA 

TCCATGGTGTTTGCTAATATTCACCCGTTGGACTCTCCAGCAGAAGGTGGCCATGAAGCC 

GAAGCCGGTGCCGGGGGTGGCCGTGCAGCACCAGCGCCGTCTTGGGTGTCATCGCTGGAC 

AACCAAAACGACGAGGCGCCAATGTTCTTCGAGCTTCCAGAGAGCCTGGATGACATGGTT 

AGCTGCTTTGACTTTGCCGCCATGGATGGCCAGAGCTGCACTAGCGCCGTGTCAGAGACT 

GCTCTGATCGAGGAGCTCGTTCTTCCTCCTGCAGCAATGGTGAACCATCACGATGACTCT 

GTCTCTGACATCGCCGATCATGGCTGCTCCGGCGCCGCTCCTCCTCCTTCAGCAGTGGTG 

GACCTCCCCGATGACTCTGACGGCGCCGATCAGAGCTGCTCCGGCATGGTGGATGATTCC 

CTTCCCGGGTACTATGAGGCTGAGCTGAAGGTTCCGCTTGAGTACGCCGCGCGCAATCCG 

GTCGACTCTCCCTCAAAAGGCGGCCATGACCATGAAGCCGAAGTCGACGCCAGTGGTGGT 

GCAGGGTCCATGATGTCATCGCCGGACAAGGAGAAGGAGCACTCCTCATCGGGCGTCATG 

GACGTGGAGGCCACTGGTTTTGGAGTTCCAGACAGCATGGATGGCCTGAGCTGCATCGAC 

TTCGCCGAGACGATGGACGACCTGAGCTGCATCGACTTCACCATTGATGATGAGCTGTTC 

GATCTATGGAGCTAG 

CDS 

> ONAC097 

ATGGCGTCGGCGGCTGGAGATGGGCTCCCTCCGGGGCTCAAGTTCGAGCCCAAGGACGAC 

GAGCTCGTCGCCCGCTTCCTCCTCGCGCGCATCCAGGGTAAGCCCCTCCCTCTCCACGGC 

GTCATCCTCGACGCTGATCCCCTCTGCGCGCCGCCATGGAGGCTTCTTGCGGATCATGGC 

AGGGGCGATGAGGCGTTCTTCTTCGCCGACGCGCGGGCCAAGAATGGGAAGGGGAGCCGG 

CAGAAGCGCACGGTCGAGGGCGGAGGGTACTGGCAGGGGCAGAGGATGTGCGTCGATGGT 

GAGAGGCTGGTCGTCCCCGATGGCGGCTTGGAGATCGCGTGGCGCAAGTACGTCCTCAGC 

TACTTCGCGGATGGCGAGAAGGGGAGCTCGGGGTGGGTGATGCACGAGTACGCCATCACG 

ACGCCGGCTGACCTCGCGTCGTCGACGATGCGGCTGTATCGCATCCGGTTCAGCGGCCAC 

GGCAAGAAGCGCAAGAGGGAACCGGAATCTCAGAGCGCCCACCACGACGACGGTCGAGCG 

CGCTGCGCCCCACAGATAGCCATGCCCGAGACTGCTCTGCTCGAGGACAGCGCCCCGCCG 
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CCACAGCCCGTTCTTCCTCCTGCTGCGGTGGTGAACTCTGTCTCTGATGGCGCCGTTCCT 

CCTCCTGCACCGGTGGTGAACTGTGACTCTGACGTCACCGATGAGGATGAGTTGCAGAGC 

TTTGTGCCTGAGTTCTCCGCGCGCAACCTGTTCGTCTCTTTGCCACAAGGAAGCCATGAA 

GCTGAAGCGGACGTAGTTGGTGGCGCATTGCCGGCGCAATCTATGTCGTCGTTTGCTGAT 

GTTGGAGGTCCAGAGAACATGGATGACCAGAGCTGCTCCGGCGTGGTGTTTGCTAATCTT 

TCCGACCTGATCGTCTTACCACCGGTGGAAGCCAGTGGCGCAGCACCCGCGCCATCTTGG 

GCGTCATCGCTGGACAATCAAAACGACGAGGCGCCTGTGTTCTTTGAGTTTCCAGAGAGC 

ATGGATGACATTATTGGCTGCTTTGACTTCGCCACCATGGACGACCCGAGCTGCACTAGC 

GCCATATCAGAGGAGCCCTTTCTTCCTCCTGCAGCAATGGTGAACCATGACGATGGCTAT 

GCCTCTGACAACGCCGATCAAGGTTGCTCCGGCGCCGTTCCTCTTCCTTCAGCAGTGGTG 

GACCTTCCCAATGAGACTGACGGCGCCGATCAAAGCTGCTCCGGCGTGGTGGACGATTCA 

TCCATGGTGTTTGCTAATATTCACCCGTTGGACTCTCCAGCAGAAGGTGGCCATGAAGCC 

GAAGCCGGTGCCGGGGGTGGCCGTGCAGCACCAGCGCCGTCTTGGGTGTCATCGCTGGAC 

AACCAAAACGACGAGGCGCCAATGTTCTTCGAGCTTCCAGAGAGCCTGGATGACATGGTT 

AGCTGCTTTGACTTTGCCGCCATGGATGGCCAGAGCTGCACTAGCGCCGTGTCAGAGACT 

GCTCTGATCGAGGAGCTCGTTCTTCCTCCTGCAGCAATGGTGAACCATCACGATGACTCT 

GTCTCTGACATCGCCGATCATGGCTGCTCCGGCGCCGCTCCTCCTCCTTCAGCAGTGGTG 

GACCTCCCCGATGACTCTGACGGCGCCGATCAGAGCTGCTCCGGCATGGTGGATGATTCC 

CTTCCCGGGTACTATGAGGCTGAGCTGAAGGTTCCGCTTGAGTACGCCGCGCGCAATCCG 

GTCGACTCTCCCTCAAAAGGCGGCCATGACCATGAAGCCGAAGTCGACGCCAGTGGTGGT 

GCAGGGTCCATGATGTCATCGCCGGACAAGGAGAAGGAGCACTCCTCATCGGGCGTCATG 

GACGTGGAGGCCACTGGTTTTGGAGTTCCAGACAGCATGGATGGCCTGAGCTGCATCGAC 

TTCGCCGAGACGATGGACGACCTGAGCTGCATCGACTTCACCATTGATGATGAGCTGTTC 

GATCTATGGAGCTAG 

Protein 

> ONAC097 

MASAAGDGLPPGLKFEPKDDELVARFLLARIQGKPLPLHGVILDADPLCAPPWRLLADHG 

RGDEAFFFADARAKNGKGSRQKRTVEGGGYWQGQRMCVDGERLVVPDGGLEIAWRKYVLS 

YFADGEKGSSGWVMHEYAITTPADLASSTMRLYRIRFSGHGKKRKREPESQSAHHDDGRA 

RCAPQIAMPETALLEDSAPPPQPVLPPAAVVNSVSDGAVPPPAPVVNCDSDVTDEDELQS 

FVPEFSARNLFVSLPQGSHEAEADVVGGALPAQSMSSFADVGGPENMDDQSCSGVVFANL 

SDLIVLPPVEASGAAPAPSWASSLDNQNDEAPVFFEFPESMDDIIGCFDFATMDDPSCTS 

AISEEPFLPPAAMVNHDDGYASDNADQGCSGAVPLPSAVVDLPNETDGADQSCSGVVDDS 

SMVFANIHPLDSPAEGGHEAEAGAGGGRAAPAPSWVSSLDNQNDEAPMFFELPESLDDMV 

SCFDFAAMDGQSCTSAVSETALIEELVLPPAAMVNHHDDSVSDIADHGCSGAAPPPSAVV 

DLPDDSDGADQSCSGMVDDSLPGYYEAELKVPLEYAARNPVDSPSKGGHDHEAEVDASGG 

AGSMMSSPDKEKEHSSSGVMDVEATGFGVPDSMDGLSCIDFAETMDDLSCIDFTIDDELF 

DLWS* 
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LOC_Os07g09830 (ONAC098) sequence information 

Genomic sequence length: 2121 nucleotides 

CDS length: 2121 nucleotides 

Protein length: 706 amino acids 

Genomic Sequence 

> ONAC098 

ATGGCGGCGGCGGCTGGAGATGGGCTCCCGCCGGGGCTCAGGTTCGAGCCCAAGGACGAC 

GAGCTCGTCGCCCGCTTCCTCCTCGCGCGCATCCAGGGTAAGCCCCTCCCTCTCCATGGC 

GTCATCCTCGACGCCGATCCCCTCTGCGCGCCGCCATGGAGGCTTCTTGCGGATCATGGC 

AGGGGCGACGACGCGTTCTTCTTCGCCGAGGCGCGGGCCAAGAACGGCAAGGGGAGCCGG 

CAGAAGCGCACGGTCGAGGGCGGAGGGTACTGGCAGGGGCAGAGGATGTGCGTCGATGGT 

GAGAGGCTGGTCGTCCCCGATGGTGGCGGCGGCGGCGGCGTGGAGATCGCGTGGCGCAAG 

TACGTGCTCAGCTACTTCGCGGATGGCGAGAAGGGGAGCTCGGGGTGGGTGATGCACGAG 

TACGCCATCACGGCGCCGGCTGACCTCGCGTCGTCGACGACGCGGCTGTATCGCATCCGG 

TTCAGCGGCCACGGCAAGAAGCGCAAGAGGGAACCGGAATCTCAGAGCGACAACCACCAG 

ATCGCAGTGGCGGAGACTGCTATGCTCGAGGACAGCGCGCCGCCGCCACAGCCGGTTCAT 

CCTCCTGCAGCGATGGTGAACTGTGTCTCTGACGACACCGATCAGGGCTTCTCCGGTGCC 

GTTCCTCCTCCTGCACCGGTGGTGCACCATACCAATGACTCTGACGTCACCGATCGATAC 

TCTTCCCTGGTGTTCTCTGATCAACCCGGGTCAATCTATGAGGATGAGTTGCAGAGCTTT 

GTGCCTGAGTTCCCCGCTCGCAACCTGTTCGTCTCTTTGCCAGAAGGAAGCCATGAAGCT 

GAACCGGCGCAATCTGTGTCGTCGTTAGCTGATGTTGGAGGTCCAGAGAACATGGATGAT 

CAGAGCTGCTCCGGCGTGGTGTTTGCTAATCTTCCCGAGCTGATCGTCTTGCCATCGGCG 

CCATCGCTGGACAATCAAAACGACGAGGCGCCAGTGTTCTTTGAGTTTCCAGAGAGCATG 

GATGACATTGTTGGCTGCTTTGACTTCGCCGCCATGGACAACCAGAGCTGCACTAGCGCC 

ATACCAGAGGAGCCCTTTCTTCCTCCTGCTGCAATGGTGAACCATGACGATGGCTATGCC 

TCTAACAACGCCGATCAAGGTTGCTCCGGCGCCTTTCCTCTTCCTGCAGCAGTGGTGGAC 

CTTCCCAATGAGACTGACGGCGCCGATCAGAGCTGCTCTGGCGTGGGGGACAACTCTACC 

CTGTTGTTTTCTGATGTTACCGGGTCAATCGATGAGGATGAGCTGCAGAGTTTTGTGCCT 

GAGTTCGCCGCGAGCAACCTGTTCGTCTCTCTGCCACAAGGAAGCTGTGAAGCTGATGCT 

GAAGCTGACAGCGGTGGTGGCGTAGCGCCGGCGCAGTTTGCTGAATTTGGAGGTTCAGAG 

AGCATGGATGATTCTTCCATGATGTACCCGTTGAACTTTCCAGCAGAAGCCGGTGGCGGC 

GGTGGCCGTGCAGCACCGGCATCGTCTTGGGTGTCATCGCAGCACAACCAAAATGATGAG 

GCGCCAATGTTCTTCGAGCTTCCAGAGAGCCTGGATGACATGGTTGGCTGCTTTGACTTT 

GCCGCCATGGATGGCCAGAGCTGCACTAGCGCCGTGTCAGAGACTGCTCTGATCGAGGAG 
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CTCGTTCTTCCTCCTGCAGCAATGGTGAACCATCACGATGACTCTGTCTCTGACATCGCC 

GATCATGGCTGCTCCGGCTCCGTTCCTCCTCCTTCAGCAGTGGTGGACCTCCCCAATGAC 

TCTGATCAGAGCTGCTCCGGGTACTATGAGGCTGAGCTGAAGGTTCCACTTGAGTACGCC 

GCGCGCAATCCGGTCGACTCTCCCGCAAAAGGCGGCAATGAAGCCGAAGTTGACGCCAGC 

AATGGTGCAGGGTCCATGATGTCGTCGCCGGACAAGCAGAAGGAGCACTCCTCATCGGGC 

GTCATGGACGTGGAGGCTATTGGTTTTGGAGTTCCAGACAGCATGGATAGCCTGAGCTGC 

ATCGACTTCGCCGAGACAATGGACGACCTGAGCTGCATCGACTTCACCATTGATGATGAG 

CTGTTCGATCTATGGAGCTAG 

CDS 

> ONAC098 

ATGGCGGCGGCGGCTGGAGATGGGCTCCCGCCGGGGCTCAGGTTCGAGCCCAAGGACGAC 

GAGCTCGTCGCCCGCTTCCTCCTCGCGCGCATCCAGGGTAAGCCCCTCCCTCTCCATGGC 

GTCATCCTCGACGCCGATCCCCTCTGCGCGCCGCCATGGAGGCTTCTTGCGGATCATGGC 

AGGGGCGACGACGCGTTCTTCTTCGCCGAGGCGCGGGCCAAGAACGGCAAGGGGAGCCGG 

CAGAAGCGCACGGTCGAGGGCGGAGGGTACTGGCAGGGGCAGAGGATGTGCGTCGATGGT 

GAGAGGCTGGTCGTCCCCGATGGTGGCGGCGGCGGCGGCGTGGAGATCGCGTGGCGCAAG 

TACGTGCTCAGCTACTTCGCGGATGGCGAGAAGGGGAGCTCGGGGTGGGTGATGCACGAG 

TACGCCATCACGGCGCCGGCTGACCTCGCGTCGTCGACGACGCGGCTGTATCGCATCCGG 

TTCAGCGGCCACGGCAAGAAGCGCAAGAGGGAACCGGAATCTCAGAGCGACAACCACCAG 

ATCGCAGTGGCGGAGACTGCTATGCTCGAGGACAGCGCGCCGCCGCCACAGCCGGTTCAT 

CCTCCTGCAGCGATGGTGAACTGTGTCTCTGACGACACCGATCAGGGCTTCTCCGGTGCC 

GTTCCTCCTCCTGCACCGGTGGTGCACCATACCAATGACTCTGACGTCACCGATCGATAC 

TCTTCCCTGGTGTTCTCTGATCAACCCGGGTCAATCTATGAGGATGAGTTGCAGAGCTTT 

GTGCCTGAGTTCCCCGCTCGCAACCTGTTCGTCTCTTTGCCAGAAGGAAGCCATGAAGCT 

GAACCGGCGCAATCTGTGTCGTCGTTAGCTGATGTTGGAGGTCCAGAGAACATGGATGAT 

CAGAGCTGCTCCGGCGTGGTGTTTGCTAATCTTCCCGAGCTGATCGTCTTGCCATCGGCG 

CCATCGCTGGACAATCAAAACGACGAGGCGCCAGTGTTCTTTGAGTTTCCAGAGAGCATG 

GATGACATTGTTGGCTGCTTTGACTTCGCCGCCATGGACAACCAGAGCTGCACTAGCGCC 

ATACCAGAGGAGCCCTTTCTTCCTCCTGCTGCAATGGTGAACCATGACGATGGCTATGCC 

TCTAACAACGCCGATCAAGGTTGCTCCGGCGCCTTTCCTCTTCCTGCAGCAGTGGTGGAC 

CTTCCCAATGAGACTGACGGCGCCGATCAGAGCTGCTCTGGCGTGGGGGACAACTCTACC 

CTGTTGTTTTCTGATGTTACCGGGTCAATCGATGAGGATGAGCTGCAGAGTTTTGTGCCT 

GAGTTCGCCGCGAGCAACCTGTTCGTCTCTCTGCCACAAGGAAGCTGTGAAGCTGATGCT 

GAAGCTGACAGCGGTGGTGGCGTAGCGCCGGCGCAGTTTGCTGAATTTGGAGGTTCAGAG 

AGCATGGATGATTCTTCCATGATGTACCCGTTGAACTTTCCAGCAGAAGCCGGTGGCGGC 

GGTGGCCGTGCAGCACCGGCATCGTCTTGGGTGTCATCGCAGCACAACCAAAATGATGAG 

GCGCCAATGTTCTTCGAGCTTCCAGAGAGCCTGGATGACATGGTTGGCTGCTTTGACTTT 

GCCGCCATGGATGGCCAGAGCTGCACTAGCGCCGTGTCAGAGACTGCTCTGATCGAGGAG 

CTCGTTCTTCCTCCTGCAGCAATGGTGAACCATCACGATGACTCTGTCTCTGACATCGCC 

GATCATGGCTGCTCCGGCTCCGTTCCTCCTCCTTCAGCAGTGGTGGACCTCCCCAATGAC 

TCTGATCAGAGCTGCTCCGGGTACTATGAGGCTGAGCTGAAGGTTCCACTTGAGTACGCC 

GCGCGCAATCCGGTCGACTCTCCCGCAAAAGGCGGCAATGAAGCCGAAGTTGACGCCAGC 

AATGGTGCAGGGTCCATGATGTCGTCGCCGGACAAGCAGAAGGAGCACTCCTCATCGGGC 

GTCATGGACGTGGAGGCTATTGGTTTTGGAGTTCCAGACAGCATGGATAGCCTGAGCTGC 
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ATCGACTTCGCCGAGACAATGGACGACCTGAGCTGCATCGACTTCACCATTGATGATGAG 

CTGTTCGATCTATGGAGCTAG 

Protein 

> ONAC098 

MAAAAGDGLPPGLRFEPKDDELVARFLLARIQGKPLPLHGVILDADPLCAPPWRLLADHG 

RGDDAFFFAEARAKNGKGSRQKRTVEGGGYWQGQRMCVDGERLVVPDGGGGGGVEIAWRK 

YVLSYFADGEKGSSGWVMHEYAITAPADLASSTTRLYRIRFSGHGKKRKREPESQSDNHQ 

IAVAETAMLEDSAPPPQPVHPPAAMVNCVSDDTDQGFSGAVPPPAPVVHHTNDSDVTDRY 

SSLVFSDQPGSIYEDELQSFVPEFPARNLFVSLPEGSHEAEPAQSVSSLADVGGPENMDD 

QSCSGVVFANLPELIVLPSAPSLDNQNDEAPVFFEFPESMDDIVGCFDFAAMDNQSCTSA 

IPEEPFLPPAAMVNHDDGYASNNADQGCSGAFPLPAAVVDLPNETDGADQSCSGVGDNST 

LLFSDVTGSIDEDELQSFVPEFAASNLFVSLPQGSCEADAEADSGGGVAPAQFAEFGGSE 

SMDDSSMMYPLNFPAEAGGGGGRAAPASSWVSSQHNQNDEAPMFFELPESLDDMVGCFDF 

AAMDGQSCTSAVSETALIEELVLPPAAMVNHHDDSVSDIADHGCSGSVPPPSAVVDLPND 

SDQSCSGYYEAELKVPLEYAARNPVDSPAKGGNEAEVDASNGAGSMMSSPDKQKEHSSSG 

VMDVEAIGFGVPDSMDSLSCIDFAETMDDLSCIDFTIDDELFDLWS* 

 

LOC_Os07g09860 (ONAC099) sequence information 

Genomic sequence length: 2037 nucleotides 

CDS length: 2037 nucleotides 

Protein length: 678 amino acids 

Genomic Sequence 

> ONAC099 

ATGGCGGCGGCGGCTGGAGATGGGCTCCCGCCGGGGCTCAGGTTCGAGCCCAAGGACGAC 

GAGCTCGTCGCCCGCTTCCTCCTCGCGCGCATCCAGGGTAAGCCCCTCCCTCTCCACGGC 

GTCATCCTCGACGCCGATCCCCTCTGCGCGCCGCCATGGAGGCTTCTTGCGGATCATGGC 

AGGGGCGATGACGCGTTCTTCTTCGCCGAGGCGCGGGCCAAGAACGGCAAGGGGAGCCGG 

CAGAAGCGCACGGTCGAGGGCGGAGGGTACTGGCAGGGGCAGAGGATGTGCGTCGATGGC 

GAGAGGCTGGTCGTCCCCGATGGTGGCGGCGGCGGCGGCGTGGAGATCGCGTGGCGCAAG 

TACGTCCTCAGCTACTTCGCGGATGGCGAGAAGGGGAGCTCGGGGTGGGTGATGCACGAG 

TACGCCATCACGTCGCCGGCTGACCTCGCCTCGTCGGCGATGCGGCTGTACCGCATCCGG 

TTCAGTGGCCACGGCAAGAAGCGCAAGAGGGAACCGGATTCTCAGAGCGCCCACGACGAA 

CACGGTCGAGCGCGCTGCGCCCCACAGATCGCCATGCCCGAGACTGCTCTGCTCGAGGAC 
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AGCGCGCCGCCGCCACAGCCCGTCCATCCTCCTGCTGCGGTGGTGGACTGTGTCTGTGAC 

GTCACCGATCAGGGCTCTTCCCTGGTGTTTCCTGATCAACCCGGGTCAATCTATGAGGAT 

GAGTTGCAGAGCTTTGTGCCTGAGTTCGCCGCGCGCAATCTGTTCGTCTCTTTGCCAGAA 

GGAAGCCGTGACGTCGTGGCAGAGGCTGCTCTGATCGAGGACTTGGCGCTCTCGCCACAG 

CCTGTTCCTCCTCCTGCAGAGGTGGTGAACCAAGCTGATGACTCCGATGGCGCTGATCAG 

GGCTGCTCGAGTGTGTTTGCTGCTCTTCCCGACCTGATAGTCTTGCCACCGGAGGAAGCC 

TGTGGCAGTGGTGGTGCAGCACCGGCGCCGTCTTGGGCATCATCGCTGGACAACCAAAAC 

GACGACGCACCAGCTTTCTTTGAGTTTCCAGAGAGCATGGATGACATGGTTGGCTGCTTC 

GACTTCGCCTCCATGGACAACCAGAGCTGCACTAGCGCCGTGTCAGAGATTGCTGTGCTC 

GAGGAGCCCTTTCTTCCTCCACCTACAATGGTGAACCATGACAATAACTCTGTCTCTGAC 

GGCGCCGATCAGAGCTGCTTCGGCGTGGGGGACAACTCTACCCTGGTGTTTTCTGATCTA 

ACCGGGTCAATCGATGAGGATGAGCTTCAGAGTTTTGTGCCTGAGTTCGTCTCTCTGCCA 

CAAGGAAGCTGTGAAGCTGATGCTGAAGCTGACAGCGGTGGTGGCGTAGCACCGGCGCAG 

TTTGCTGAATTTGGAGGTCCAGAGAGCATGGATGACCCGTTGAACTTTCCAGCAGAAGCC 

AGTGGCGGCGGCGACCGTGCAGCACCGGCATCATCTTGGGTGTCATCGCAGGACAACCAA 

AATGATGAGGCGCCAATGTTCTTCGAGCTTCCAGAGAGCCTGGATGACATGGTTGGCTGC 

TTTGACTTTGCCGCCATGGATGGCCAGAGCTGCACTAGCGCCGTGTCAGAGACTGCTCTG 

ATCGAGGAGCTCGTTCTTCCTCCTGCAGCAATGGTGAACCATCACGATGACTCTGTCTCT 

GACATCGCCGATCATGGCTGCTCCGGCGCCGTTCCTCCTCCTAATTCAGAAGTGGTGGAC 

CTCCCCAATGACTCTGTCGGCGCCGATCAGAGCTGCTCCGGCATGGTGGACGATTCTCTT 

TCCGGGTACTATGAGGCTGAGCTGAAGGACGCCAGCGGTGGTGCAGGGTCCATGATGTCG 

TCGCCGGACAAGCAGAAGGAGCACTCCTCATCGGGTGTCATGGACGTGGAGGCCACTGGT 

TTTGGAGTTCCAGACAGCATGGATGGCCTGAGCTGCATCGACTTTGCCGAGACGATGGAC 

GACCTGAGCTGCATCGACTTCACCATTGATGATGAGTTGTTTGATCTATGGAGCTAG 

CDS 

> ONAC099 

ATGGCGGCGGCGGCTGGAGATGGGCTCCCGCCGGGGCTCAGGTTCGAGCCCAAGGACGAC 

GAGCTCGTCGCCCGCTTCCTCCTCGCGCGCATCCAGGGTAAGCCCCTCCCTCTCCACGGC 

GTCATCCTCGACGCCGATCCCCTCTGCGCGCCGCCATGGAGGCTTCTTGCGGATCATGGC 

AGGGGCGATGACGCGTTCTTCTTCGCCGAGGCGCGGGCCAAGAACGGCAAGGGGAGCCGG 

CAGAAGCGCACGGTCGAGGGCGGAGGGTACTGGCAGGGGCAGAGGATGTGCGTCGATGGC 

GAGAGGCTGGTCGTCCCCGATGGTGGCGGCGGCGGCGGCGTGGAGATCGCGTGGCGCAAG 

TACGTCCTCAGCTACTTCGCGGATGGCGAGAAGGGGAGCTCGGGGTGGGTGATGCACGAG 

TACGCCATCACGTCGCCGGCTGACCTCGCCTCGTCGGCGATGCGGCTGTACCGCATCCGG 

TTCAGTGGCCACGGCAAGAAGCGCAAGAGGGAACCGGATTCTCAGAGCGCCCACGACGAA 

CACGGTCGAGCGCGCTGCGCCCCACAGATCGCCATGCCCGAGACTGCTCTGCTCGAGGAC 

AGCGCGCCGCCGCCACAGCCCGTCCATCCTCCTGCTGCGGTGGTGGACTGTGTCTGTGAC 

GTCACCGATCAGGGCTCTTCCCTGGTGTTTCCTGATCAACCCGGGTCAATCTATGAGGAT 

GAGTTGCAGAGCTTTGTGCCTGAGTTCGCCGCGCGCAATCTGTTCGTCTCTTTGCCAGAA 

GGAAGCCGTGACGTCGTGGCAGAGGCTGCTCTGATCGAGGACTTGGCGCTCTCGCCACAG 

CCTGTTCCTCCTCCTGCAGAGGTGGTGAACCAAGCTGATGACTCCGATGGCGCTGATCAG 

GGCTGCTCGAGTGTGTTTGCTGCTCTTCCCGACCTGATAGTCTTGCCACCGGAGGAAGCC 

TGTGGCAGTGGTGGTGCAGCACCGGCGCCGTCTTGGGCATCATCGCTGGACAACCAAAAC 

GACGACGCACCAGCTTTCTTTGAGTTTCCAGAGAGCATGGATGACATGGTTGGCTGCTTC 
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GACTTCGCCTCCATGGACAACCAGAGCTGCACTAGCGCCGTGTCAGAGATTGCTGTGCTC 

GAGGAGCCCTTTCTTCCTCCACCTACAATGGTGAACCATGACAATAACTCTGTCTCTGAC 

GGCGCCGATCAGAGCTGCTTCGGCGTGGGGGACAACTCTACCCTGGTGTTTTCTGATCTA 

ACCGGGTCAATCGATGAGGATGAGCTTCAGAGTTTTGTGCCTGAGTTCGTCTCTCTGCCA 

CAAGGAAGCTGTGAAGCTGATGCTGAAGCTGACAGCGGTGGTGGCGTAGCACCGGCGCAG 

TTTGCTGAATTTGGAGGTCCAGAGAGCATGGATGACCCGTTGAACTTTCCAGCAGAAGCC 

AGTGGCGGCGGCGACCGTGCAGCACCGGCATCATCTTGGGTGTCATCGCAGGACAACCAA 

AATGATGAGGCGCCAATGTTCTTCGAGCTTCCAGAGAGCCTGGATGACATGGTTGGCTGC 

TTTGACTTTGCCGCCATGGATGGCCAGAGCTGCACTAGCGCCGTGTCAGAGACTGCTCTG 

ATCGAGGAGCTCGTTCTTCCTCCTGCAGCAATGGTGAACCATCACGATGACTCTGTCTCT 

GACATCGCCGATCATGGCTGCTCCGGCGCCGTTCCTCCTCCTAATTCAGAAGTGGTGGAC 

CTCCCCAATGACTCTGTCGGCGCCGATCAGAGCTGCTCCGGCATGGTGGACGATTCTCTT 

TCCGGGTACTATGAGGCTGAGCTGAAGGACGCCAGCGGTGGTGCAGGGTCCATGATGTCG 

TCGCCGGACAAGCAGAAGGAGCACTCCTCATCGGGTGTCATGGACGTGGAGGCCACTGGT 

TTTGGAGTTCCAGACAGCATGGATGGCCTGAGCTGCATCGACTTTGCCGAGACGATGGAC 

GACCTGAGCTGCATCGACTTCACCATTGATGATGAGTTGTTTGATCTATGGAGCTAG 

Protein 

> ONAC099 

MAAAAGDGLPPGLRFEPKDDELVARFLLARIQGKPLPLHGVILDADPLCAPPWRLLADHG 

RGDDAFFFAEARAKNGKGSRQKRTVEGGGYWQGQRMCVDGERLVVPDGGGGGGVEIAWRK 

YVLSYFADGEKGSSGWVMHEYAITSPADLASSAMRLYRIRFSGHGKKRKREPDSQSAHDE 

HGRARCAPQIAMPETALLEDSAPPPQPVHPPAAVVDCVCDVTDQGSSLVFPDQPGSIYED 

ELQSFVPEFAARNLFVSLPEGSRDVVAEAALIEDLALSPQPVPPPAEVVNQADDSDGADQ 

GCSSVFAALPDLIVLPPEEACGSGGAAPAPSWASSLDNQNDDAPAFFEFPESMDDMVGCF 

DFASMDNQSCTSAVSEIAVLEEPFLPPPTMVNHDNNSVSDGADQSCFGVGDNSTLVFSDL 

TGSIDEDELQSFVPEFVSLPQGSCEADAEADSGGGVAPAQFAEFGGPESMDDPLNFPAEA 

SGGGDRAAPASSWVSSQDNQNDEAPMFFELPESLDDMVGCFDFAAMDGQSCTSAVSETAL 

IEELVLPPAAMVNHHDDSVSDIADHGCSGAVPPPNSEVVDLPNDSVGADQSCSGMVDDSL 

SGYYEAELKDASGGAGSMMSSPDKQKEHSSSGVMDVEATGFGVPDSMDGLSCIDFAETMD 

DLSCIDFTIDDELFDLWS* 

 

LOC_Os07g13920 (ONAC100) sequence information 

Genomic sequence length: 1125 nucleotides 

CDS length: 1125 nucleotides 

Protein length: 374 amino acids 
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Genomic Sequence 

> ONAC100 

ATGGCGGCGGCTGGCGCGGATGGGCTCCCTCCGGGGCTCAGATTCGACCCCAGCGACGAC 

GAGCTCGTCGGCCGGTACCTGCTCCGGCGCCTCCAGGGCCAGCCCCTCCCGCTCGACGGC 

GTCGTCCTCGATGCCGATCCCCTGAGCGCGCAGCCATGGAGGCTTCTCGCGGATCACGGC 

CGGGGCGGCGACGAAGCCTTCTTCCTCGCGGAGGCGCACGCCAAGAACGCCAAGGGCAAG 

CGCCAGAAGCGCACCGTCGAGGGTGGAGGGTTCTGGCAGGGGCAGAGGATGTGCGTCGAC 

GGCAAGAAGCTGCTCGTCCCCGGCGGCGACGACGGCGGCGGCGGCGGCGAAGTACTGGAG 

ATCGCGTGGCGCAAGTATGTCCTGAGCTTCTTTGCCGAGGGGGAGAGGGGGAGCTCGGGG 

TGGGTGATGCACGAGTACTCCGTGACGGCGCCGGCTGACCTCGCCTCGTCGCCGCTCCGG 

CTCTACCGCATCCGATTCAGCGGCTACGGCAAGAAGCGGAAGAGAGAGCCGGAAGACGAC 

GGTCGAGCACATGGCGCGCCCCGGCGGGCTGAGGCGGAGACTGCTCTGTTCGATCTGGAG 

GTCGGGCCACCGCCACCGCCACTGCTCGTTCCTCCTCCCGCGGCGGCGGCGGCGGATCAT 

GGCACCGATCAGAGCTCCTCCGGTGTGACCGACATGGTGTTCCGTGATCTTCCCGACCTG 

ATCGCTGATGCTGGAGCTGCTCTGCCCGATCAGAACCAACAGGATTGGTCTGAAGTCGCC 

GATCAGAGCTCCTTCTGTGTGATGGGCGATGACTCTTCTCTGCTGCTCCCTGATCTTCCT 

GGGATGATTGATGACAATGAGCACCAGCAGTTTGTGCGCGAGTGCGACATGCCACACCTG 

TTCGTCCCGCAAGCAGAGGAAGCCATTGCTGGTGGTGGTGCAGCATCGGCGCCATCGGCG 

GACAACCAGAACTGCGAGTTCAATGACGGCGAGGACATGGCATTGTCAGATTTTGAGTTT 

CCGGAGAGTATTGATGAGGTGCTTAGCTACATCGACTTCAGCACGAGCGACACGAGCTGC 

CGCGACTTCACCATGGACGAGCTGTTCGATCTGCCGGTGGACTAG 

CDS 

> ONAC100 

ATGGCGGCGGCTGGCGCGGATGGGCTCCCTCCGGGGCTCAGATTCGACCCCAGCGACGAC 

GAGCTCGTCGGCCGGTACCTGCTCCGGCGCCTCCAGGGCCAGCCCCTCCCGCTCGACGGC 

GTCGTCCTCGATGCCGATCCCCTGAGCGCGCAGCCATGGAGGCTTCTCGCGGATCACGGC 

CGGGGCGGCGACGAAGCCTTCTTCCTCGCGGAGGCGCACGCCAAGAACGCCAAGGGCAAG 

CGCCAGAAGCGCACCGTCGAGGGTGGAGGGTTCTGGCAGGGGCAGAGGATGTGCGTCGAC 

GGCAAGAAGCTGCTCGTCCCCGGCGGCGACGACGGCGGCGGCGGCGGCGAAGTACTGGAG 

ATCGCGTGGCGCAAGTATGTCCTGAGCTTCTTTGCCGAGGGGGAGAGGGGGAGCTCGGGG 

TGGGTGATGCACGAGTACTCCGTGACGGCGCCGGCTGACCTCGCCTCGTCGCCGCTCCGG 

CTCTACCGCATCCGATTCAGCGGCTACGGCAAGAAGCGGAAGAGAGAGCCGGAAGACGAC 

GGTCGAGCACATGGCGCGCCCCGGCGGGCTGAGGCGGAGACTGCTCTGTTCGATCTGGAG 

GTCGGGCCACCGCCACCGCCACTGCTCGTTCCTCCTCCCGCGGCGGCGGCGGCGGATCAT 

GGCACCGATCAGAGCTCCTCCGGTGTGACCGACATGGTGTTCCGTGATCTTCCCGACCTG 

ATCGCTGATGCTGGAGCTGCTCTGCCCGATCAGAACCAACAGGATTGGTCTGAAGTCGCC 

GATCAGAGCTCCTTCTGTGTGATGGGCGATGACTCTTCTCTGCTGCTCCCTGATCTTCCT 

GGGATGATTGATGACAATGAGCACCAGCAGTTTGTGCGCGAGTGCGACATGCCACACCTG 

TTCGTCCCGCAAGCAGAGGAAGCCATTGCTGGTGGTGGTGCAGCATCGGCGCCATCGGCG 

GACAACCAGAACTGCGAGTTCAATGACGGCGAGGACATGGCATTGTCAGATTTTGAGTTT 

CCGGAGAGTATTGATGAGGTGCTTAGCTACATCGACTTCAGCACGAGCGACACGAGCTGC 

CGCGACTTCACCATGGACGAGCTGTTCGATCTGCCGGTGGACTAG 
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Protein 

> ONAC100 

MAAAGADGLPPGLRFDPSDDELVGRYLLRRLQGQPLPLDGVVLDADPLSAQPWRLLADHG 

RGGDEAFFLAEAHAKNAKGKRQKRTVEGGGFWQGQRMCVDGKKLLVPGGDDGGGGGEVLE 

IAWRKYVLSFFAEGERGSSGWVMHEYSVTAPADLASSPLRLYRIRFSGYGKKRKREPEDD 

GRAHGAPRRAEAETALFDLEVGPPPPPLLVPPPAAAAADHGTDQSSSGVTDMVFRDLPDL 

IADAGAALPDQNQQDWSEVADQSSFCVMGDDSSLLLPDLPGMIDDNEHQQFVRECDMPHL 

FVPQAEEAIAGGGAASAPSADNQNCEFNDGEDMALSDFEFPESIDEVLSYIDFSTSDTSC 

RDFTMDELFDLPVD* 

 

LOC_Os07g17180 (ONAC101)sequence information 

Genomic sequence length: 2141 nucleotides 

CDS length: 1818 nucleotides 

Protein length: 605 amino acids 

Genomic Sequence 

> ONAC101 

ATGGCGGCGGGTGGTGGTGGCGCTGATGGGCTCCCTCCGGGCCTCAGGTTCGATCCGACC 

GACGGCGAGCTCGTCTCCCGATTCCTGCTCCGGCGCCTCCAGGGTAAGCCCCTCCCGCTC 

AATGGCGTCATCCTCGAGGCCGACCCCCTCAGCGTGCCGCCATGGAAGCTGCTGGCGGAG 

CACGGCCGGGGCGACGAGGGCTTCTTCTTCGCCGAGGCTCGGGCCAAGAACGGCAAGGGG 

AGCCGCCAGAAGCGCACCGTCGAGGGTAGTGGGCTCTGGCAGGGGCAAAGGGTCTGCGCC 

GACGGCGAGAAGCTGCTCGTCCCCGATGGCGGCGGCGTGGAGGTGGAGATCGTGTGGCGC 

AAGTACTTGCTGAGCTTCTTCGCCGAGGGCGAGAGGGGGAGCTCCGGCTGGGTGATGCAT 

GAGTACGCCGTCACGTCCCCCGCCGAGCTCGCCGCGTCGCCGATCCGGCTCTACCGCGTC 

CGGTTCAGCGGCCACGGCAAGAAGCGCAAGAGAGAGCCACAATCCGGCGAGGACGGTGTC 

GGTCGAGCACGCGCGGCGCCACAGAGCGCTGGAACAGAGACTGCTCTGCTCGAGGAGCGC 

GTCATGCCGCCACAGCCGGCGCCCCAGAGCGTCGGAACAGAGGATGCCCTGGTCGAGGAG 

CGCATCCCGCCGCCACAGCCCGTTCCCATCCCTCCTATCGCCGGAACAGAGGATGCCCTG 

GACGTCGGCACTGAGGACGTTCGAGGACGAGCCGCGCCACAGAGCGCTGGAACAGAGTCT 

GCTCTACTCGAGGAGTGCGTCCTGCCGCCACAGACCGCGCCCCAGATCACCGGAACAGGG 

GTTGCTCTGCTCGACGAGGTCGTTCCACCGCCACAGACCGTGTCGATTTCCCCTCCCGCA 

GCGCTGGTGGACGCTGTCGATGATGCTGACTGTGCCAATCAGGGATGCTCCGGCGTGATG 

GACGATTCCACAATGGTGTTCAGTCATCTTCCGGACATGATCACCCTGCCCGCAGAAGAA 

GGTGATGCCGCCGGTGGTGCAGCGCTGGCGTCGATGGACTACTCCTGGGCTGATTTTGAG 
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TTCCCAGAGATCAACATGGATGAGTTGCCTAACTGCATCGACTTCACCACAACTGACCCC 

AGCTGCTTGGACATTGAGCTCTCCATGGGCGACCTCCATGAGCCCCAGAGCACTGGAATA 

GAGTCTGATCTGCTCGAGGAGTTCGTTCCGCAGCCACAGCCAGTGCTTGTTCCTCCTCTG 

GCTGCTCTGGTTGAAGTTGCCGATAGCTCTGAAGGCCCTGATCAGGGATGCTCCGTTGTG 

ATGCATGATTCTTCTGCGGTGTTTACTCATCTGTCAGACCCGATCGTCCTGCCAGAAGAA 

GAAGAAGCTGATCGTCCTGATGCGCCGGCTGGGACTATGTCACTAGACTATCAGAACTAC 

TCCTTGTCTGATTTCGAGTTCCCAGAGTACCCTCTGCTCGATGTTGCCGGTGATGCTGAC 

GGCGCAGATCAGTGCTCTTCCAACGTGATGGATGATTCTTCCATGGTGTTTAGTCACCTT 

GAAGACCTGATTACCCTACCAGCAGAGGAAGCAGAAGCCGATGCTTGTAGTGCAGCGCCT 

GCGCCGTCGCTGGACAACCAAAAATACTCCTCACAGGGCATCATCGACAGTGAGGCGCCG 

GCATTGTCTGATTTCGAGTTCCCAGAGACCATTGATGAGGTTCTAAACAGCATCAACTTC 

ACAATGGCCGACCCGAGCTGCTTGGATATGGAGTTCTCCATGGACGACCTCTTAGACTTT 

GATCCGCCGGCTGATTAGCCTCCTGAAGCAAGAGAGAGATTTGCTGATGTTATTATGTAG 

AGAATTCAGTTTGATCTGTAGGCTGATTAGCTTAGTCCTTTGTAGGAAGAGATTTAGTTG 

ATGATAATATCTGTAGATCAGAAGCGAGATGTGCTCTGATGCTTGTATTTATGGACAAAC 

TGTATTATGAAAAGCTTTGTCCGCCTTGGTAGAAATAGATTTAATGATACTCGGTAGCTC 

AGAATTGAGGTGTTTATGAGTTCTGTGCTCTGATGGGTTGTAATTATTGACAAAGTGTAC 

TTATCTTATTATGCAAATCTGAGATTATTCTTGATTGGTTC 

CDS 

> ONAC101 

ATGGCGGCGGGTGGTGGTGGCGCTGATGGGCTCCCTCCGGGCCTCAGGTTCGATCCGACC 

GACGGCGAGCTCGTCTCCCGATTCCTGCTCCGGCGCCTCCAGGGTAAGCCCCTCCCGCTC 

AATGGCGTCATCCTCGAGGCCGACCCCCTCAGCGTGCCGCCATGGAAGCTGCTGGCGGAG 

CACGGCCGGGGCGACGAGGGCTTCTTCTTCGCCGAGGCTCGGGCCAAGAACGGCAAGGGG 

AGCCGCCAGAAGCGCACCGTCGAGGGTAGTGGGCTCTGGCAGGGGCAAAGGGTCTGCGCC 

GACGGCGAGAAGCTGCTCGTCCCCGATGGCGGCGGCGTGGAGGTGGAGATCGTGTGGCGC 

AAGTACTTGCTGAGCTTCTTCGCCGAGGGCGAGAGGGGGAGCTCCGGCTGGGTGATGCAT 

GAGTACGCCGTCACGTCCCCCGCCGAGCTCGCCGCGTCGCCGATCCGGCTCTACCGCGTC 

CGGTTCAGCGGCCACGGCAAGAAGCGCAAGAGAGAGCCACAATCCGGCGAGGACGGTGTC 

GGTCGAGCACGCGCGGCGCCACAGAGCGCTGGAACAGAGACTGCTCTGCTCGAGGAGCGC 

GTCATGCCGCCACAGCCGGCGCCCCAGAGCGTCGGAACAGAGGATGCCCTGGTCGAGGAG 

CGCATCCCGCCGCCACAGCCCGTTCCCATCCCTCCTATCGCCGGAACAGAGGATGCCCTG 

GACGTCGGCACTGAGGACGTTCGAGGACGAGCCGCGCCACAGAGCGCTGGAACAGAGTCT 

GCTCTACTCGAGGAGTGCGTCCTGCCGCCACAGACCGCGCCCCAGATCACCGGAACAGGG 

GTTGCTCTGCTCGACGAGGTCGTTCCACCGCCACAGACCGTGTCGATTTCCCCTCCCGCA 

GCGCTGGTGGACGCTGTCGATGATGCTGACTGTGCCAATCAGGGATGCTCCGGCGTGATG 

GACGATTCCACAATGGTGTTCAGTCATCTTCCGGACATGATCACCCTGCCCGCAGAAGAA 

GGTGATGCCGCCGGTGGTGCAGCGCTGGCGTCGATGGACTACTCCTGGGCTGATTTTGAG 

TTCCCAGAGATCAACATGGATGAGTTGCCTAACTGCATCGACTTCACCACAACTGACCCC 

AGCTGCTTGGACATTGAGCTCTCCATGGGCGACCTCCATGAGCCCCAGAGCACTGGAATA 

GAGTCTGATCTGCTCGAGGAGTTCGTTCCGCAGCCACAGCCAGTGCTTGTTCCTCCTCTG 

GCTGCTCTGGTTGAAGTTGCCGATAGCTCTGAAGGCCCTGATCAGGGATGCTCCGTTGTG 

ATGCATGATTCTTCTGCGGTGTTTACTCATCTGTCAGACCCGATCGTCCTGCCAGAAGAA 

GAAGAAGCTGATCGTCCTGATGCGCCGGCTGGGACTATGTCACTAGACTATCAGAACTAC 
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TCCTTGTCTGATTTCGAGTTCCCAGAGTACCCTCTGCTCGATGTTGCCGGTGATGCTGAC 

GGCGCAGATCAGTGCTCTTCCAACGTGATGGATGATTCTTCCATGGTGTTTAGTCACCTT 

GAAGACCTGATTACCCTACCAGCAGAGGAAGCAGAAGCCGATGCTTGTAGTGCAGCGCCT 

GCGCCGTCGCTGGACAACCAAAAATACTCCTCACAGGGCATCATCGACAGTGAGGCGCCG 

GCATTGTCTGATTTCGAGTTCCCAGAGACCATTGATGAGGTTCTAAACAGCATCAACTTC 

ACAATGGCCGACCCGAGCTGCTTGGATATGGAGTTCTCCATGGACGACCTCTTAGACTTT 

GATCCGCCGGCTGATTAG 

Protein 

> ONAC101 

MAAGGGGADGLPPGLRFDPTDGELVSRFLLRRLQGKPLPLNGVILEADPLSVPPWKLLAE 

HGRGDEGFFFAEARAKNGKGSRQKRTVEGSGLWQGQRVCADGEKLLVPDGGGVEVEIVWR 

KYLLSFFAEGERGSSGWVMHEYAVTSPAELAASPIRLYRVRFSGHGKKRKREPQSGEDGV 

GRARAAPQSAGTETALLEERVMPPQPAPQSVGTEDALVEERIPPPQPVPIPPIAGTEDAL 

DVGTEDVRGRAAPQSAGTESALLEECVLPPQTAPQITGTGVALLDEVVPPPQTVSISPPA 

ALVDAVDDADCANQGCSGVMDDSTMVFSHLPDMITLPAEEGDAAGGAALASMDYSWADFE 

FPEINMDELPNCIDFTTTDPSCLDIELSMGDLHEPQSTGIESDLLEEFVPQPQPVLVPPL 

AALVEVADSSEGPDQGCSVVMHDSSAVFTHLSDPIVLPEEEEADRPDAPAGTMSLDYQNY 

SLSDFEFPEYPLLDVAGDADGADQCSSNVMDDSSMVFSHLEDLITLPAEEAEADACSAAP 

APSLDNQKYSSQGIIDSEAPALSDFEFPETIDEVLNSINFTMADPSCLDMEFSMDDLLDF 

DPPAD* 

 

LOC_Os07g27340 (ONAC102) sequence information 

Genomic sequence length: 1914 nucleotides 

CDS length: 1914 nucleotides 

Protein length: 637 amino acids 

Genomic Sequence 

> ONAC102 

ATGGCGGCGGCGGCGGATGGGCTTCCGCCGGGCGTCAGGTTCGACCCCGCCGACGACGAG 

CTCGTCTCCCGCTACCTGCTCCGGCGCCTCCGGAAGCAGCCCATCCCGCTCCACGGCGTC 

ATCCACGAGGCGGATCCCCTCGGCGCGCCGCCATGGATGCTCCTCGCCGATCACGGCCGG 

GGCGGCGACGAGGCCTTCTTCTTCGCCGAGGCGCGCGCCAAGAACGTCAAGGGGAAGCGG 

CAGAAGCGTACCGTCGAGGGTGGGGGGTTCTGGCAGGGGCAGCGGGTTTGCGTCGACGGT 

GAGAGGCTGAGCGTCCCAGGCGGCGACGGCGGCGGCGAAGTCGGCGGCGGGTTGGAGATC 

GAGTGGCGGAAGTACATGCTGAGCTTCTTCGCCGAGGGGGAGAGGGGCAGCTCGGGGTGG 
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GTGATGCACGAGTACGCCATCACGGCGCCCGATGATCTCGCCTCGTGGCCGATCCGGCTT 

TACCGCGTCCGTTTCAGCGGCCACGGCAAGAAGCGCAAGCGGGAGCCGGAACGCCTGGGC 

GCCCGCGTCCATGACGACGACGTCGACGGTGGACAACGCGCCGCGCCCCGGCGCGCCGTG 

ACAGAGACCGCCCTGTTCGTGCAGCCGAGCGCCGTGGATTGCGCCGAATCCGCTGGTCAG 

AGCTTCTCCGGCGCGATCGAGCCTGTGTTCCACGATCTCCCCGACATGATGCCGGAGCAA 

GCTGATGCCGGAGACACTACAGAGACTACCGCAGCGGTGGTGAACCTCACGGACGCCATG 

TCCGAGCAGCCCGTTCTTCCGCTAGCAGCAGATGGCGACGATCAGAGCTCCTACGGTGTC 

ATCGATCCGGCGTTCCGCGATCTTGCTGACCTGATCGTCTTGCCACCTGAGCCAGATGAC 

GGTGGCATGGAACGCGCCACGCCCTGCACTCCCATGTCAGAGACCGCCCTGTTCGAGCAG 

CAAGGGCCTCCTGGCAATGCTGATTGCGCCGATCATCAGAGCTCCTACGGTGTCATCGAT 

CCGGCGTTCTGTGAGCAAGCCGACGCCGGAGAGGCAGAGACCACCGTATCCGCAGCAGTG 

GTGAACCAGAACTACTCCATGGCGTTGTGTGATTTCAATTTTCCGGAGGTACTCAGCTAC 

GTCGACTTCACCGCCGGCATGGAGCCCTCCTGGCAACAGCGCTGGCCTCCCATGTCAGAG 

AGCGCCCCGTTCGAGCAGCAGGAGCCTCCGCTCGCGCCCGTGGCAATGGTGGATCTCCCT 

CCTGGCAATGCCGATTGCGCCGATCATCAGAGCTGCTCTGGCGTGATCGACCCGGCGTTC 

CGTGATCTCCCCGACATGACCGTCCTGCCACCAGAGCAAGCTGACACCGGAGGCGGAGCA 

GAGACTACCACAGCAATGGTGAGCCTCACGGACAAGCTGAAATACTCCTCCTCCATGGAC 

GGCGAGGCAGCGCAGGCGTGGTGTGATTTCGATTTTCCAGAGAGCACTGATGAGGCGCTC 

AGCTACATCGACTTCACTGCCGGCGCCCACACTGACAACGACGGTGGCGTGTCAGAGACC 

GCCATGTTCGAGCAGCTGGGGTCTCCGCCACAGCACGATCCTCTGCCGATGGATGCTGAT 

GGCGCCGATCAGAGCTCCTCCGGCCCGTTGATCGACACGGTGTTCCGTGATCACGCCGAA 

CCGATCGTCCTGCCACTAGAGCAAGCTGACACCGGAGGTGGTGCAGCAGCGGCGGTGAAC 

CTCATGGACAAGCAGAAGTATTCCTCCTCCATGGACGGCGAGGCGGTGCCGGCGTGGTGT 

GATTCGGATTTCCCGGAGAGCATTGACGAGGTGCTCAGCTACATCGACGTCAGCACCGAT 

GACACGAGCTGCATCGACTTCTCCATGGACGACCTCTTCGATCTTGCAGACTAG 

CDS 

> ONAC102 

ATGGCGGCGGCGGCGGATGGGCTTCCGCCGGGCGTCAGGTTCGACCCCGCCGACGACGAG 

CTCGTCTCCCGCTACCTGCTCCGGCGCCTCCGGAAGCAGCCCATCCCGCTCCACGGCGTC 

ATCCACGAGGCGGATCCCCTCGGCGCGCCGCCATGGATGCTCCTCGCCGATCACGGCCGG 

GGCGGCGACGAGGCCTTCTTCTTCGCCGAGGCGCGCGCCAAGAACGTCAAGGGGAAGCGG 

CAGAAGCGTACCGTCGAGGGTGGGGGGTTCTGGCAGGGGCAGCGGGTTTGCGTCGACGGT 

GAGAGGCTGAGCGTCCCAGGCGGCGACGGCGGCGGCGAAGTCGGCGGCGGGTTGGAGATC 

GAGTGGCGGAAGTACATGCTGAGCTTCTTCGCCGAGGGGGAGAGGGGCAGCTCGGGGTGG 

GTGATGCACGAGTACGCCATCACGGCGCCCGATGATCTCGCCTCGTGGCCGATCCGGCTT 

TACCGCGTCCGTTTCAGCGGCCACGGCAAGAAGCGCAAGCGGGAGCCGGAACGCCTGGGC 

GCCCGCGTCCATGACGACGACGTCGACGGTGGACAACGCGCCGCGCCCCGGCGCGCCGTG 

ACAGAGACCGCCCTGTTCGTGCAGCCGAGCGCCGTGGATTGCGCCGAATCCGCTGGTCAG 

AGCTTCTCCGGCGCGATCGAGCCTGTGTTCCACGATCTCCCCGACATGATGCCGGAGCAA 

GCTGATGCCGGAGACACTACAGAGACTACCGCAGCGGTGGTGAACCTCACGGACGCCATG 

TCCGAGCAGCCCGTTCTTCCGCTAGCAGCAGATGGCGACGATCAGAGCTCCTACGGTGTC 

ATCGATCCGGCGTTCCGCGATCTTGCTGACCTGATCGTCTTGCCACCTGAGCCAGATGAC 

GGTGGCATGGAACGCGCCACGCCCTGCACTCCCATGTCAGAGACCGCCCTGTTCGAGCAG 

CAAGGGCCTCCTGGCAATGCTGATTGCGCCGATCATCAGAGCTCCTACGGTGTCATCGAT 
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CCGGCGTTCTGTGAGCAAGCCGACGCCGGAGAGGCAGAGACCACCGTATCCGCAGCAGTG 

GTGAACCAGAACTACTCCATGGCGTTGTGTGATTTCAATTTTCCGGAGGTACTCAGCTAC 

GTCGACTTCACCGCCGGCATGGAGCCCTCCTGGCAACAGCGCTGGCCTCCCATGTCAGAG 

AGCGCCCCGTTCGAGCAGCAGGAGCCTCCGCTCGCGCCCGTGGCAATGGTGGATCTCCCT 

CCTGGCAATGCCGATTGCGCCGATCATCAGAGCTGCTCTGGCGTGATCGACCCGGCGTTC 

CGTGATCTCCCCGACATGACCGTCCTGCCACCAGAGCAAGCTGACACCGGAGGCGGAGCA 

GAGACTACCACAGCAATGGTGAGCCTCACGGACAAGCTGAAATACTCCTCCTCCATGGAC 

GGCGAGGCAGCGCAGGCGTGGTGTGATTTCGATTTTCCAGAGAGCACTGATGAGGCGCTC 

AGCTACATCGACTTCACTGCCGGCGCCCACACTGACAACGACGGTGGCGTGTCAGAGACC 

GCCATGTTCGAGCAGCTGGGGTCTCCGCCACAGCACGATCCTCTGCCGATGGATGCTGAT 

GGCGCCGATCAGAGCTCCTCCGGCCCGTTGATCGACACGGTGTTCCGTGATCACGCCGAA 

CCGATCGTCCTGCCACTAGAGCAAGCTGACACCGGAGGTGGTGCAGCAGCGGCGGTGAAC 

CTCATGGACAAGCAGAAGTATTCCTCCTCCATGGACGGCGAGGCGGTGCCGGCGTGGTGT 

GATTCGGATTTCCCGGAGAGCATTGACGAGGTGCTCAGCTACATCGACGTCAGCACCGAT 

GACACGAGCTGCATCGACTTCTCCATGGACGACCTCTTCGATCTTGCAGACTAG 

Protein 

> ONAC102 

MAAAADGLPPGVRFDPADDELVSRYLLRRLRKQPIPLHGVIHEADPLGAPPWMLLADHGR 

GGDEAFFFAEARAKNVKGKRQKRTVEGGGFWQGQRVCVDGERLSVPGGDGGGEVGGGLEI 

EWRKYMLSFFAEGERGSSGWVMHEYAITAPDDLASWPIRLYRVRFSGHGKKRKREPERLG 

ARVHDDDVDGGQRAAPRRAVTETALFVQPSAVDCAESAGQSFSGAIEPVFHDLPDMMPEQ 

ADAGDTTETTAAVVNLTDAMSEQPVLPLAADGDDQSSYGVIDPAFRDLADLIVLPPEPDD 

GGMERATPCTPMSETALFEQQGPPGNADCADHQSSYGVIDPAFCEQADAGEAETTVSAAV 

VNQNYSMALCDFNFPEVLSYVDFTAGMEPSWQQRWPPMSESAPFEQQEPPLAPVAMVDLP 

PGNADCADHQSCSGVIDPAFRDLPDMTVLPPEQADTGGGAETTTAMVSLTDKLKYSSSMD 

GEAAQAWCDFDFPESTDEALSYIDFTAGAHTDNDGGVSETAMFEQLGSPPQHDPLPMDAD 

GADQSSSGPLIDTVFRDHAEPIVLPLEQADTGGGAAAAVNLMDKQKYSSSMDGEAVPAWC 

DSDFPESIDEVLSYIDVSTDDTSCIDFSMDDLFDLAD* 

 

LOC_Os07g48450 (ONAC103) sequence information 

Genomic sequence length: 2236 nucleotides 

CDS length: 1041 nucleotides 

Protein length: 346 amino acids 

Genomic Sequence 
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> ONAC103 

GGAGGATCGATCGATCGATGAGCACTCGCTTTGATTCGATCAATCGATTGATCGAGCTAT 

AGGTAGCCAATTACAAGCTAATTAAAGCAGTAACCGTATTAGATCGTCGATGGAGATGAC 

GATGTCGTCGGCGGCGACGTCGCTGCCGCCGGGGTTCCGGTTCCACCCGACGGACGAGGA 

GCTGATCCTGCACTACCTCCGCAGCCGCGCCACCGCCGGGCAGTGCCCCGTCCCCATCAT 

CGCCGACGTCGACATCTACAAGTTCGATCCATGGGACCTGCCATGTAAGCCTTCTTCCTC 

GATCATATCGATGGATCGATTGAGTTGGTCGTTCGGTCAATTGCTACTGGTTAATTAATT 

GCAGCGAAGGCGGTGTACGGGGAGAGTGAGTGGTATTTCTTCAGCCCGCGAGACCGCAAG 

TACCCCAACGGAATCCGGCCGAACCGCGCCGCCGGGTCGGGGTACTGGAAGGCGACGGGA 

ACCGACAAGCCCATCCACGACAGCGCCACCGGCGAGAGCGTCGGCGTCAAGAAGGCCCTC 

GTCTTCTACCGCGGCCGCCCTCCCAAGGGCACCAAGACCAGCTGGATCATGCACGAGTAC 

CGCCTCGCCGCCGACCCTCTCGCCGCCGCCGCAAACACCTACAAGCCCTCCTCCTCCTCC 

CGATTCCGCAACGTCTCCATGAGGGTATGTACCTACTCATACGCCATCGCCAATTCGCCA 

TGACCACCATCTCTGAGCTTAACTACTAACTGCATATCCATCCATCTCCTCATGCCACTT 

GCGTGCTCTCATCCTGTTGCACCACTACTAATTGAACTACTGTACTCTTCTTCTAGGATA 

TTGTAATTTAATCAGATGATTGGACTGACGTACGCTTATTAACTTTTTTTTAATGAACTA 

CTAGCATCACTCAATCATTAATTCACTCGCTACTGTTAGTACCACATCATGAAACCGTGG 

ATGGTACGTAACAAGAGAGATACTCCTTTCTCTTTTCACTTGCTGTTAATTTAATTTAAT 

TTCAGAGTATAATAATTATACCGAGAGAAGAATAGAGATATCCATTAGCCTTGTCCTGGC 

GCCATGCATGCATGTGTGGTTATTATCGATTTAAAGTATGTAGCTTTTGACAATGATAGG 

CATGACATTTTTGTGCTCATCGATCCATCTGCTTAATTACGTGCAGCTGGACGACTGGGT 

GCTCTGCCGGATCTACAAGAAGTCCGGCCAGGCGTCGCCGATGATGCCGCCGCTCGCCGC 

CGACTACGACCACGACGAGCCGTCCGGAGTCCTTGACGACGCCTACAGCTTCTACGCGCC 

GCCGATGATCAGCACCACGCTCATCCCCAAGCTCCCCAAGATCCCCTCCATCTCCGAGCT 

CTTCGACGAGCACGCGCTCGCCCAGATCTTCGACGCCGCCGCCGACCCGCCGGCCGACCA 

CCATCAGCATGCCCTCGCCGTCCACCCCTCCCTGAACCAGCTCCTCGGCGTCGGCGACAA 

CTTCCTCGCGGAGTGCTACCCGTCGACGGCGTCCACGGCCACCGTTGCCGGCGGCAAGCG 

CAAGGCGAGCCCGGCCGGAGACTACGCCGGCGGCGGCCACACGCCGGCGAAGAGGCTCAA 

CGGCTCATGCTTCGACGTGGCGCCGCAGTCCGTGGTGGGCGGCTTGCAAGCGACGCCGTC 

GTCAGTCCTCGCCGGACTCAACCACCAGATGCTTCCTCCTCAGCTATTCTGAATATATTC 

TTAACTAGCTTAATTAATGGCCATGGAAATCGATCAAACGCAGTCGATCGAATTTACGGA 

TGCTACGTACTGGCATGAACAATCTTGCCGACGATATTAAGATCGGATGGAAGCATGGAC 

GACGATGATGATTGGGGTACGGTATAGAATTATTGTAGTATTGAACAATTAGGCATTTGT 

ATGCGATTTTTTCTCCTACGTATTCATTTCAGGCACAGTGCAAAAGCAAGCTGGAGCCTT 

GATAGTACTTTACACCGTAGAGAGGGAATGTTGTACAATTAAAGATTACTAGATATACAG 

AACAATAATACTTTACTGTAGCCAATTGATATACTACTAGTATACAGGATTGTAGAAGAT 

ATCAAATGCAATAGATTCTGGCTCTGATCTGGGAAATGGAAATTGCATGGATGTGTTACT 

TCTTGGCTGAAGTAGGTGTAATATCAATGGAGCATGCATGCAGTCTAACGGCAAACTTTC 

ATCTTCTGTTCTTAAA 

CDS 

> ONAC103 

ATGGAGATGACGATGTCGTCGGCGGCGACGTCGCTGCCGCCGGGGTTCCGGTTCCACCCG 

ACGGACGAGGAGCTGATCCTGCACTACCTCCGCAGCCGCGCCACCGCCGGGCAGTGCCCC 

GTCCCCATCATCGCCGACGTCGACATCTACAAGTTCGATCCATGGGACCTGCCATCGAAG 
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GCGGTGTACGGGGAGAGTGAGTGGTATTTCTTCAGCCCGCGAGACCGCAAGTACCCCAAC 

GGAATCCGGCCGAACCGCGCCGCCGGGTCGGGGTACTGGAAGGCGACGGGAACCGACAAG 

CCCATCCACGACAGCGCCACCGGCGAGAGCGTCGGCGTCAAGAAGGCCCTCGTCTTCTAC 

CGCGGCCGCCCTCCCAAGGGCACCAAGACCAGCTGGATCATGCACGAGTACCGCCTCGCC 

GCCGACCCTCTCGCCGCCGCCGCAAACACCTACAAGCCCTCCTCCTCCTCCCGATTCCGC 

AACGTCTCCATGAGGCTGGACGACTGGGTGCTCTGCCGGATCTACAAGAAGTCCGGCCAG 

GCGTCGCCGATGATGCCGCCGCTCGCCGCCGACTACGACCACGACGAGCCGTCCGGAGTC 

CTTGACGACGCCTACAGCTTCTACGCGCCGCCGATGATCAGCACCACGCTCATCCCCAAG 

CTCCCCAAGATCCCCTCCATCTCCGAGCTCTTCGACGAGCACGCGCTCGCCCAGATCTTC 

GACGCCGCCGCCGACCCGCCGGCCGACCACCATCAGCATGCCCTCGCCGTCCACCCCTCC 

CTGAACCAGCTCCTCGGCGTCGGCGACAACTTCCTCGCGGAGTGCTACCCGTCGACGGCG 

TCCACGGCCACCGTTGCCGGCGGCAAGCGCAAGGCGAGCCCGGCCGGAGACTACGCCGGC 

GGCGGCCACACGCCGGCGAAGAGGCTCAACGGCTCATGCTTCGACGTGGCGCCGCAGTCC 

GTGGTGGGCGGCTTGCAAGCGACGCCGTCGTCAGTCCTCGCCGGACTCAACCACCAGATG 

CTTCCTCCTCAGCTATTCTGA 

Protein 

> ONAC103 

MEMTMSSAATSLPPGFRFHPTDEELILHYLRSRATAGQCPVPIIADVDIYKFDPWDLPSK 

AVYGESEWYFFSPRDRKYPNGIRPNRAAGSGYWKATGTDKPIHDSATGESVGVKKALVFY 

RGRPPKGTKTSWIMHEYRLAADPLAAAANTYKPSSSSRFRNVSMRLDDWVLCRIYKKSGQ 

ASPMMPPLAADYDHDEPSGVLDDAYSFYAPPMISTTLIPKLPKIPSISELFDEHALAQIF 

DAAADPPADHHQHALAVHPSLNQLLGVGDNFLAECYPSTASTATVAGGKRKASPAGDYAG 

G GHTPAKRLNGSCFDVAPQSVVGGLQATPSSVLAGLNHQMLPPQLF* 

 

LOC_Os08g10080(ONAC104) sequence information 

Genomic sequence length: 3785 nucleotides 

CDS length: 882 nucleotides 

Protein length: 293 amino acids 

Genomic Sequence 

> ONAC104 

CCATTAGCTTGCTATTCTCTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTC 

TTGGTGTGATTGAGGTGGAGGAGGAGATGAGTTTCATAGGCATGGTGGAGGCGAGAATGC 
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CGCCGGGGTTCAGGTTCCACCCGAGGGACGACGAGCTGGTGCTGGACTACCTCCTGCACA 

AGCTCGCCGCCGGCGGCCGGGGAGGAGGGGTGTACGGCGGCGGCGGCGGCGTCGCCATCG 

TCGACGTCGACCTCAACAAGTGCGAGCCATGGGACCTTCCAGGTTTGTATATGCTTATAT 

GCGTTTTGATCGATCGATTGATTATTGATTTTCTTGGAGAAAGAAAGAGGGGGGGAAGGA 

ATATTTTCTTGTGTTGGGATGTTGTTGGTTGATTCGTTTCGAGAAAGAAGATTTAAATTC 

CATTATTGGTATTGTTGATTGGTCCCTGTTCTTAGGTTTTTGGGGGTAATTATTGGTGGT 

GTTTGTTTGGTTCGTGTTGTTTATCTAGCTTCTTTCTGGGAAATGGAATCTTTTCCTTCA 

CATGACATTTGTCATTTTGAAGAAAAAAAAGAGATGGACTCTTTCCGAAGAAAAAGATGG 

CAAAAAATTGTAAGATTTGGTTTTTTATCTTCAAAAGTTGGAAATAAAGAAGAATTTCCA 

TCAAAGTGAAGCAGAGTGGCTTCTCACAGGTTTTGAAGAAAATGATGAAAAAGGTAACAC 

AAAAGTGGCCTCTCACAGATTTTGATGAAAAAAGATGATAAAATTGTAACAGAAAAGAAT 

TTCTCATGTATTTTAAATTGAAGAGAAGAGATAAAAAATTGAAAATGATGAATAAAATCA 

TATATTTTGAATTGAAGATACGAGATAAAAGAAAAATGAAATGATGAATAAAATCATATA 

TTTTGAATTGAAGAGAAGAGATAAATTAAAAATGAAAATGATGAATAAAACATAAACACA 

GATTCAGATTTTGATGAAAAAGATGGAACAAAACATAAGAAGAGATAAATTAAAAATGAA 

AATGATGAATAAAACATAAACACAGATTCAGATTTTGATGAAAAAGATGGAATAAAACAT 

AACACGAAGATTTATACTTCAATGAAACAAAAAATAAAATGGCGTCGCCCGGACTCGAAC 

CGGAGACCTTCAGTGTGTTAGACTGACGTGATAACCAACTACACCACGACACCGAGCTGT 

TCAATCATCTCCTCTTCCCAATTCGATCTTCGTCTGATGAGTTCATGATCATCTTCTCTT 

GTCTTTTCCAATCGATCTTTCAATTCTCTGCCGCCATTGTTTGCAGACGCGGCGTGCGTG 

GGAGGCAAGGAGTGGTACTTCTTCAGCCTCCGCGACCGCAAGTACGCCACCGGCCACCGC 

ACCAACCGCGCCACCCGCTCCGGCTACTGGAAGGCCACCGGCAAGGACCGCTCCATCACC 

CGCCGCTCCTCCATCTCCTCCGGCGAGCCCTCCTCCTCCGCCGCCGCCGCCGCCGTCGGC 

ATGCGCAAGACGCTCGTCTTCTACCGCGGCCGCGCCCCCAAGGGCCGCAAGACCGAGTGG 

GTCATGCACGAGTTCCGGCTCGAACCGCAGCCTCTCCACCTCAAGGTGAAGACAGATTCT 

GAATTTCTTCTTCTCTCTTCTTCTGTTTTTCTTTTTTTTTTGTTGTTGTTCTTCGTTCGG 

ATTGCGTGGATCCGACAAGATCAGAGCACGCCGTTTTCGTGTTCATGTTCGGAGGAAGAA 

GATTGATGCTGAGTTTTCTTTTTTTTTTCTGAAGAAAAAAAGATGATGCTGAGTTTTATT 

AAAATGATAGGGGCGAAATGAAAAGATTGGTTGCTGTTTGCTACAGTTAGAATACCTGTC 

AAAGAACTCACTGTCAGATTATACATGTTCAGAAAGCTCTGTTACAAATAGGGGGGAAAA 

ATCAGCTTTTAGGGAAAAAAAATGATGCTGAGTTTCTTTTCTTTTTCTGTTTTGTTTTCA 

CACACTATCATGAATTTTATTAAAAGATAGGGGGAAATGAAAAGATTGATTGGTTGCTGT 

AGATGTTTCTGTTTGCTACAGTGAGAATGCCTGTCAAAGAATTCACTGTCAGATTATACA 

TGTTCAGAAAGCTCTGTTACAAATAGAAAAAAAAACAGCTTTTAGGGGAAAAAAGATGAT 

GCTGAGTTTCTTTTCTTTTTTCTGTTTTGTTTTCACAAACTGTCATGAACTTTATTAAAA 

GATAGGGGGAAATGAAAAGATTGATTGGTTGCTGTAGATGTTTCTGTTTGCTACAGTGAG 

AATACCTGTCTCACTGTCAGATTATACATGTTTAGAAAGCTCTGTTACAAATAGAAAAAA 

AAATCAGCTTTTAGGGGAAAAAATTAGACTTTTTTTATTGTCATGTTGCTACCTCCAGTG 

AGCTCATCATCATCTGTTGTGTCATCATATGCGTGTTGCCGTCACCTACCATGGCAATTG 

GCAAAGCCTGAATTTTGTAACAATATGGTCTCTAACTGTTCGTTTTCAGGCTAACTCGAT 

GCTTCTCTCAACATTCTTTCCTGATAAACTAGCTGCAAGTTGCCAGGGCTCTAGTTTTAG 

TTGGATGACCCTACAAAAAGTTTAGTCTTCTTTTGATCCAGTCCATAGTTGTTCAGCTGG 

CTCCATCAGATTACTGAGCTAGATTAATGTCATAAACATTCCCTCCAAAAGGATTTGACT 

GTCTTATCGTGGTTGTTTACTCCAAGTTGACACTTAAAACATTCAGGCTTCCATGATTGC 

TAACTCATCAAGCAACTATATAACTTGCCAACAATGATTTCCTCATGCAACTTGCTGCAG 
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AGTCTGTTATGTTGGTTGCATCAGCATTATCCATCGTGCTAATAAGTTAATGAAATTTGA 

AGTCTTCTTGTCCTTAACCACTACATATGACCTGAAAATGATTTGATTCTCTACAGAATA 

ATGTTCAGTTACAGTTATTACTTATTACAATTTTAACCTTTCATAGATCATTTGCACTTA 

ATACCATGTTAAACATGAACATCACCTAATTACACGAAAACAAAATACAGGAGGACTGGG 

TGCTATGCAGGGTGTTCTACAAGACCAGACAAACAATTCCAAGCCCATCATCTGAAGAGG 

CCGTCACACTGCCCAATGAGCTAGACCTGCCTGCCACGCCTTCGCTCCCGCCCCTCATCG 

ATGCCTACATCGCCTTCGATAGCGCACCGACGACGACGCCATCGATGGTCGGGAGCTACG 

AGCAAGTGTCCTGCTTCTCCGGCCTGCCGGCATTGCCAATGAAGGGCTCCATCAGCTTTG 

GGGACCTGCTGGCCATGGACACCTCTGCAGAGAAGAAGGCCATCAGGGTACTGCACAACA 

GCAACACTGCAAAGCTGGAGCTCTCCCCAGATTGGGGACAGGAGAGTGGCCTGTCACAGA 

TGTGGAACCCCCAATAATGATCTTGATCTTGATATTGATATTGATATTGATATTGATATT 

GATATTGATGATGTTTGTGTTGCTACTTGCTAGATAGCGATTACTACTGAATGCAGTGTG 

GCAAATAACTTGTAAAGAGGTGACATATTCTTTCCTCTGCTGGAGTAGTAGCTGTGCATA 

CATTTTGTATTTGATTGGAAAATTTGATTAGGGGTGTGACATACACAGTAGAGTAGTGAA 

AATGGCTTGGTGTAGAATCTGTACATAGGATTGCAGAAAAGGGTTATCCCTTTCTCTTTA 

CTCTCTAGATGTATTTGTCATTGCAGATGAATAAAGATTTCAGAGACAGGCATTGTGTGG 

ATAAA 

CDS 

> ONAC104 

ATGAGTTTCATAGGCATGGTGGAGGCGAGAATGCCGCCGGGGTTCAGGTTCCACCCGAGG 

GACGACGAGCTGGTGCTGGACTACCTCCTGCACAAGCTCGCCGCCGGCGGCCGGGGAGGA 

GGGGTGTACGGCGGCGGCGGCGGCGTCGCCATCGTCGACGTCGACCTCAACAAGTGCGAG 

CCATGGGACCTTCCAGACGCGGCGTGCGTGGGAGGCAAGGAGTGGTACTTCTTCAGCCTC 

CGCGACCGCAAGTACGCCACCGGCCACCGCACCAACCGCGCCACCCGCTCCGGCTACTGG 

AAGGCCACCGGCAAGGACCGCTCCATCACCCGCCGCTCCTCCATCTCCTCCGGCGAGCCC 

TCCTCCTCCGCCGCCGCCGCCGCCGTCGGCATGCGCAAGACGCTCGTCTTCTACCGCGGC 

CGCGCCCCCAAGGGCCGCAAGACCGAGTGGGTCATGCACGAGTTCCGGCTCGAACCGCAG 

CCTCTCCACCTCAAGGAGGACTGGGTGCTATGCAGGGTGTTCTACAAGACCAGACAAACA 

ATTCCAAGCCCATCATCTGAAGAGGCCGTCACACTGCCCAATGAGCTAGACCTGCCTGCC 

ACGCCTTCGCTCCCGCCCCTCATCGATGCCTACATCGCCTTCGATAGCGCACCGACGACG 

ACGCCATCGATGGTCGGGAGCTACGAGCAAGTGTCCTGCTTCTCCGGCCTGCCGGCATTG 

CCAATGAAGGGCTCCATCAGCTTTGGGGACCTGCTGGCCATGGACACCTCTGCAGAGAAG 

AAGGCCATCAGGGTACTGCACAACAGCAACACTGCAAAGCTGGAGCTCTCCCCAGATTGG 

GGACAGGAGAGTGGCCTGTCACAGATGTGGAACCCCCAATAA 

Protein 

> ONAC104 

MSFIGMVEARMPPGFRFHPRDDELVLDYLLHKLAAGGRGGGVYGGGGGVAIVDVDLNKCE 

PWDLPDAACVGGKEWYFFSLRDRKYATGHRTNRATRSGYWKATGKDRSITRRSSISSGEP 

SSSAAAAAVGMRKTLVFYRGRAPKGRKTEWVMHEFRLEPQPLHLKEDWVLCRVFYKTRQT 

IPSPSSEEAVTLPNELDLPATPSLPPLIDAYIAFDSAPTTTPSMVGSYEQVSCFSGLPAL 

PMKGSISFGDLLAMDTSAEKKAIRVLHNSNTAKLELSPDWGQESGLSQMWNPQ* 
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LOC_Os08g23880 (ONAC105)sequence information 

Genomic sequence length: 1344 nucleotides 

CDS length: 1344 nucleotides 

Protein length: 447 amino acids 

Genomic Sequence 

> ONAC105 

ATGGCGGCGGCGAAGATGGCGGGGCTGACGCCGGGGTTCAAGTTCGAGCCGAGCGACGAG 

CAGCTCGTGCAGTTCTTCCTCCTGCCCTACCTGCGCGAGCTGCCGGTGCCCCTGGGCGGC 

CTCGTCATCCGGGACGACCCGAGGAGCGTGCCGCCATGGAAGCTCTTCGCGCGCAACGGC 

CGGGGCGACGAGGAGGACGCCTACTTCCTCGCGCCAGCCGACGGCGAGGGCCGGCAGGCG 

CGCACCTGCGACGGCGGCCGCGGCAGGTGGATCACCCAGCGGCTGGAGCGCACGGGCAAC 

CTGCGGCTCGCCGGCGGCGGCGGCAGCGGCGAGGCCGTCGTGTTCGAGAAGCACAGGCTC 

AACTACCACGCCGGCGAGGGGCGGTGCGGCAGCACGGGGTGGGTGATGCACGAGTACGCC 

GTCGTCAAGCCCGCGGCGCTCGGCGCCCGCCACAGGGCGTGCCACATCGCCTTCACCGGC 

CACGGCCAGAAGCGGAAGCGCGTGCCCGACGGCTACGTCGACGTCGAGGACGACGGCAGC 

AAGGCCAGCACCAACGCGGCCGCCGCCGTCCCTCCTTCCTCGACGGCGGCGATGTCGGCG 

TGCCCATCGAATGTCACCTATAACCAAGGGTGCCATATCTCGCCGGAGCAGAGCATCGAA 

CAGCACTTCCCCGCGGAGCATAATAATATCCAAATCCAACAGCAAGCTTACTACCAATCA 

CAAGACCACGAGCAGTGCCAGTACAGCGACGAAGAAAAATACCTGTTGCAGCAGATCAAG 

CAAGAACAATACTACTACAACCAGCAAAACTGCTTCTTGCCAGGCCAAGGCAACCAAGAA 

CTGTACTACAACGACGAGCAGCAGCAAATATTCTCGTTGCCGGAGCATCAGTGCAGCCAA 

GAACAGTACTGCCATCACGACGACCAGCAAGACTGCGTCTTGCCGGAGCAACACAGCCAA 

GAACTACACGGGTACAACAACGAAGAACAAGGATACCTCTTGCCGCCGGAGCCGATCGAC 

CAGGAGGAACAAGCCCTCTTCGTCGGCGGCGAGCCGCAGCATGAACAACAACCCTTGACG 

TCAACCCCGCGGCAGGCTCTTCTTGATTATGATGATGGGAAGCTCCTGCCGCCGGTCGGC 

GTCAACGGCGCCATCGCGATCCCGCCGCAGGACGCCGCCGTGGCGTCCAACGACGACGAC 

GGTGGGCAGGCTACGGAAGCGCCGGCTGCGAAGATGACGGCGGAGGAGAAGAAGTGGTTC 

ATGGAAGAGTTATTGACCGAGGGCTGTTGGTCTGGACCTCTTCTCTTCGACCAACCGTAC 

TACGGTAGTGCGCTGAAGAATTGA 

CDS 

> ONAC105 

ATGGCGGCGGCGAAGATGGCGGGGCTGACGCCGGGGTTCAAGTTCGAGCCGAGCGACGAG 



S224 

 
CAGCTCGTGCAGTTCTTCCTCCTGCCCTACCTGCGCGAGCTGCCGGTGCCCCTGGGCGGC 

CTCGTCATCCGGGACGACCCGAGGAGCGTGCCGCCATGGAAGCTCTTCGCGCGCAACGGC 

CGGGGCGACGAGGAGGACGCCTACTTCCTCGCGCCAGCCGACGGCGAGGGCCGGCAGGCG 

CGCACCTGCGACGGCGGCCGCGGCAGGTGGATCACCCAGCGGCTGGAGCGCACGGGCAAC 

CTGCGGCTCGCCGGCGGCGGCGGCAGCGGCGAGGCCGTCGTGTTCGAGAAGCACAGGCTC 

AACTACCACGCCGGCGAGGGGCGGTGCGGCAGCACGGGGTGGGTGATGCACGAGTACGCC 

GTCGTCAAGCCCGCGGCGCTCGGCGCCCGCCACAGGGCGTGCCACATCGCCTTCACCGGC 

CACGGCCAGAAGCGGAAGCGCGTGCCCGACGGCTACGTCGACGTCGAGGACGACGGCAGC 

AAGGCCAGCACCAACGCGGCCGCCGCCGTCCCTCCTTCCTCGACGGCGGCGATGTCGGCG 

TGCCCATCGAATGTCACCTATAACCAAGGGTGCCATATCTCGCCGGAGCAGAGCATCGAA 

CAGCACTTCCCCGCGGAGCATAATAATATCCAAATCCAACAGCAAGCTTACTACCAATCA 

CAAGACCACGAGCAGTGCCAGTACAGCGACGAAGAAAAATACCTGTTGCAGCAGATCAAG 

CAAGAACAATACTACTACAACCAGCAAAACTGCTTCTTGCCAGGCCAAGGCAACCAAGAA 

CTGTACTACAACGACGAGCAGCAGCAAATATTCTCGTTGCCGGAGCATCAGTGCAGCCAA 

GAACAGTACTGCCATCACGACGACCAGCAAGACTGCGTCTTGCCGGAGCAACACAGCCAA 

GAACTACACGGGTACAACAACGAAGAACAAGGATACCTCTTGCCGCCGGAGCCGATCGAC 

CAGGAGGAACAAGCCCTCTTCGTCGGCGGCGAGCCGCAGCATGAACAACAACCCTTGACG 

TCAACCCCGCGGCAGGCTCTTCTTGATTATGATGATGGGAAGCTCCTGCCGCCGGTCGGC 

GTCAACGGCGCCATCGCGATCCCGCCGCAGGACGCCGCCGTGGCGTCCAACGACGACGAC 

GGTGGGCAGGCTACGGAAGCGCCGGCTGCGAAGATGACGGCGGAGGAGAAGAAGTGGTTC 

ATGGAAGAGTTATTGACCGAGGGCTGTTGGTCTGGACCTCTTCTCTTCGACCAACCGTAC 

TACGGTAGTGCGCTGAAGAATTGA 

Protein 

> ONAC105 

MAAAKMAGLTPGFKFEPSDEQLVQFFLLPYLRELPVPLGGLVIRDDPRSVPPWKLFARNG 

RGDEEDAYFLAPADGEGRQARTCDGGRGRWITQRLERTGNLRLAGGGGSGEAVVFEKHRL 

NYHAGEGRCGSTGWVMHEYAVVKPAALGARHRACHIAFTGHGQKRKRVPDGYVDVEDDGS 

KASTNAAAAVPPSSTAAMSACPSNVTYNQGCHISPEQSIEQHFPAEHNNIQIQQQAYYQS 

QDHEQCQYSDEEKYLLQQIKQEQYYYNQQNCFLPGQGNQELYYNDEQQQIFSLPEHQCSQ 

EQYCHHDDQQDCVLPEQHSQELHGYNNEEQGYLLPPEPIDQEEQALFVGGEPQHEQQPLT 

STPRQALLDYDDGKLLPPVGVNGAIAIPPQDAAVASNDDDGGQATEAPAAKMTAEEKKWF 

MEELLTEGCWSGPLLFDQPYYGSALKN* 

 

 

LOC_Os08g33670 (ONAC106) sequence information 
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Genomic sequence length: 3416 nucleotides 

CDS length: 1005 nucleotides 

Protein length: 334 amino acids 

Putative Function: no apical meristem protein, putative, expressed 

Genomic Sequence 

> ONAC106 

ATTCTCGCCGCCACACAAGTTATTTTTGCCCGCGATTCAATTCTCTGAATCAATCTCACG 

TACGGTAAGTCTTTCATTTTCCTGCCATGCTCATGAACACAAATTAAAGAATTAATTAAT 

GTTTAACTAGATGGCCTTATTATCTCTACATCACACGTTATATCTATGATCTTGCAGTAT 

ATCTACGCTAGCTTAGCTTTCATATTCGATCGTTTAATTAATTAGTAATTACACACTCGA 

TCGTCCGATCATATGCATGAATGCTTGCATATTGTACTTTACTGTCACCTGGTATGTAAT 

TCGCTCTGCTTTTTCATGGTGTAGTGTTTACGTACACGTGTATATGTCATACTACCTCTA 

TTTCAGAATAAAACAACTTGTGATTATGTACATAGACATACTCTTATTCAAATACAGAGC 

TAAAAATTTTATATTTTGAAACGGGGGTAGTAGTAGGGGAAATTGTTTTCATCCCTTAAG 

ATATATCCCTTTGTTTTTTATACCACTTGAATAGCTACCAAAAGAATTGAAAAAAAAATA 

GGCATGATAGATCCATAAGAAATATGCTATTCTACAAATATGCAAATTCAAATTCAATAT 

ATAGAAATAAAAACAAAAATAACATATTTATTGCAAATGGTGTGTACTATTCGCAGTGAA 

ATTTGTTATTTTCGCTTCTACTTATATATGTTGAGTTTGAATTTGTATATTTATGAAATG 

GCATATTTCATATTGATCTATCATATCCATTTTTTTTCTCTTTATTTATGATTTTTTAGC 

AATATGCACAAAACGAGAGGATGTATCTTCGTATGGTTCAAATCCTCTGCCTTAATGACA 

CCACTGCACTGACATGCGGGGGTAATAGGATGGTCAGACCCATATATCGGTGACTGTAAT 

GGTAGTGATATCATGGTAGATGATTCTCACCCAGACACCCATCTCTGGTAGAGTATATAT 

ATATTGCGTATTTTGTTTGTTGGTTAATCTTGTCTGCCGGGTGCATGTATACGTATACGG 

CGGGCGCAGATAGATCGATCGAAATGGAAGAGGAGCAGCGGTTGCCGGCGGGGTTCCGGT 

TCTTCCCCACCGACGAGGAGCTCGTCACCTACTACCTCGCCAGGAAGGCCATGGACGCCA 

CCTTCACCTCCGCCGCCATCCGCGACGTCGACCTCTACACCTCCGATCCATGGCACCTCC 

CATGTATGCCCTAGCTCTAGCTGATCATGATCATGTGATGGTGTCTAGCTCGTTGAGAGA 

GAGAGAGAGAATTTGACAGTTAATTCTCGATCGATTGATGGAGATGATGACCATATATAT 

GCGTGACGTGTTTTGCGATTAACTAATGCACAGGCGACTCGTCGGCGGCGAGCACCGGAG 

GCGGCGGCGGCGGCGAGTGCTACTTCTTCTGCAGACGGAGCAGCAAGTACCCGTCCGGCG 

CGCGCGTCCGCCGCGCGACGGCCGGCGGCTACTGGAAGTCGACGGGGAAGGACAAGGGCG 

TGTACGCTGCCGGCGGCGGCGGCGGGCTCGTGGGGACGAAGAAGACGCTGGTGTTCTACG 

AAGGGAGGGCGCCGCGAGGGGAGAAGACGAGCTGGGTGATGCACGAGTACTCTAGAGCAC 

CGAGCACCAACTTCATCAGAGGAGCTCAGGCACGTACACATAATCTTCTCGATATTATCT 

ACGTATGATTAATTAGCTTCCCTTAATCCTCATGGCTCATGCACGAAGATGCTGTGATAC 

AGTTCAAGTTTTCAAGATTCACTACTTCTAAGTTCTAACTGTACTGGTGATATTCTTCTA 

CTATTGGTACGTTGGTGATCCTAAGCAGTGAGTTGGTCGTGTCTGGGCTCCATTGATTTA 

TCAGAATACTTGTATATATATAAAAAAAAGCGTAAATACATTAGGAATTTCAAAGATGTC 

GACACAATTGGTTTCCAAAAATAATGGGTAGAATAGAGTACATATATATCGTGTCGATTT 

TGTGCAACTCTTAATTTGTACTCCCTCCGTATTTTAATGTATGACACCGTTGACTTTTTA 

ATCAACGTTTTACCACTCGTCTCATTCAAATTTTTTATGCAAATATAAAAGTACTTATGT 

CATACTTAAAGAACATTTGATGATAAATGAAGTCACGATAAAATAAATTATAATTACATA 

ATTTTTTTTAATAAGACGAAAGGTCAAACGTTTGTTAAAAAGTCAAAGACGTCATACATT 

GAAATACGGAGGTATTACCTTACAATTCATTCTAATTTATACCTTTCAACTCCATCGCCA 
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ACTTTATCTAATTTTCCTTGATAACACATGTAAAAAGAAATAATCGATCGCTAGCAAACG 

CTCTTTGTCATCAGGGCTCAACGATGCCGCTGGCTTCGATCGCCACTTGTTCGTAGTCAT 

TGATTTAGGATGGTTGTATCTCAGCAATAGAAAGTGCTCCTACGGGGATCAGACGTTGAT 

CGATGTTCTTGACGTGTTTTCATTAATGTTTCCTCGGTGCAGAGCGAGTGGGTGATCTGC 

AGGGTGTTCAAGAAGCAGCCTCCAATTGAACACTGGCTGGAAATGGAGGAGGTGGAGACG 

ACGACGACGACGACGACAGTGCAGGAGCACACGCCAAACCGGCGCCGTCTCCCTCCGGCG 

GAGGCTGCGGCGGCGCCGCCGCCGCCGTCCGGTCAGCCGTGGCAACACACGAGTCGCCGG 

TCCGGCGATGGCCGTGCTGCCATCGATGGTGGCAACCGTGAGGAGGAGGAGGATGAACAT 

GGCCTGGCTCGAGAGGAGTCGTCGTCTCCGGTGGTCATCAGCTCACCATCACGCTGCACC 

TCCTCACCGTCGTCTCGGCTTCTCAACCATGAGCACCTTGGTGCTTCGTCGTCAGATGAC 

CTGCCGGAGTTGATGGAGTTCGGCGACATCTACGGCGGGATCGCCGCCGGTGGCCCGACG 

GACCAGCAGGCCTCATCATCAAACTCAAATTCCATTTGCAACTTTCTCGACGAGCCATAC 

TACTGCTGGAACTTCTGAATTTCTGACAGTTCAGAACTTATATGTACGTATATTAACTAA 

TCACTCAATGTGCAGTCAGCATATGCAGTAATGTATATAAATGTTATTAGGCGTAAATCC 

AGTTTTAGGTGCAAGCATGCATGTTTTCTGAACAGAGAATATGCATGTAGATCAATTGAA 

ATGTGTAGTTTAGCATCTAGAATATACGGATTGATGCGTGTAAAGAACACTGGGTTGGAA 

GTTGGTACCAGGATGTAGACATCTGGGACCCATATGCATGATCCAACTCACTTTGTGTCA 

TGTACATACATACTTATCTCGGTACTCTTCTCCAAATTACGGGGAGTGCCTGTACTGTAC 

ATGTACTAGCTGGTTTGGTAGCACAAATTGTTGTATAAAAAAGTAGTTATTATTGC 

CDS 

> ONAC106 

ATGGAAGAGGAGCAGCGGTTGCCGGCGGGGTTCCGGTTCTTCCCCACCGACGAGGAGCTC 

GTCACCTACTACCTCGCCAGGAAGGCCATGGACGCCACCTTCACCTCCGCCGCCATCCGC 

GACGTCGACCTCTACACCTCCGATCCATGGCACCTCCCATGCGACTCGTCGGCGGCGAGC 

ACCGGAGGCGGCGGCGGCGGCGAGTGCTACTTCTTCTGCAGACGGAGCAGCAAGTACCCG 

TCCGGCGCGCGCGTCCGCCGCGCGACGGCCGGCGGCTACTGGAAGTCGACGGGGAAGGAC 

AAGGGCGTGTACGCTGCCGGCGGCGGCGGCGGGCTCGTGGGGACGAAGAAGACGCTGGTG 

TTCTACGAAGGGAGGGCGCCGCGAGGGGAGAAGACGAGCTGGGTGATGCACGAGTACTCT 

AGAGCACCGAGCACCAACTTCATCAGAGGAGCTCAGGCACGTACACATAATCTTCTCGAT 

ATTATCTACAGCGAGTGGGTGATCTGCAGGGTGTTCAAGAAGCAGCCTCCAATTGAACAC 

TGGCTGGAAATGGAGGAGGTGGAGACGACGACGACGACGACGACAGTGCAGGAGCACACG 

CCAAACCGGCGCCGTCTCCCTCCGGCGGAGGCTGCGGCGGCGCCGCCGCCGCCGTCCGGT 

CAGCCGTGGCAACACACGAGTCGCCGGTCCGGCGATGGCCGTGCTGCCATCGATGGTGGC 

AACCGTGAGGAGGAGGAGGATGAACATGGCCTGGCTCGAGAGGAGTCGTCGTCTCCGGTG 

GTCATCAGCTCACCATCACGCTGCACCTCCTCACCGTCGTCTCGGCTTCTCAACCATGAG 

CACCTTGGTGCTTCGTCGTCAGATGACCTGCCGGAGTTGATGGAGTTCGGCGACATCTAC 

GGCGGGATCGCCGCCGGTGGCCCGACGGACCAGCAGGCCTCATCATCAAACTCAAATTCC 

ATTTGCAACTTTCTCGACGAGCCATACTACTGCTGGAACTTCTGA 

Protein 

> ONAC106 

MEEEQRLPAGFRFFPTDEELVTYYLARKAMDATFTSAAIRDVDLYTSDPWHLPCDSSAAS 

TGGGGGGECYFFCRRSSKYPSGARVRRATAGGYWKSTGKDKGVYAAGGGGGLVGTKKTLV 
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FYEGRAPRGEKTSWVMHEYSRAPSTNFIRGAQARTHNLLDIIYSEWVICRVFKKQPPIEH 

WLEMEEVETTTTTTTVQEHTPNRRRLPPAEAAAAPPPPSGQPWQHTSRRSGDGRAAIDGG 

NREEEEDEHGLAREESSSPVVISSPSRCTSSPSSRLLNHEHLGASSSDDLPELMEFGDIY 

GGIAAGGPTDQQASSSNSNSICNFLDEPYYCWNF* 

 

 

LOC_Os08g40030 (ONAC107) sequence information 

Genomic sequence length: 2230 nucleotides 

CDS length: 1023 nucleotides 

Protein length: 340 amino acids 

Putative Function: CUP-SHAPED COTYLEDON3, putative, expressed 

Genomic Sequence 

> ONAC107 

ATGGGGGACGCGCTGTGGGAGATGCTGGGGGAGGAGATGGCGGCGGCGGCGGCGGCGGCC 

GGCGAGCACGGGCTGCCGCCGGGGTTCAGGTTCCACCCCACCGACGAGGAGCTCGTCACC 

TTCTACCTCGCCGCCAAGGTGTTCAACGGCGCGTGCTGCGGCGGCGTGGACATCGCGGAG 

GTGGACCTGAACCGGTGCGAGCCGTGGGAGCTGCCGGAGGCGGCGAGGATGGGGGAGAAG 

GAGTGGTACTTCTTCAGCCTCCGCGACCGCAAGTACCCGACGGGGCTGCGCACCAACCGC 

GCCACCGGCGCCGGCTACTGGAAGGCCACCGGCAAGGACAGGGAGGTGGTCGCCGCCGCC 

GCCGCCGGCGGCGCGCTCATCGGCATGAAGAAGACGCTCGTCTTCTACAAGGGCCGCGCC 

CCGCGCGGCGAGAAGACCAAGTGGGTCCTCCACGAGTACCGCCTCGACGGCGACTTCGCC 

GCCGCTCGCCGCTCCACCAAGGTAACACCCACCTGCATTGCCATTGTCATTGCCATTGCA 

TCTTTGTCTTTCTGAAAAAAAAAATCAGTTTCATGTCACTGTTCTGAACTTCTGAAGAAG 

ATAGCTGCTGCAACTAGTTCTTCAGAGTTCAGAGTAGATATTGGTGATTTGGTGCATTCA 

ATGTAGCATGCATGCATGCGTGCAAGAACACATAAGATGACATATGCATGCACAGATTGA 

TGCTGTGGTATGCTACTACTATGCTCTATGCACTTTTGTGCATTCAATGGTGTAAAATAC 

TGTAATGTGTGCTGCTTGCTATACATTGGTACATCCTGCAGTGGTGGTAGTACAGTCTCA 

GCAGTGTGTGTGGAGTACTAGACTACTAGTAGGAGTAGTAGTTTATTTCTGCTCAAAATC 

TCCTTTGCACTGACACAAGATCCAAGCTAGTGTGATTCCCTCCCTCCTGTGTTTTGTTCC 

CTTCAGGGTGGCTGTACTTTACATATCTCCAACCATTGACATACCTCGTCTCCAATCTTT 

CTTGTGCAGATCGTAAAAAATGTGTCAAATAGATAAACTATTCGTTGCAGCATTGCATCA 

ATATACAGCTAGTAATCCATGCCTCATGCTGATGCATGCTATGCACATCTATAGGGCCAA 

AAGAAAAGGAAGAAGAAACAAAGAAAGAAATCTCTGCAGAAGTTCAGAGCTAAATATATA 

AATATATATCTTAATATACTCTATGCTATATTTCTGTCCAACAAGATCACAATCCGTAGA 
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AATGAATACTATTAATTTGATCTTATGAACACTTCATCATAAACTGAACTGACATGTAGA 

CATTGGTTGTTTTTGATACTACTATCATGCAGGAGGAATGGGTGATCTGCAGGATCTTTC 

ACAAGGTAGGAGATCAGTACAGCAAGCTGATGATGATGAAGAGCCCAGCCAGCTACTACC 

TCCCAGTGAGCCACCACCACCCCAGCAGCATCTTCCATGACCTTCCTCCGGTCCCATTCC 

CAAACCCTAGCCTCGTCCCCTTCCACCATGATCTCCCCACAAGCTTCCATCCTCCATTGC 

TGCAGCACAGCCATGCGAACAGCAAGAACAGCAGCAGCAACAATGGCGGCTTCGTCTTCC 

CCAATGAGCCAAACACCACAAACAGCAGCGATAACCACATTTCTTGCAATGGCGCCATGG 

CTGCTGCTGCTGCTGCTGCTTTTCCTTCCTTCAGCTGTGCTAGTACTGTCACTGGCAAGG 

GGGGCCCACCGGCGCAGCTCGGAGTCAACGCCGGTCAACAGGAGCCACCGCCACCTACCT 

GGATGGACGCTTACCTGCAGCACAGTGGATTCATTTATGAGATGGGCCCACCTGCAGTGC 

CCAGGGGCGCATGATCTGGGCCGTTGGTTTCTTTAGGGCTACGATCTGGATATCCTTTAG 

TTTGCAAGTGTGGTATTTAGACAAGCACTTGTTTAGCTGCTTTGAAATTACTAGTGGTTG 

TTAATTAATTAGTCATCATTTGGTTATTTTCATGCACTCAGGTGTGTACCTAGCTTGCAT 

GCATGAGCTGCAAGCATTGGTGCACTGGGTTGAGTATTACTACTAGTAACTACTTGCTTA 

ATTACTACTAGTATTACTTTGTCTGTGAATCCATGCGTGCATGTATTCACATGCAATGTA 

ATGGCTACATATATAATCAGCTAGTCTGTTTTGTTAGATGTTATGATAAGTGAACAATGG 

ATTATATTCA 

CDS 

> ONAC107 

ATGGGGGACGCGCTGTGGGAGATGCTGGGGGAGGAGATGGCGGCGGCGGCGGCGGCGGCC 

GGCGAGCACGGGCTGCCGCCGGGGTTCAGGTTCCACCCCACCGACGAGGAGCTCGTCACC 

TTCTACCTCGCCGCCAAGGTGTTCAACGGCGCGTGCTGCGGCGGCGTGGACATCGCGGAG 

GTGGACCTGAACCGGTGCGAGCCGTGGGAGCTGCCGGAGGCGGCGAGGATGGGGGAGAAG 

GAGTGGTACTTCTTCAGCCTCCGCGACCGCAAGTACCCGACGGGGCTGCGCACCAACCGC 

GCCACCGGCGCCGGCTACTGGAAGGCCACCGGCAAGGACAGGGAGGTGGTCGCCGCCGCC 

GCCGCCGGCGGCGCGCTCATCGGCATGAAGAAGACGCTCGTCTTCTACAAGGGCCGCGCC 

CCGCGCGGCGAGAAGACCAAGTGGGTCCTCCACGAGTACCGCCTCGACGGCGACTTCGCC 

GCCGCTCGCCGCTCCACCAAGGAGGAATGGGTGATCTGCAGGATCTTTCACAAGGTAGGA 

GATCAGTACAGCAAGCTGATGATGATGAAGAGCCCAGCCAGCTACTACCTCCCAGTGAGC 

CACCACCACCCCAGCAGCATCTTCCATGACCTTCCTCCGGTCCCATTCCCAAACCCTAGC 

CTCGTCCCCTTCCACCATGATCTCCCCACAAGCTTCCATCCTCCATTGCTGCAGCACAGC 

CATGCGAACAGCAAGAACAGCAGCAGCAACAATGGCGGCTTCGTCTTCCCCAATGAGCCA 

AACACCACAAACAGCAGCGATAACCACATTTCTTGCAATGGCGCCATGGCTGCTGCTGCT 

GCTGCTGCTTTTCCTTCCTTCAGCTGTGCTAGTACTGTCACTGGCAAGGGGGGCCCACCG 

GCGCAGCTCGGAGTCAACGCCGGTCAACAGGAGCCACCGCCACCTACCTGGATGGACGCT 

TACCTGCAGCACAGTGGATTCATTTATGAGATGGGCCCACCTGCAGTGCCCAGGGGCGCA 

TGA 

Protein 

> ONAC107 

MGDALWEMLGEEMAAAAAAAGEHGLPPGFRFHPTDEELVTFYLAAKVFNGACCGGVDIAE 

VDLNRCEPWELPEAARMGEKEWYFFSLRDRKYPTGLRTNRATGAGYWKATGKDREVVAAA 

AAGGALIGMKKTLVFYKGRAPRGEKTKWVLHEYRLDGDFAAARRSTKEEWVICRIFHKVG 
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DQYSKLMMMKSPASYYLPVSHHHPSSIFHDLPPVPFPNPSLVPFHHDLPTSFHPPLLQHS 

HANSKNSSSNNGGFVFPNEPNTTNSSDNHISCNGAMAAAAAAAFPSFSCASTVTGKGGPP 

AQLGVNAGQQEPPPPTWMDAYLQHSGFIYEMGPPAVPRGA* 

 

LOC_Os09g24560 (ONAC108) sequence information 

Genomic sequence length: 1588 nucleotides 

CDS length: 903 nucleotides 

Protein length: 300 amino acids 

Putative Function: No apical meristem protein, putative, expressed 

Genomic Sequence 

> ONAC108 

CTGGTAGAGTGGTAATTGCTCGCGCGCATTCTGCATGCATGAGCGCGCGCGGCGGTGTCA 

CGATGGCAGGAGGCGGAGGCGGCGACCGCGCGCCGTCGTCGTCGTCGACGGCGATGATCT 

CGCGACTCCTGCCGCCGGGCTTCCGGTTCCGGCCGACCGACGGGGAGCTCGTCGCCCACT 

ACCTCGCCCGGAAGGCGGCCGACGCCGGCTTCACCTCCGCCGCCATCCGCGACGCCGACC 

TGTACCGCGCCGAGCCCTGGGACCTCCTGCCGCCGCCGCGTTGTTAGTCGATCGATTGCG 

ACGAGACATTGCTGCGTGCGTGCGTTGGCTTTGATCGATGTGTCGTCGTCGTCGTCGTCG 

ATGTGTGCAGGTGATGCGGCGGCGGAGGAGGAGGAGGAGGAGGAGGAGCGGTGCGGCTAC 

TTCTTCTGCACGAGGAGCTTCAGGTGGCCGTCGGGAACGAGGACGAACAGGGCCACGGCG 

ACCGGGTACTGGAAGTCGACGGGGAAGGACAAGGCGGTGCTGCACGGCGGCGGCGGCGGC 

GGCGGCCGCCCCGTGGGGGTGAAGAAGACGCTCGTGTTCTACAGGGGGAGGGCGCCGAGG 

GGCGAGAAGACGAGCTGGGTCATGCACGAGTACCGCCTCCTGCACGGCGGCGCCGCCGCC 

ACCGCCTCTTCTTCCCCGACGCCGACGACAGTTGTCGCCCGCGTGAGTGAAATGCAACAG 

TTCGAATGTCTTGTGCGACTGAATTTGTAAACGTTTTCACTAAATTGGATCGAATTTTCT 

GCTGAATTCTGTTGTTTTTGTTAGAGTGAGTGGGTGATTTGCAGGGTGTTCGTCAGGAAG 

ACACCAGATGGTAACAACGATAGGGGAACTACAGAACATCATCTTCCCTCCGACGACGCT 

CATCTCCGTTCGTCGCCGGCGCCGGCGAACTCTGTGGACGGCGCAGGCCATGCGAGCTGC 

AGCTTCTTCTCCGGTGCTAATGAGTCCATGGCGCCAAGCGACCATTTCAACATAGGAGAC 

GACATGATCCTCCATGGCCACGACGAGGAGGAGTTGCTGATGATGAACTGTTCTTCGGCT 

TTTGATCTGCCAGAGCTTCTCGACTACGAGAGCTTCTCGCTGGACCTTTGATCCAACGAG 

CAATGGCATGTTCTAAAATCTAAAGTATGATCTGGTTACTTCTCTTAATACAAAAGATAC 

ATAAGTCTTTTGCGTATTCTCCAAAAAAAATCTGAAGGATGATGCAGCTAGCTAGCTAGC 

TAGCTAGATCGATCAATCGAGATATATATGAAGGCCATAATTTGATCATTAGATGCATAT 

GCATCATCCATGTCTACTTCTTCAGATCACTAGCTACTTAATATGTCCCCTCTCTGTAAT 

TAAACTTGCACGTATCTGTATATATATTTGTACTGTAGTCATTCATGTAATATACGTTTT 
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GTGTTTGCGTATTTTATACACGCCTCTATTTCAGGCGCTCTTAGCATTTCTTTTACTTTC 

TTAGATTATAAAAACTAGTGTGTGGTTGTGTGTTTTTGCTATGTACATCTTACTTATATA 

GAGAGTTAAATAAAAACTCTACTATCTT 

CDS 

> ONAC108 

ATGAGCGCGCGCGGCGGTGTCACGATGGCAGGAGGCGGAGGCGGCGACCGCGCGCCGTCG 

TCGTCGTCGACGGCGATGATCTCGCGACTCCTGCCGCCGGGCTTCCGGTTCCGGCCGACC 

GACGGGGAGCTCGTCGCCCACTACCTCGCCCGGAAGGCGGCCGACGCCGGCTTCACCTCC 

GCCGCCATCCGCGACGCCGACCTGTACCGCGCCGAGCCCTGGGACCTCCTGCCGCCGCCG 

CGTTGTGATGCGGCGGCGGAGGAGGAGGAGGAGGAGGAGGAGCGGTGCGGCTACTTCTTC 

TGCACGAGGAGCTTCAGGTGGCCGTCGGGAACGAGGACGAACAGGGCCACGGCGACCGGG 

TACTGGAAGTCGACGGGGAAGGACAAGGCGGTGCTGCACGGCGGCGGCGGCGGCGGCGGC 

CGCCCCGTGGGGGTGAAGAAGACGCTCGTGTTCTACAGGGGGAGGGCGCCGAGGGGCGAG 

AAGACGAGCTGGGTCATGCACGAGTACCGCCTCCTGCACGGCGGCGCCGCCGCCACCGCC 

TCTTCTTCCCCGACGCCGACGACAGTTGTCGCCCGCAGTGAGTGGGTGATTTGCAGGGTG 

TTCGTCAGGAAGACACCAGATGGTAACAACGATAGGGGAACTACAGAACATCATCTTCCC 

TCCGACGACGCTCATCTCCGTTCGTCGCCGGCGCCGGCGAACTCTGTGGACGGCGCAGGC 

CATGCGAGCTGCAGCTTCTTCTCCGGTGCTAATGAGTCCATGGCGCCAAGCGACCATTTC 

AACATAGGAGACGACATGATCCTCCATGGCCACGACGAGGAGGAGTTGCTGATGATGAAC 

TGTTCTTCGGCTTTTGATCTGCCAGAGCTTCTCGACTACGAGAGCTTCTCGCTGGACCTT 

TGA 

Protein 

> ONAC108 

MSARGGVTMAGGGGGDRAPSSSSTAMISRLLPPGFRFRPTDGELVAHYLARKAADAGFTS 

AAIRDADLYRAEPWDLLPPPRCDAAAEEEEEEEERCGYFFCTRSFRWPSGTRTNRATATG 

YWKSTGKDKAVLHGGGGGGGRPVGVKKTLVFYRGRAPRGEKTSWVMHEYRLLHGGAAATA 

SSSPTPTTVVARSEWVICRVFVRKTPDGNNDRGTTEHHLPSDDAHLRSSPAPANSVDGAG 

HASCSFFSGANESMAPSDHFNIGDDMILHGHDEEELLMMNCSSAFDLPELLDYESFSLDL 

* 

 

LOC_Os09g38000 (ONAC109) sequence information 

Genomic sequence length: 2346 nucleotides 

CDS length: 1101 nucleotides 
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Protein length: 366 amino acids 

Putative Function: no apical meristem protein, putative 

Genomic Sequence 

> ONAC109 

ATGGAAAAGGTTCAAGCTTCTTGTGAGGGTGATCAGGGAATCTGCAAAAGAGGAGCCAAA 

GGTGGCCATCCGATCGACCAAAATCTTGTGGGAGGGATGACTATGTCGACCGGTGTCCCT 

ACTACTGTGCCTCCTACCCCAGCATTAGCTGCCTTGAAAAACCTACTTATAAGGGTGGTG 

GCAGCAGCAGCTGGGAAAGGCCTCAGCAGCAGCGCAGAAGAAGCAAGGTGTCTTTGGGCA 

AAGCTGCCGGCGCCGGAGGAGGAGGAGGAGGCCGGCCAGCAGCCGGAGAGGCCGCCGTCG 

TCATATCGGCGGCCACCGACATCGACGTTGATGGCGCCGGTGGGGCTCCCTCCGGGGTTC 

CGGTTCCACCCGACGGACGAGGAGTTGGTGAACTACTACCTCAAGAGGAAGATCCACGGT 

CTCAAGATCGAGCTCGACATCATCCCTGAAGTCGACCTCTACAAGTGCGAGCCATGGGAG 

CTCGCTGGTAAGTGATCATGCATGCCTGCATATATATATATATATATATATATATATATA 

TATATATATATATAATCAATCCTGATGATGAACAATTGAACACATGCTGATTAATATGAT 

CGATGACATGAGATGTCGATGATGATGATGATGATGATGATATGGATGGAATTATTTGCA 

GAGAAATCGTTCTTGCCGAGTAGGGATCCGGAGTGGTATTTCTTCGGGCCTCGGGATCGG 

AAGTATCCGAACGGGTTCAGGACGAACAGGGCGACGAGGGCGGGGTACTGGAAGTCGACG 

GGGAAAGACCGGCGGGTGGTGCACCAGCACGGGGGGCGCGCCATCGGGATGAAGAAGACG 

CTGGTCTACTACCGCGGCCGCGCGCCGCAGGGCGTCCGCACCGACTGGGTCATGCACGAG 

TACCGCCTCGACGACAAGGACTGCGAGGACACCATGCCCATCAAGGTATATATCTATCTA 

TCTATCTATATTCTATCATCTTAGTTTTTAGCTACTACATGTGTATATAGATCGATCTAC 

CATGTAAATATATTTGCTAAATTGACTTATATCTCTTTGATGACTATTTCACTCATCATG 

ATCAATGATCAGTCACGGTCATGATCATACTGTGATATAGGGCAACGATCCTAGCTAGAC 

AGCTACTACTAGATTAATTGCTTGGAAAACTGCTAATTGGTCAGCTATAATAAGCTAGGT 

TGGGTATAGTAGCTAGGGCTTTGAGAATTTGATCCCTTTCTTTCGCCCTTGACAAAGAAA 

ATTTCTGGGAGGGAGTAAAATTTAACTTTTTTGCATCTGTTCTGCAGTAGAAGTACTAAC 

TTCCAAGTGATGTAATAGTGTATTACTACTACTAGTTATGTGACATGTATCCCTTTGCTT 

TATGATCTACTCCAAATGCATGAGACAAATCTGTAGTCTAGCTTACTGGCCTGTGAAAAA 

CACAAAGCCAGGCCAGGTCTAAGGAGCACTAGTAATGCTGCGTTCTTTGGTGAGTTACAA 

CTAATCCTCCCTTTAATACTGAGATGAGCAGACACTGATCTGAATAGGGCAGTGCATTGA 

TCATGAGACATTAAAGCGCAGAGACAAAGCAAAGCCAAGAGCTTCTTCTCGATCTCCAGC 

CTCTTCCCTCTCAAGGCCATGCATGTCGGTGTCGCCTGCTTTCCACTTTATTCCACGCTG 

AATCCATCATCATACTCGCATCCTCCCCTTCCTACCCGGCTGGCCGTCTTCTTTAATTCT 

CTCTTATTAACTTATCTCTCTTTCCTAACTAATAGAACACCATTATGACACTAGTGTGTT 

AAAGAATTAACCTTATGCTTGATTTGCTCAAACCAAATGGACCAATTGATTGCCAAAAGA 

TTGCACATGAATCTACATCATAATTTCTCAGAAAGCTAGATATATAGGTACAGATATAAT 

CATGCATCAGTGTGGCGGTGTGCTTAAATTAACTTTCGGAAAGACTGAGAATTCATATGT 

TAATGGAGCTTAATATAATTTGTTGCTCATGATCAGGACACTTACGCGTTATGCCGGGTC 

TTCAAGAAGAACGCGATCTGCACCGAGGTGGAGGAGCTGCAGGGGCAGTGCAGCATGGCG 

CTGCTGGAGGGCGCCTGCCAGCAGCTGCTCGCCAGCGGCGGCGGCGGCAGCCAGGAGCAG 

TACGAGACGCCGTCGCCGCCGGACGTCCCCGTCGGATCAACCTTCGGTGGGGCCGACGCC 

GACGCCGAGGACGACCCCGACAAGGACGACTCCTGGATGCAGTTCATCTCCGACGACGCC 

TGGTGCTCCAGCACCGCCGACGGCGGCGCCGAGGAGAGCACCTCCTGCGTGGCCCTCGCC 

GGCTGA 
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CDS 

> ONAC109 

ATGGAAAAGGTTCAAGCTTCTTGTGAGGGTGATCAGGGAATCTGCAAAAGAGGAGCCAAA 

GGTGGCCATCCGATCGACCAAAATCTTGTGGGAGGGATGACTATGTCGACCGGTGTCCCT 

ACTACTGTGCCTCCTACCCCAGCATTAGCTGCCTTGAAAAACCTACTTATAAGGGTGGTG 

GCAGCAGCAGCTGGGAAAGGCCTCAGCAGCAGCGCAGAAGAAGCAAGGTGTCTTTGGGCA 

AAGCTGCCGGCGCCGGAGGAGGAGGAGGAGGCCGGCCAGCAGCCGGAGAGGCCGCCGTCG 

TCATATCGGCGGCCACCGACATCGACGTTGATGGCGCCGGTGGGGCTCCCTCCGGGGTTC 

CGGTTCCACCCGACGGACGAGGAGTTGGTGAACTACTACCTCAAGAGGAAGATCCACGGT 

CTCAAGATCGAGCTCGACATCATCCCTGAAGTCGACCTCTACAAGTGCGAGCCATGGGAG 

CTCGCTGAGAAATCGTTCTTGCCGAGTAGGGATCCGGAGTGGTATTTCTTCGGGCCTCGG 

GATCGGAAGTATCCGAACGGGTTCAGGACGAACAGGGCGACGAGGGCGGGGTACTGGAAG 

TCGACGGGGAAAGACCGGCGGGTGGTGCACCAGCACGGGGGGCGCGCCATCGGGATGAAG 

AAGACGCTGGTCTACTACCGCGGCCGCGCGCCGCAGGGCGTCCGCACCGACTGGGTCATG 

CACGAGTACCGCCTCGACGACAAGGACTGCGAGGACACCATGCCCATCAAGGACACTTAC 

GCGTTATGCCGGGTCTTCAAGAAGAACGCGATCTGCACCGAGGTGGAGGAGCTGCAGGGG 

CAGTGCAGCATGGCGCTGCTGGAGGGCGCCTGCCAGCAGCTGCTCGCCAGCGGCGGCGGC 

GGCAGCCAGGAGCAGTACGAGACGCCGTCGCCGCCGGACGTCCCCGTCGGATCAACCTTC 

GGTGGGGCCGACGCCGACGCCGAGGACGACCCCGACAAGGACGACTCCTGGATGCAGTTC 

ATCTCCGACGACGCCTGGTGCTCCAGCACCGCCGACGGCGGCGCCGAGGAGAGCACCTCC 

TGCGTGGCCCTCGCCGGCTGA 

Protein 

> ONAC109 

MEKVQASCEGDQGICKRGAKGGHPIDQNLVGGMTMSTGVPTTVPPTPALAALKNLLIRVV 

AAAAGKGLSSSAEEARCLWAKLPAPEEEEEAGQQPERPPSSYRRPPTSTLMAPVGLPPGF 

RFHPTDEELVNYYLKRKIHGLKIELDIIPEVDLYKCEPWELAEKSFLPSRDPEWYFFGPR 

DRKYPNGFRTNRATRAGYWKSTGKDRRVVHQHGGRAIGMKKTLVYYRGRAPQGVRTDWVM 

HEYRLDDKDCEDTMPIKDTYALCRVFKKNAICTEVEELQGQCSMALLEGACQQLLASGGG 

GSQEQYETPSPPDVPVGSTFGGADADAEDDPDKDDSWMQFISDDAWCSSTADGGAEESTS 

CVALAG* 

 

LOC_Os09g38010 (ONAC110) sequence information 

Genomic sequence length: 2579 nucleotides 

CDS length: 657 nucleotides 
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Protein length: 218 amino acids 

Putative Function: no apical meristem protein, putative, expressed 

Genomic Sequence 

> ONAC110 

CATGGCGCCGGTTGGTCTCCCTCCAGGCTTTAGATTTCATCCAACTGATGAGGAGCTTGT 

GAACTACTACCTCAAGAGGAAGGTCCATGGCCTCAGCATCGACCTCGACATAATCCCAGA 

AGTAGACCTCTACAAATGTGAGCCCTGGGAATTGGAAGGTAATCCGAAAACTTAATTGCT 

CATCCATGTTCTCACTTCTCATCATCACTCCTGAATCCTGATTCGGCTCGAGATGTTTTA 

TTTGTCTTCTTGTTTTGAAAGAGAAATCCTTCCTGCCTAGTAAAGACTCCGAGTGGTACT 

TCTTTGGGCCAAGGGATAGAAAGTATCCCAATGGATGCCGCACAAACCGTGCAACCAGAG 

CAGGATACTGGAAATCGACGGGGAAAGATCGGCGGATCAACTACCAGAACAGGTCAATTG 

GTATGAAGAAGACACTAGTCTACTACAAAGGTCGAGCTCCTCAGGGGATTAGAACCAGTT 

GGGTGATGCATGAGTACCGCATCGAGGAAAGCGAATGCGAGAACGCCATGGGGATTCAGG 

TTATTCATCCATCCTCCTCACCAGCTGTTAGTCTCAGTTAAATCATTTTGAGTTGTATCT 

GCTATACTTGGTTAGCTGAGGCTGCATTTCAGAGTATCAAGCATAGCCAATCTTCTCAGT 

TAGCAGGATTTGTATGTATTTATGTTATGCAATAGTGATCATATTTCATAATATGCAATA 

TTTGAGATATGTGCCTGCTAAAACAAAATTGGCAATAGAAACATACAGAAGAAACAACTA 

GGGCATATTTGCTAGTTCAGGGAACCTACGTTCTTTATGCATGGAGTGCATGAAAAGTTA 

GGGCTCTTCTCTCTTCTTTTCCCCCATATCCATCAGTGATAGCCATAAAGTATTCCTTGC 

TTCCATGGACCATAGCTACTTTACAAAGTACATTAGAAGGTTTTCTCAGTTCTCTAATGG 

GTCACACATGGTTCACTTTTCTAGGTGCTCTTGATAAGACAAATTTAACATCCAATTCTT 

GGTTCATGTCGCGATGATGTGAAATCCTACAACATGATTGTACAGGGGTTAGGTGCGTCA 

TCGTTTCATGATGCAGAGTATAAAAATCTAGGTCAGTTGCATGTTGATGCTACCTTAAAG 

CTTAGACATCCTTCAGTGTGGCCCTGTGTAGTGTCGGTGGCTTTACACTTTATTCTCCCC 

GTCAACCTCCAACTTTACTCACTAGTGAAAACCATAACTGAACATGAGGACTGATCCCAT 

GTTTATTGTAAATTAGATCAAAGTGCACATAGTGATACATATTGTATGTCCACTCTTAAA 

TTTACATTAGTCGTGTTCGAAGACTCTGCATTAGTTGAACTGTTGACATTTATATTAAGT 

AAACATAGAGTTCAACCAAAACCATTGGTGACTGAAACATAGTCCGATTTCAAACAAGTG 

GAATCTTGAAATAGCAATTCAGCAACTACCTTAATAAAAACTGCTCAAAAGTTATGGGGT 

TGTTCAGATTGATGCTATTTTCAACCATACCATTTTTTGGTAAAGTTACCAAAAAAAATG 

TCTACGTTTAGTTTGTTGCTAAATTTGGTAAATACATAAGAAAATTTTGGCAATATTGTC 

ATCTTGCCATTGCCAAAATTTGGTAAGGTTTATTTTGGTTACAATCTAAACAAGCCCTAT 

GATTGATGGTCTAAGAGAAATCAATAGCAGCATAAATTCAAGTTGCAATTTTTATACTGT 

TCCCTGCCGAACTTGAAGTTGAATCCTCAAGAATTTTACTCTAAATTTGTTTAGTACTGA 

TAATGAACATTCAATCCAAATTGAAAATATGCACATGTAAATTAGCAAACAACAAGCGTA 

GAATGTAGAAGCATATAATCCATTAACTTTGTAAGATTACAGCTGTATATTATCAGTAAA 

CAGAAAATTAAAGAAGCACCTTACTTCGGTTCACTAGTGCGCTGAAATAATTTTTCATCC 

ACATTGTTGAACTTGAAATCTCCCCATGATTCCAATGTAGAAAAGTCCAACCTGTGCAAA 

AGGAAATAAAGTAATTTAGATCATTTATTCATTTTCATCATTTTAGTTACAGGACTCCTA 

TGCGCTATGTCGGATTTTCAAGAAGAATGTGGTGTTGGGTGAATTTGACAAGAAAGGGGA 

GTGCAGTTCATCACAGGCTAAAGGAAATGAAGAAGTTACAGATTTCGGGGATGCTGGACA 

ATCCTCGGGAGCAAATGAGAATGATAAAGACAATTCATGGATGCAATTCATAGCAGAGGA 

TCTATGGTGCACCAACAAACTAAAGTGAACTAGAAAACTGAGAGAAAACAGCTTGTTAAC 

TTCATCTAACCAGATATTTCGGTATTAGTTATACTGCGTGTATCTTCTGTATATGTTTGA 
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TAAGGACACTTCTCACTTTGCATAGGAGGACCACTTTAAGTTTGGATGCTGGTTCTTAAA 

TTAGGTTTATACTTTTGTTCCTTTAGTACTGTATAATATATCTAAAATTGTGCTACTTTG 

TACTTCAATCTTCAATTAACATGTACCTATCATCTAATGAAATGATACAAAAGGAGAAA 

CDS 

> ONAC110 

ATGGCGCCGGTTGGTCTCCCTCCAGGCTTTAGATTTCATCCAACTGATGAGGAGCTTGTG 

AACTACTACCTCAAGAGGAAGGTCCATGGCCTCAGCATCGACCTCGACATAATCCCAGAA 

GTAGACCTCTACAAATGTGAGCCCTGGGAATTGGAAGAGAAATCCTTCCTGCCTAGTAAA 

GACTCCGAGTGGTACTTCTTTGGGCCAAGGGATAGAAAGTATCCCAATGGATGCCGCACA 

AACCGTGCAACCAGAGCAGGATACTGGAAATCGACGGGGAAAGATCGGCGGATCAACTAC 

CAGAACAGGTCAATTGGTATGAAGAAGACACTAGTCTACTACAAAGGTCGAGCTCCTCAG 

GGGATTAGAACCAGTTGGGTGATGCATGAGTACCGCATCGAGGAAAGCGAATGCGAGAAC 

GCCATGGGGATTCAGTTACAGGACTCCTATGCGCTATGTCGGATTTTCAAGAAGAATGTG 

GTGTTGGGTGAATTTGACAAGAAAGGGGAGTGCAGTTCATCACAGGCTAAAGGAAATGAA 

GAAGTTACAGATTTCGGGGATGCTGGACAATCCTCGGGAGCAAATGAGAATGATAAAGAC 

AATTCATGGATGCAATTCATAGCAGAGGATCTATGGTGCACCAACAAACTAAAGTGA 

Protein 

> ONAC110 

MAPVGLPPGFRFHPTDEELVNYYLKRKVHGLSIDLDIIPEVDLYKCEPWELEEKSFLPSK 

DSEWYFFGPRDRKYPNGCRTNRATRAGYWKSTGKDRRINYQNRSIGMKKTLVYYKGRAPQ 

GIRTSWVMHEYRIEESECENAMGIQLQDSYALCRIFKKNVVLGEFDKKGECSSSQAKGNE 

EVTDFGDAGQSSGANENDKDNSWMQFIAEDLWCTNKLK* 

 

LOC_Os10g09820 (ONAC111) sequence information 

Genomic sequence length: 3642 nucleotides 

CDS length: 1491 nucleotides 

Protein length: 496 amino acids 

Putative Function: no apical meristem protein, putative 

Genomic Sequence 

> ONAC111 
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ATGACAGCGGAGAGCAATGGCGGCAACAGCTCGGCGGCGGCGACGACGGCGAGCAATGGA 

GGCCGGCGGAGACACGAGCTGGTGCCGAAGCTACGATTGCCTCCAGGCTACCACTTCGTG 

CCCTCGGATGAGGAGCTCGTCGACTTCTACCTCCGCGGCAAGATCGAGCAACGTAGGCCG 

CCCATGGACTTCATCAACGAGGTTGACATTATGAGCTTCGATCCAGTCAAATTGATCGGT 

AACCAATCTTTTTTATTTCACTTTATTTGTAATATGAAATAATTGATCAACCATTGCACA 

TGTAACCATAATTTACATATATTTACACATCTATGATAATTAAATAACAAACTGTGGTGA 

TATGAGTGCATGCACTGCACATGCATGGGCAATTGCTTGTAGAGAAATACAAGGGTTACG 

GAGAGAATAGATGGTACTTCTTCACAGTGAGGAAACCATCGAAGACGAAGAAAAAGGACG 

AGCCAAATAGGAAGGTGGTGGTGGATGGGGTAGAGGAGGGAAGCTGGAGCGCGACGGGGA 

GCGTGGCATATATCTGTGGGAAGGATCACGAGACTGTCATTGGCACCAAGAGGGTTCTCA 

CCTACAAATCAGCTCGCTCTGCTGAGGAGGACAAGTGGAGCATGCATGAGTATGTCATGT 

TAGATAAATCCCAGGTACTTTATATATGCTTTCGTTATATATTTTATATTCTTTCGTTAT 

ATATTTATAAATAGCACGTATGAAATTTTATACCATATATAGTTTTATTGATATATATGT 

GTTGTTTTATACTGATTGGTATGAATTACCCCTTAAATTTAGGATAAGAGAGCTAGAAAT 

TTCTACGTAGAAAATTCACATATTAATATAGAGAAGTGTAAGTAAAATATACAGGCCGCG 

CATAAATTTGAATTGAGGTGTCATTAATCAGATCTGTTAACATGTAAAATACACACCTAG 

ATCCCTAATATTTGTTTAGAGCTCGGGCAAAGTGCAGATGACGTGTCCTGGGTTGCTTAC 

ATGGTTGTGTCCATGGTGGTGAGAATTTTGCATTTAGCCTCCCTTCCCCACTACAGCTAG 

TATGCCCTAAAATCGACTCTCACCACTCTCAAATCACTGCCTATCAGCTATGTGGGAGAG 

AAAGCAAAGAGATGATGAATAGGGCGACTACGATAGCTAGCGATGGAAGTTCCCCGGGGA 

TGAGATAGACGGCACAATAGCGAGAGGGTGATCCCACAATCATCAACTATCTCCACCACC 

ATAGTTTCCCTTCCTCTTCCACGGGGGCGATGGGAGTCGATTTGAGGGGTGGTAAAGTTT 

ATTTTAGGGCATACTGTGGGTGAGGGGACTAAATACAAAATTATCACCAACGTGATGAGC 

GACCACGTCAGTGCCTGAGCTATGTCATCTACACTGTTAATCAAAGGAAAGAAATTACTT 

GACTATCTATTCCTTTATTGATCAGGAAATAATAATCATGCGGTTGGGATGAAACCTGCT 

ACGAGCTTGTCCAATTCAAATGAAGATTGACATGTATTACTCCATAGATAAATAAGTATC 

CGAGACAATCACAAGAATTTGAATGCAACATTTGTATATGTAACATTTTCTAGAACACGT 

TGGCATATAAGACTGTACCTGCACACAAACCTTATGGAGATGTACTAGCTAGGATGATTG 

CATGCATGCTGTATATGTGAAAATATGAAAATAGGTGATAATATTATTTGGCATCTTATT 

TCTGCATGGAAGTACAAGCTTTAATTAACACAATATTGGTACTGGTACAGCTTAGAATTT 

TAAAGTATGGCATGCTTTGCCTTTATGCAATGCATAATAAGAAGTTTTACTTTTAAAAAT 

AGAACTACATACCTATATAAGTATTCACAATTTAATACAAAGTTTCTGAAATTTAGGTCG 

ATCTACTGATCGACGGGTCCTAGTAGCTAGGATGATGCGTGAATTTATTTAAATATAATA 

TAGCAAAAGCTGTTCAAATTCAAAATATATTTAATTCTAAGATTTATGAATTCCTTTTGA 

TAGTTTCTAATTATAGGATTTCTGAATTCCTTTTCAAAGTTTCAGTCACCCAAATATTGT 

TTTTGTACATGTTCCGAGATTGTGATAAATATATACTACCGTAAGTTGATATATGGAAGT 

GTTATTAATCAACACTTCCAACAATATTTGAGCTTTACATTATCCTAAGCAGTAGTTTAC 

TATCTAGCACAGGGAATTGCACTTATCTAGAATTGCTATATATATTTTGAGACAGATACG 

GAGTCTTCCCTCTGTCCTAAAAAATAAAAAAAACCAGGTTTAAACTTAGCAGAGGAAGTA 

ATTAATAGTGCTCAATTAGAAATAATTAACATTGGCCTACCATACTTTTTTATTAACGTT 

GGCCCTTTCATTCATACTACAAGATCCTGGATACAACTAGGGATACAATGTCGGTAAGCG 

TAAAACGTTTTTTCTCCCCCATTTGTTACTACAATGGCTTTGACTTCTTTCAAAAAGAAA 

AAGCATATATGCACAAATGCCATTGCCAGTAAACATGTAAATGTATTGCCTTGCTACGAC 

CGTGGAACATGACATCCATATAAACCACCAGGCTGGTAGCTTTATATACTACGTAATTAG 

CTCTTAATTATTGCATCAATGGCATGCCATGATCGATTAATATGTTTGCAGATGGATCAA 
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TATGTTCTGTGTGCGATACAGTTGAAGCAGACATACGAGGCTGAAAAGAAGGCCCAGGAG 

GAGGAGGAGAGAGGCGTCAAACGCAAGAGAACGGCAACGAGGAAGAGGAGAAAAGGAGAC 

ATTGATCAAACTACTTCCCAGGAGCAAGAAGATCAGCAGCAGGAGACACCACCACCTGGA 

GATCCTCATGATCAATCCGTTGTAGATGCCCCTTATTATTCCACGCAAATGGCGTTAGGA 

GGAGAAGAAGAAGTTGCGCCAGTTCCATGGTGCGCCGATTGCATGGCGCAACCTGATCGA 

ATCGAATATCCTGCAGTGTGGTACAATCAGCAGGAGCAACAGCCATCGCAGTTAGTTGAT 

CGATCGATGATGACACAAGGCTACATTGGAGATCTTTCTTACATTCAGAATCAATTTGAT 

CAACAGCAGGCACATGATCATGGTAGCATTAATGCATTTGACGAGGCTCTCGACCAATGC 

CATGACACCAATTTCGCATGGGATAATGCTGGTATCTATCCTGGAAATAACTTGCTAGAT 

GGCAACTTGGATGATGATACTCAGGATCAGTTTGGCAATCAATCTACTCTTGGTGCATTA 

ACTGGAGAATTAGAGTATGGCACGGGCTACCAGTTCCATGACGCACTCCAGGCTACGCCA 

GGTTCTGATGATGCATCTGCTCAATCCATGGGAATTCAACCTGCTGCTGGACATTCCATG 

GGAGATGATGATGAGACATGCTGTAATGATGATTTGTCGTCACTCCTTGCTGATATTTCG 

AGAATCTTACTAGATGGCAATGGTGTTATAAACAATGAAGGAAACCCAGAGGGAAGTAAT 

CAGGGCTTGCACATCTGCAAAGATGGACACCAATGGCCGTTAGAAGAGAGCACAATGCCA 

ACGGTTGAGTGTGTTCTGCAGCATCCTGGAGAGTCTGCCTGA 

CDS 

> ONAC111 

ATGACAGCGGAGAGCAATGGCGGCAACAGCTCGGCGGCGGCGACGACGGCGAGCAATGGA 

GGCCGGCGGAGACACGAGCTGGTGCCGAAGCTACGATTGCCTCCAGGCTACCACTTCGTG 

CCCTCGGATGAGGAGCTCGTCGACTTCTACCTCCGCGGCAAGATCGAGCAACGTAGGCCG 

CCCATGGACTTCATCAACGAGGTTGACATTATGAGCTTCGATCCAGTCAAATTGATCGAG 

AAATACAAGGGTTACGGAGAGAATAGATGGTACTTCTTCACAGTGAGGAAACCATCGAAG 

ACGAAGAAAAAGGACGAGCCAAATAGGAAGGTGGTGGTGGATGGGGTAGAGGAGGGAAGC 

TGGAGCGCGACGGGGAGCGTGGCATATATCTGTGGGAAGGATCACGAGACTGTCATTGGC 

ACCAAGAGGGTTCTCACCTACAAATCAGCTCGCTCTGCTGAGGAGGACAAGTGGAGCATG 

CATGAGTATGTCATGTTAGATAAATCCCAGATCCTGGATACAACTAGGGATACAATGTCG 

ATGGATCAATATGTTCTGTGTGCGATACAGTTGAAGCAGACATACGAGGCTGAAAAGAAG 

GCCCAGGAGGAGGAGGAGAGAGGCGTCAAACGCAAGAGAACGGCAACGAGGAAGAGGAGA 

AAAGGAGACATTGATCAAACTACTTCCCAGGAGCAAGAAGATCAGCAGCAGGAGACACCA 

CCACCTGGAGATCCTCATGATCAATCCGTTGTAGATGCCCCTTATTATTCCACGCAAATG 

GCGTTAGGAGGAGAAGAAGAAGTTGCGCCAGTTCCATGGTGCGCCGATTGCATGGCGCAA 

CCTGATCGAATCGAATATCCTGCAGTGTGGTACAATCAGCAGGAGCAACAGCCATCGCAG 

TTAGTTGATCGATCGATGATGACACAAGGCTACATTGGAGATCTTTCTTACATTCAGAAT 

CAATTTGATCAACAGCAGGCACATGATCATGGTAGCATTAATGCATTTGACGAGGCTCTC 

GACCAATGCCATGACACCAATTTCGCATGGGATAATGCTGGTATCTATCCTGGAAATAAC 

TTGCTAGATGGCAACTTGGATGATGATACTCAGGATCAGTTTGGCAATCAATCTACTCTT 

GGTGCATTAACTGGAGAATTAGAGTATGGCACGGGCTACCAGTTCCATGACGCACTCCAG 

GCTACGCCAGGTTCTGATGATGCATCTGCTCAATCCATGGGAATTCAACCTGCTGCTGGA 

CATTCCATGGGAGATGATGATGAGACATGCTGTAATGATGATTTGTCGTCACTCCTTGCT 

GATATTTCGAGAATCTTACTAGATGGCAATGGTGTTATAAACAATGAAGGAAACCCAGAG 

GGAAGTAATCAGGGCTTGCACATCTGCAAAGATGGACACCAATGGCCGTTAGAAGAGAGC 

ACAATGCCAACGGTTGAGTGTGTTCTGCAGCATCCTGGAGAGTCTGCCTGA 
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Protein 

> ONAC111 

MTAESNGGNSSAAATTASNGGRRRHELVPKLRLPPGYHFVPSDEELVDFYLRGKIEQRRP 

PMDFINEVDIMSFDPVKLIEKYKGYGENRWYFFTVRKPSKTKKKDEPNRKVVVDGVEEGS 

WSATGSVAYICGKDHETVIGTKRVLTYKSARSAEEDKWSMHEYVMLDKSQILDTTRDTMS 

MDQYVLCAIQLKQTYEAEKKAQEEEERGVKRKRTATRKRRKGDIDQTTSQEQEDQQQETP 

PPGDPHDQSVVDAPYYSTQMALGGEEEVAPVPWCADCMAQPDRIEYPAVWYNQQEQQPSQ 

LVDRSMMTQGYIGDLSYIQNQFDQQQAHDHGSINAFDEALDQCHDTNFAWDNAGIYPGNN 

LLDGNLDDDTQDQFGNQSTLGALTGELEYGTGYQFHDALQATPGSDDASAQSMGIQPAAG 

HSMGDDDETCCNDDLSSLLADISRILLDGNGVINNEGNPEGSNQGLHICKDGHQWPLEES 

TMPTVECVLQHPGESA* 

 

LOC_Os10g25620 (ONAC112) sequence information 

Genomic sequence length: 2159 nucleotides 

CDS length: 1599 nucleotides 

Protein length: 532 amino acids 

Putative Function: no apical meristem protein, expressed 

Genomic Sequence 

> ONAC112 

ATGGCAGAACTACCACCGGAAGGCCGCGGCGGCGGTGGCAACAACAATGGGAAGTGGAAG 

GGGAAGGAAAAGGTGGTGCCCGAGTACGGCAAGAACCGGCACGGCATGTCCGTCGGCTGG 

TACTTCGTCCCCAAGGATCTGGAGCTCTTTGCCATCCTCAAGTGCAAGCTCGTCCGCGGC 

CAGCTCCCCGGCGCCCTCAACAACGTCTTCGAGCATATCAGGATCCTCGAATTCCACCCC 

GCCCTCCTGCATGGTATGCCTGCTTCACCGCCGCCCATCTACCTCTCTCTTTCTATCCCC 

TTCATCAATAACCGTCCTCTTCTTCTTCTTCTTCTTCTTCTCTGGCGACGACGTATGTAG 

AGATGTACATCAAGAACGAGGAGGATGGGTACATCTACTTCTTCAGCAAGAGGCAGTTCA 

CGACGAAGGCAGGGAACAAGAGGCGGCCGACGCGGGTGACAAAGGGCGGGACGTGGAAGG 

CGTCTGGCGGGAGCAAGACAGTGAGGAGCAAGAAGGTCGGCGGCATCGACGTTGGCCAGA 

AGCTCACCATGGTGTTCTACGAGCGCAGGTTTGAGGGTGACCGGAACCCCATCAAGACCA 

ATTGGGGCATGCATGAGTTCACCAAGATCATTGATGGCACCAAAAACCAGGTAGTCCTTG 

TTTTGATTTACTTCAAATTTAAATTTAAATCAATCTGCATTACATTACAATCTACTCCCT 

CCATATTATAAGTCATTTTGAACTTTTTTTAAGTTGAACTCTCCAAGTTTAACCAAATTT 

ATATAAAAAAATTAACATCTACAATATAAAAAATTAGTTTCATTAAATGTAAACATTAGA 

TATATATTTTGATAATATGTTTGTTTTATGTTAAAATTATTGTTATATTTTGGTTAAACT 
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TAAAAAGTTTTACTTAAAAAAGTCTAAATCGACTTGTATATAATATAAAACAGAGCGAGT 

ATATTTAAACATTATGTTTTGTTCGTCTTGTAATTAACTGATTGATGCTCAAGTGGATTG 

ATAGATTTTTTGTTGTTTGAATTTGAATTTTGGATGCAATTTGTGCTAATTTGGGCTGAT 

CAATTTCTGTGGATTTTGCCAAGCTTGAGGACCTTGCCGTGTACCGCCTGTACAAGATCA 

AAAGGAAGGAGGACGAAGAACCGTCGAACACTGCCGCCGCGGCGTCGAGCACCGACGAGC 

CCTCCACGTCGTCGGCATTGCCACCTCCTACGCCACCGCGGCCATTGCCGGACATGGCCG 

GACCGTCGTCAGCAACGCCGCTACTGCCACTGCAATTGCCGGGCCTGGCCGGGTCGTCGT 

CTGCGATGTCGCTGCCTGCACTGCAGCTGCCGGGCATGGCCGGGTCGTCGTCGGCGATGC 

CGCTACCGCCACTATCGTTGCCGGGCCTGGCTGGAGGGATGATGTCCATGGCGGACCAGG 

CGAACATGGCCTCGACGTCGCAGGCGTCCACACCGTCGTCGGAGCTCCTGCAAGACTGGT 

ACGACGAGTTCGAGATCACGTACGGCGCCGTGGCTCCGCCGTCTCCTAGCACGATCAGCT 

GGGTGGCGCCGCAGAGCTCGCCGACGGGGTGGTGGCCGTCGCCGAACGGCGGGCCGGTGC 

AGCACGACGGCTACCTCGGGATGGCAGCGGATCCAACGTCGTACATGCTGGAAAACCTGT 

TGCCCACCGCGGCGATCCCGCCGGAGCCGATGATGCCGCCGACGAGCTCGCCGGCGCCAC 

CACCAGCCGTCGACCACCACCACCGGCTCTCGCCTCCGCATGACGCCGCCGGCAGCAACT 

ACAACCACCCGGAGCTCGCCGACTACAACGGCGGCGTCCAGGCGCAGCACGAGCATCAGT 

ATCACCCACAGGAGCCGCAGGCATCGCTGGTGGATGCCGAGGACGGCTACAGCGCCATGG 

CCGGTGGCGACGACGCGCAGCTGGGCGGCGCGGAGCTTGACACCGAACGAATCGCCGAAA 

TGGTAAACCATATAATGGATGGCGAATTCGAGTTCAAATTCGAGGACAACACCGTCCTTA 

AGTACAACGAAGTCTTTCCTGACAATGATGAGGTGGTGGCGGCGCCGATGATGATCGACG 

GTGGTAGGGATGGCGATGGCGCAGATGGAGGTGATGGAGACGACCCATTCGACAATTAG 

CDS 

> ONAC112 

ATGGCAGAACTACCACCGGAAGGCCGCGGCGGCGGTGGCAACAACAATGGGAAGTGGAAG 

GGGAAGGAAAAGGTGGTGCCCGAGTACGGCAAGAACCGGCACGGCATGTCCGTCGGCTGG 

TACTTCGTCCCCAAGGATCTGGAGCTCTTTGCCATCCTCAAGTGCAAGCTCGTCCGCGGC 

CAGCTCCCCGGCGCCCTCAACAACGTCTTCGAGCATATCAGGATCCTCGAATTCCACCCC 

GCCCTCCTGCATGAGATGTACATCAAGAACGAGGAGGATGGGTACATCTACTTCTTCAGC 

AAGAGGCAGTTCACGACGAAGGCAGGGAACAAGAGGCGGCCGACGCGGGTGACAAAGGGC 

GGGACGTGGAAGGCGTCTGGCGGGAGCAAGACAGTGAGGAGCAAGAAGGTCGGCGGCATC 

GACGTTGGCCAGAAGCTCACCATGGTGTTCTACGAGCGCAGGTTTGAGGGTGACCGGAAC 

CCCATCAAGACCAATTGGGGCATGCATGAGTTCACCAAGATCATTGATGGCACCAAAAAC 

CAGCTTGAGGACCTTGCCGTGTACCGCCTGTACAAGATCAAAAGGAAGGAGGACGAAGAA 

CCGTCGAACACTGCCGCCGCGGCGTCGAGCACCGACGAGCCCTCCACGTCGTCGGCATTG 

CCACCTCCTACGCCACCGCGGCCATTGCCGGACATGGCCGGACCGTCGTCAGCAACGCCG 

CTACTGCCACTGCAATTGCCGGGCCTGGCCGGGTCGTCGTCTGCGATGTCGCTGCCTGCA 

CTGCAGCTGCCGGGCATGGCCGGGTCGTCGTCGGCGATGCCGCTACCGCCACTATCGTTG 

CCGGGCCTGGCTGGAGGGATGATGTCCATGGCGGACCAGGCGAACATGGCCTCGACGTCG 

CAGGCGTCCACACCGTCGTCGGAGCTCCTGCAAGACTGGTACGACGAGTTCGAGATCACG 

TACGGCGCCGTGGCTCCGCCGTCTCCTAGCACGATCAGCTGGGTGGCGCCGCAGAGCTCG 

CCGACGGGGTGGTGGCCGTCGCCGAACGGCGGGCCGGTGCAGCACGACGGCTACCTCGGG 

ATGGCAGCGGATCCAACGTCGTACATGCTGGAAAACCTGTTGCCCACCGCGGCGATCCCG 

CCGGAGCCGATGATGCCGCCGACGAGCTCGCCGGCGCCACCACCAGCCGTCGACCACCAC 

CACCGGCTCTCGCCTCCGCATGACGCCGCCGGCAGCAACTACAACCACCCGGAGCTCGCC 
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GACTACAACGGCGGCGTCCAGGCGCAGCACGAGCATCAGTATCACCCACAGGAGCCGCAG 

GCATCGCTGGTGGATGCCGAGGACGGCTACAGCGCCATGGCCGGTGGCGACGACGCGCAG 

CTGGGCGGCGCGGAGCTTGACACCGAACGAATCGCCGAAATGGTAAACCATATAATGGAT 

GGCGAATTCGAGTTCAAATTCGAGGACAACACCGTCCTTAAGTACAACGAAGTCTTTCCT 

GACAATGATGAGGTGGTGGCGGCGCCGATGATGATCGACGGTGGTAGGGATGGCGATGGC 

GCAGATGGAGGTGATGGAGACGACCCATTCGACAATTAG 
 

Protein 

> ONAC112 

MAELPPEGRGGGGNNNGKWKGKEKVVPEYGKNRHGMSVGWYFVPKDLELFAILKCKLVRG 

QLPGALNNVFEHIRILEFHPALLHEMYIKNEEDGYIYFFSKRQFTTKAGNKRRPTRVTKG 

GTWKASGGSKTVRSKKVGGIDVGQKLTMVFYERRFEGDRNPIKTNWGMHEFTKIIDGTKN 

QLEDLAVYRLYKIKRKEDEEPSNTAAAASSTDEPSTSSALPPPTPPRPLPDMAGPSSATP 

LLPLQLPGLAGSSSAMSLPALQLPGMAGSSSAMPLPPLSLPGLAGGMMSMADQANMASTS 

QASTPSSELLQDWYDEFEITYGAVAPPSPSTISWVAPQSSPTGWWPSPNGGPVQHDGYLG 

MAADPTSYMLENLLPTAAIPPEPMMPPTSSPAPPPAVDHHHRLSPPHDAAGSNYNHPELA 

DYNGGVQAQHEHQYHPQEPQASLVDAEDGYSAMAGGDDAQLGGAELDTERIAEMVNHIMD 

GEFEFKFEDNTVLKYNEVFPDNDEVVAAPMMIDGGRDGDGADGGDGDDPFDN* 

 

LOC_Os10g25630 (ONAC113) sequence information 

Genomic sequence length: 1143 nucleotides 

CDS length: 780 nucleotides 

Protein length: 259 amino acids 

Putative Function: no apical meristem protein, putative, expressed 

Genomic Sequence 

> ONAC113 

ATGGAGGCAGTATTCATGTTCAAGCGGATTGATCGAATTCCATTCTTTGAATTTGAATTT 

CGGATGCAATTTGTGCTAATTTGGCTTGATAACTTAATTATGTGGATTTTGGCCAAGCTT 

GAGGACCTTGCCGTGTACCGCGTGTACAAGATCAGAAGGAAGGAGGACACAGAGCCGGTG 

AACGCCGCCGCCGCGGTGTCGAGCACGGACGAGCCCTCCACGCCGGCGGCACTGCCACTG 

CCTACGCCACCGCCACGGCCATTGCCGGACATGGCCGGATCGTCATCGGCAACGTCGCTA 

CTGCCACTGCAATTTCCAGGCTTGGCTGGGTCGTCGTCGACGATGCCGCTGGCACTGCCA 

CTGCAGCTGCCTGGCCTGCCCAGGTCGTCGTCGGTGATGTCGCTGCCGGGCTTGGCTGGA 
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GAGATGACGTCCATGGGCCATGGCGAAACAGGCGAACATGGCCTCGACGTCACAGGCATC 

AACACCGTCGTCGGAGCTCCCACAAGACTGGTACGACGAGTACGAGGTCGCGTACGGTGC 

CGTGGCGCCGCCGGCTCCTAGCACGATCAGCTGGGCGGCGCTGCCGAGCTCGCCGACGGC 

GTGGTGGCCGCCATCGAACGGCGGGCCGATGCAGCACGACGGCTACCTCGGGATGGCGGA 

TCCTGCGTCGTACACGTTGGAACACCTGTTGCCCACCGCGGCGATCCCGCCAAAGCCGAT 

GGCGCCGCCGAAGAGCTCGCCGGCGCCACCACCAGCCGTCGGCCACCACCGGCTCTCGCC 

TCCGCATGACGCCGCCGGCAACTACGACCACCTGGAGCTCGCCAACTACGGCGGCGTCCG 

GCGCAGCACGAGCATCATCATCATCATCCACAGGAGCTTACGGATGGCACGGACGGCGAC 

GGTGCCATGGCCGACGGCGACACACAGCTAGACGCCGCCGCCGCCGCCGCGGAGTTTGAT 

TCCGAACGAGTAGCCGAAATAGTATCCCAAATAATGGACGGTGAATTCGAGTTTAAATTC 

GACGACGACACCATTGTTAGCTTCAACGAGGTGGTGGCGGCGCCGATGTTGATCGACGGC 

GATGGGGACGGCGACGGCGATGGTGCAGATGGAGGTGTTGGAGATGATCCATTCGAGAAT 

TAG 

CDS 

> ONAC113 

ATGGAGGCAGTATTCATGTTCAAGCGGATTGATCGAATTCCATTCTTTGAATTTGAATTT 

CGGATGCAATTTGTGCTAATTTGGCTTGATAACTTAATTATGTGGATTTTGGCCAAGCTT 

GAGGACCTTGCCGTGTACCGCGTGTACAAGATCAGAAGGAAGGAGGACACAGAGCCGGTG 

AACGCCGCCGCCGCGGTGTCGAGCACGGACGAGCCCTCCACGCCGGCGGCACTGCCACTG 

CCTACGCCACCGCCACGGCCATTGCCGGACATGGCCGGATCGTCATCGGCAACGTCGCTA 

CTGCCACTGCAATTTCCAGGCTTGGCTGGGTCGTCGTCGACGATGCCGCTGGCACTGCCA 

CTGCAGCTGCCTGGCCTGCCCAGGTCGTCGTCGGTGATGTCGCTGCCGGGCTTGGCTGGA 

GAGATGACGTCCATGGGCCATGGCGAAACAGGCGAACATGGCCTCGACGTCACAGGCATC 

AACACCGTCGTCGGAGCTCCCACAAGACTGGAGCTTACGGATGGCACGGACGGCGACGGT 

GCCATGGCCGACGGCGACACACAGCTAGACGCCGCCGCCGCCGCCGCGGAGTTTGATTCC 

GAACGAGTAGCCGAAATAGTATCCCAAATAATGGACGGTGAATTCGAGTTTAAATTCGAC 

GACGACACCATTGTTAGCTTCAACGAGGTGGTGGCGGCGCCGATGTTGATCGACGGCGAT 

GGGGACGGCGACGGCGATGGTGCAGATGGAGGTGTTGGAGATGATCCATTCGAGAATTAG 

Protein 

> ONAC113 

MEAVFMFKRIDRIPFFEFEFRMQFVLIWLDNLIMWILAKLEDLAVYRVYKIRRKEDTEPV 

NAAAAVSSTDEPSTPAALPLPTPPPRPLPDMAGSSSATSLLPLQFPGLAGSSSTMPLALP 

LQLPGLPRSSSVMSLPGLAGEMTSMGHGETGEHGLDVTGINTVVGAPTRLELTDGTDGDG 

AMADGDTQLDAAAAAAEFDSERVAEIVSQIMDGEFEFKFDDDTIVSFNEVVAAPMLIDGD 

GDGDGDGADGGVGDDPFEN* 



S241 

 

 

LOC_Os10g25640 (ONAC114) sequence information 

Genomic sequence length: 1369 nucleotides 

CDS length: 588 nucleotides 

Protein length: 195 amino acids 

Putative Function: no apical meristem protein, putative 

Genomic Sequence 

> ONAC114 

ATGGAGGGAGTAGATCGTATTGGCTGGAACTTGGGCTTGGGCTTCCTTAGGAAAGGTTGG 

AAATAAACACACATGGTCAAAACGATCGTTTCCATTATCGTACGTATTGGCTGCTACACT 

CCTGAACAGACTCAGAGACGGAGCAACGGCTACCGTTGAAACAGACCCGGGAACAACGTA 

CGAAGACCCCTACAAGGAATTTTTGTAATCTAGCTACTAATGGTAAGCAGTAAAAAAAAC 

AATCAAAAACGGCTTAGAGTCGGCCGACGGACAACTAAAACCAAACTGAACTAGGACAAG 

GGCATATTCCTACTCCTACTCCCCTTCAATTTCCCCCAAATTGAATTCGAATCAAACGAC 

CGCCTCACTCCCACAAAAAAAAAGACATCTCATGCCACCCCAAAAATACACAGCCCTCAC 

CACGCCACGCGCGAGCACCGCGACCGATCATGACTCAGCTAACTCTATCTCTCTCTCTCT 

CAACCTAACTAATCCTCTCTCTATCCCTCTCCCGATTGACTACAACTCCGACCAACTAGT 

TATCATTAGCCATGGGCAGAACGGCCGCCGGTGCATGGGGACAGCGGCGGCAGCGGTGGA 

AGCAACAGCAACGATGGGAAGTGGAAGGGGAAGGAGAAGGTGGTGCCGGAGTACGGCAAG 

AACCGGCACGGCATGCCTGTCGGCTTCTACTTCGTCCCCAAGGACCTGGAGCTCCTCGCC 

ATCCTCATGTGCAAGCTCGTCCGAGGCAAGGTCCCCGGCGCCCTCAACAACGTCTTCAAG 

CATATCAGGATATTGAATTCCACCCCGCCCTCCTCCATGGTACGCCCACTTCGCTGCCAC 

CTTCTCTCTACTTTTCTCTTGTTGTTTCCTTCATCATCAATATTTTAAATAGTGAGCTAA 

GACATTTAGCGGTTGGGTTTCTTAAATAACTATATCTATAGTGGGTTAAATGGAGCTATT 

ATAGTTAAATTGTATATGAAAGCAAATAGTTGGACCCTTCTTAAACATTTATAACTGAAG 

AATAGCAACAGCTATAGCTGAGGATTTAAAACCATGTTCATCAACATCTTCTTCTCTGGC 

AATGGCGTGTGCAGAGACGTATATCGAGACTATGGAGGACGGGTACATCTATTTCTTTAG 

CAAGAGGCAATTCGCAACGAAGGCTAGGAACAAGAGGCGGCCGATGAGGGTGGCAGACGG 

CGGGACGTGGAAGGCGTCCGGTGGGAGCAAGAAGGTCGGTGGCATCGATGTCAGTCAGAA 

GTTCACCATGGTGTTCTACGAGCGTAGGTTTGAGGGCGACCGAAATCCCGTCAAGACCAA 

CTGGGGCATGCACGAGTTCACCAAGATCATTCCTGGCACCAAAAACTAG 

CDS 

> ONAC114 
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ATGGAGGGAGTAGATCGTATTGGCTGGAACTTGGGCTTGGGCTTCCTTAGGAAAGAACGG 

CCGCCGGTGCATGGGGACAGCGGCGGCAGCGGTGGAAGCAACAGCAACGATGGGAAGTGG 

AAGGGGAAGGAGAAGGTGGTGCCGGAGTACGGCAAGAACCGGCACGGCATGCCTGTCGGC 

TTCTACTTCGTCCCCAAGGACCTGGAGCTCCTCGCCATCCTCATGTGCAAGCTCGTCCGA 

GGCAAGGTCCCCGGCGCCCTCAACAACGTCTTCAAGCATATCAGGATATTGAATTCCACC 

CCGCCCTCCTCCATGACGTATATCGAGACTATGGAGGACGGGTACATCTATTTCTTTAGC 

AAGAGGCAATTCGCAACGAAGGCTAGGAACAAGAGGCGGCCGATGAGGGTGGCAGACGGC 

GGGACGTGGAAGGCGTCCGGTGGGAGCAAGAAGGTCGGTGGCATCGATGTCAGTCAGAAG 

TTCACCATGGTGTTCTACGAGCGTAGGTTTGAGGGCGACCGAAATCCCGTCAAGACCAAC 

TGGGGCATGCACGAGTTCACCAAGATCATTCCTGGCACCAAAAACTAG 

Protein 

> ONAC114 

MEGVDRIGWNLGLGFLRKERPPVHGDSGGSGGSNSNDGKWKGKEKVVPEYGKNRHGMPVG 

FYFVPKDLELLAILMCKLVRGKVPGALNNVFKHIRILNSTPPSSMTYIETMEDGYIYFFS 

KRQFATKARNKRRPMRVADGGTWKASGGSKKVGGIDVSQKFTMVFYERRFEGDRNPVKTN 

WGMHEFTKIIPGTKN* 

 

LOC_Os10g26240 (ONAC115) sequence information 

Genomic sequence length: 623 nucleotides 

CDS length: 519 nucleotides 

Protein length: 172 amino acids 

Putative Function: no apical meristem protein, putative 

Genomic Sequence 

> ONAC115 

ATGGGAAGTGGAAGGGGAAGGAGAAGGTGGTGCCCAAGCACGGCAAGAACCGGCACGGCA 

TGCTTGTCGGCTGCTACTTCGTCCCCAAGGACCCTGGAGCTCTTCGCCATCCTCAGGTGC 

AAGCTCGTATGCGGCCAGCTCCCCGGTGCCCTCAACAACGTCTTCGAGCATATCAGGATC 

CTCGAATTCCACCCCGCCCTCCTCCATGGTATGCCCGCTTCGCCGCCCCCTCTCTACCTC 

TCTCTTTCTGTCCCCTTCATCAATCACCGTCCTCCTCCTCCTCTTCTTCTTCTCCGGTGA 

TGACATGTGTAGAGACGTACATCGGGAAAGAGGAGGATGGGTACATCTACTTCTTCAACA 

GGTGGCAGTTCGCGACGAAGGCAGGGAACAAGAGGCGGCCGACACAGGTGGCGAAGGGCG 

GGACGTGGAAGGCGTCTAGTGGGAGCAAGACGGTGAGGAGCAAGAAGGTCGGCGGCATCG 

ACATCGGCCAGAAGCTCACCATGATGTTCTACGAGCGCAGGTTCGAGGGTGACCGGAACC 
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CCATCAAGACCAATTGGGGCATGCACGAGTTCACCAAGATCATTGATGACTCCAAAAACC 

AAAAACCAGGTAGTCCTTGTTAA 

CDS 

> ONAC115 

ATGGGAAGTGGAAGGGGAAGGAGAAGGTGGTGCCCAAGCACGGCAAGAACCGGCACGGCA 

TGCTTGTCGGCTGCTACTTCGTCCCCAAGGACCCTGGAGCTCTTCGCCATCCTCAGGTGC 

AAGCTCGTATGCGGCCAGCTCCCCGGTGCCCTCAACAACGTCTTCGAGCATATCAGGATC 

CTCGAATTCCACCCCGCCCTCCTCCATGAGACGTACATCGGGAAAGAGGAGGATGGGTAC 

ATCTACTTCTTCAACAGGTGGCAGTTCGCGACGAAGGCAGGGAACAAGAGGCGGCCGACA 

CAGGTGGCGAAGGGCGGGACGTGGAAGGCGTCTAGTGGGAGCAAGACGGTGAGGAGCAAG 

AAGGTCGGCGGCATCGACATCGGCCAGAAGCTCACCATGATGTTCTACGAGCGCAGGTTC 

GAGGGTGACCGGAACCCCATCAAGACCAATTGGGGCATGCACGAGTTCACCAAGATCATT 

GATGACTCCAAAAACCAAAAACCAGGTAGTCCTTGTTAA 

Protein 

> ONAC115 

MGSGRGRRRWCPSTARTGTACLSAATSSPRTLELFAILRCKLVCGQLPGALNNVFEHIRI 

LEFHPALLHETYIGKEEDGYIYFFNRWQFATKAGNKRRPTQVAKGGTWKASSGSKTVRSK 

KVGGIDIGQKLTMMFYERRFEGDRNPIKTNWGMHEFTKIIDDSKNQKPGSPC* 

 

LOC_Os10g26250 (ONAC116) sequence information 

Genomic sequence length: 815 nucleotides 

CDS length: 549 nucleotides 

Protein length: 182 amino acids 

Putative Function: no apical meristem protein, putative 

Genomic Sequence 

> ONAC116 

ATGGCGGACCAGGCGAACATGGCCTCGACGTCGCAGGCGTCCACACCGTCGTCGGAGCTC 

CTGCAAGACTGGTACGACGAGTTCGAGATCACGTACGGCGCCGTGACGCCGCCGTCTCCT 

AGCACGATCAGCTGGGAGGCGCCGCAGAGCTCGCCGATGGGGTGGTGGCCGTCACCGAAC 

GGCGGGCTGGTGCAGCACGACGGCTACCTCAGGATGGCGGCGGATCCAACGTGGTACATG 

CTAGAACACCTGTTGCCCACCGCGGCGATCCCGCCGGAACCGATGACGCCGAAGAAGAGC 
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TCGCCGGCGCCACCACCAGCCGTCGACCACCACCACCGGCTCTCGCCTCCGCATGACGCC 

GCCGGCTACAACGGCGGCATCCAGGCGCAGCACGAGAATCAGCATCATCCGCAGGAGCCG 

CAGCCGGCATTGCTGGTGGATGGCGAGGACGGCTACGGCGCCATGGCCGACAGCAACGAC 

ACACAGCTGGGCGGCACGGAGTTTGACACCGAACGAATCGCCGAAATGGTAAAAGTTCAA 

ATTCGAGGATAACACCGTCCTTAAGTACAACGAAGTCTTTCCTGACGACGACGAGGTGGT 

GGCGGCGCCGATGATGATCGACAGCGGTGCGATGGTGCAGAGGGATGTGATGGAGACGAC 

CCATTCGACAATTAGGGCCCTCGTTCGAAAACCGCTGGAATTTCAAGTTTCCCTGGCTAT 

AAATTCTTTGTCTTCAAATTTTACTCGATTTTGTAAGTTAATGTTCATATTTACTATTTG 

CTCCATGTTTTTAGTTTCGTATAGACCTTTGGTAA 

CDS 

> ONAC116 

ATGGCGGACCAGGCGAACATGGCCTCGACGTCGCAGGCGTCCACACCGTCGTCGGAGCTC 

CTGCAAGACTGGTACGACGAGTTCGAGATCACGTACGGCGCCGTGACGCCGCCGTCTCCT 

AGCACGATCAGCTGGGAGGCGCCGCAGAGCTCGCCGATGGGGTGGTGGCCGTCACCGAAC 

GGCGGGCTGGTGCAGCACGACGGCTACCTCAGGATGGCGGCGGATCCAACGTGGTACATG 

CTAGAACACCTGTTGCCCACCGCGGCGATCCCGCCGGAACCGATGACGCCGAAGAAGAGC 

TCGCCGGCGCCACCACCAGCCGTCGACCACCACCACCGGCTCTCGCCTCCGCATGACGCC 

GCCGGCTACAACGGCGGCATCCAGGCGCAGCACGAGAATCAGCATCATCCGCAGGAGCCG 

CAGCCGGCATTGCTGGTGGATGGCGAGGACGGCTACGGCGCCATGGCCGACAGCAACGAC 

ACACAGCTGGGCGGCACGGAGTTTGACACCGAACGAATCGCCGAAATGTTTCGTATAGAC 

CTTTGGTAA 

Protein 

> ONAC116 

MADQANMASTSQASTPSSELLQDWYDEFEITYGAVTPPSPSTISWEAPQSSPMGWWPSPN 

GGLVQHDGYLRMAADPTWYMLEHLLPTAAIPPEPMTPKKSSPAPPPAVDHHHRLSPPHDA 

AGYNGGIQAQHENQHHPQEPQPALLVDGEDGYGAMADSNDTQLGGTEFDTERIAEMFRID 

LW* 

 

LOC_Os10g26270 (ONAC117) sequence information 

Genomic sequence length: 1980 nucleotides 

CDS length: 1245 nucleotides 

Protein length: 414 amino acids 

Putative Function: no apical meristem protein 
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Genomic Sequence 

> ONAC117 

ATGGCGTGTGCAGAGACGTATATCGAGAACATGGAGGACAGATGCATCTACTTCTTTAGC 

AGGAGGCTATTCGCAGCGAAGGCTAGGAACAAGAGGCAGCCGATGAGGGTGGCAAACGGT 

GGGACGTGGAAGGCATCTGGTGGGAGCAAGACGGTGAGGAGCAAGAAGGTTGGCGGCATC 

GATGTTGGTCAGAAGCTCACCATGGTGTTCTACGAGCGTAGGTTCGAGGGCGACCAAAAC 

CCTGTCAAGACCAACTGGGCCATGCACGAGTACACCAAGATCATTCCTAGCTCCAAAAAC 

CAGGTAGTACTTGGTAATTTATATTTAAATTCAAATCAGTCCGCAAATACATTACATTAC 

GATCTATATCTAAATAGGGTGTAGCTATATTTATGGCGTCATACTTTTTATAAAAAAATA 

GTCGGCATGTATTTATATTGTAAGTTCATAAATTACATATGTAATTTTAGTGTATTTACA 

ATGTAAGTCTCAAAATTACATATGTAAGTACTAAAATTACATATGTAAATTCGAAAATTA 

CATACTAATTGCATATGTAAGTGGGGTGTAAATGAGGTGTAACTACTGTGTAAGTGGCTG 

AAAAAAATCGACTATATTTCTAGCAACTCCGTCTAAATATTGTGTTTTGTCTTGTAATTA 

ACATTCCATTATACGGCCTCCATTACATATTATAAGTCGATTTGACTTTTTCATAGTTAA 

ACTTCAAGTTTATAGACAAATATAATAACATCTAAAACATCAAACTAGTTTCATTAAATC 

TAACATTAAATATATTTTGATAATATATATATTTTTGAAATACTACCATATTTTTTCTAT 

AAATTTATTTAGTCAAACATTAAACTGAAAAAAGTTTAAATTAGAAAAAAATTAAAATGA 

CTTATAATATAAAACGTATAAAATGGAGGGAGTATTCATGATCAAGCGGATTGATCGAAT 

TCAATTTGTGCTAATTTGGCTTGATAAATTAATTTTGTGGATTTTGGACAAGCTTGAGGA 

CCTTGCCGTGTACCGCCTGTACAAGATCAGAAGGAAGGAGGACACAGAGCCGGTGAACGC 

TGCCGCCGCGGCGTCGAGCACGGACAAGCCCTCCACGCCGGAGGCACTGCCACCGCCTAC 

GCCACCGCCACGGCCATTGCTGAACATGGCCGGATCATCGTCGGCAACGTCGCTACTGCC 

ACCGCAATTGCCAGGCCTGGCTGGGTCGTCGTCGACGATGCCGCTGGCACTGCCACTGCA 

GCTGCCTGGCCTGCCCGGGTCGTCGGCGGCGATGTCGCTCTGCCGGGCTTGGCTGGAGAG 

ATGACGTCCATGGCGGACCAGGCGAACATGGCCTCGACGTCACAGGCGTCAGCACCGTCG 

TCGGAGCTCCCGCAGGACTGGTACGACGAGTACGAGGTCGCGTACGGTGCCGCGGCGCCG 

CCGTCTCCTAGCACGATCAGCTGCGCGGCGCTGCCGAGCTCGCCGACGGCGTGGTGGCCG 

TCATCGATCGGCGGGCCGGTGCAGCACGACGGCTACCTCGGGATGGCGGATCCTGCGTCG 

TGTAATACGTTGGAACACCTGTTGCCCAGCGCGGCGATCCCACCAGAGCCAATGGCGCCG 

CCGAAGAACTCGCCGGCGGCGCCACCACCGGCCGACGCCGGCGGCAACTACGACCACCCG 

GAGCTCGCCGACTACGGCGGCGGCGTCCAGGCGCAGCACGAGCATCATCAGCCGCAGGAG 

CTGACGGATGGCGCGGACGGCGACGCACAGCTAGAGCTAGGCGCCGCGGAGTTTGATTCC 

GAACGAGTAGCCGAAATGATATCCCAAATAATGGATGGTGAATTCGTGTTTAAATTTGAG 

GACGACACCATTGTTAGCTTCAACGAGGTGGCGGCGGCGCCGATGTTGATCGACGGCGGT 

GGGGACGGCGACGGCGATGGTGCAGATGGAGGTGTCGGAGATGATCCATTCGATAATTAG 

CDS 

> ONAC117 

ATGGCGTGTGCAGAGACGTATATCGAGAACATGGAGGACAGATGCATCTACTTCTTTAGC 

AGGAGGCTATTCGCAGCGAAGGCTAGGAACAAGAGGCAGCCGATGAGGGTGGCAAACGGT 

GGGACGTGGAAGGCATCTGGTGGGAGCAAGACGGTGAGGAGCAAGAAGGTTGGCGGCATC 

GATGTTGGTCAGAAGCTCACCATGGTGTTCTACGAGCGTAGGTTCGAGGGCGACCAAAAC 

CCTGTCAAGACCAACTGGGCCATGCACGAGTACACCAAGATCATTCCTAGCTCCAAAAAC 

CAGTGTATTTACAATAAGGAAGGAGGACACAGAGCCGGTGAACGCTGCCGCCGCGGCGTC 
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GAGCACGGACAAGCCCTCCACGCCGGAGGCACTGCCACCGCCTACGCCACCGCCACGGCC 

ATTGCTGAACATGGCCGGATCATCGTCGGCAACGTCGCTACTGCCACCGCAATTGCCAGG 

CCTGGCTGGGTCGTCGTCGACGATGCCGCTGGCACTGCCACTGCAGCTGCCTGGCCTGCC 

CGGGTCGTCGGCGGCGATGTCGCTCTGCCGGGCTTGGCTGGAGAGATGACGTCCATGGCG 

GACCAGGCGAACATGGCCTCGACGTCACAGGCGTCAGCACCGTCGTCGGAGCTCCCGCAG 

GACTGGTACGACGAGTACGAGGTCGCGTACGGTGCCGCGGCGCCGCCGTCTCCTAGCACG 

ATCAGCTGCGCGGCGCTGCCGAGCTCGCCGACGGCGTGGTGGCCGTCATCGATCGGCGGG 

CCGGTGCAGCACGACGGCTACCTCGGGATGGCGGATCCTGCGTCGTGTAATACGTTGGAA 

CACCTGTTGCCCAGCGCGGCGATCCCACCAGAGCCAATGGCGCCGCCGAAGAACTCGCCG 

GCGGCGCCACCACCGGCCGACGCCGGCGGCAACTACGACCACCCGGAGCTCGCCGACTAC 

GGCGGCGGCGTCCAGGCGCAGCACGAGCATCATCAGCCGCAGGAGCTGACGGATGGCGCG 

GACGGCGACGCACAGCTAGAGCTAGGCGCCGCGGAGTTTGATTCCGAACGAGTAGCCGAA 

ATGATATCCCAAATAATGGATGGTGAATTCGTGTTTAAATTTGAGGACGACACCATTGTT 

AGCTTCAACGAGGTGGCGGCGGCGCCGATGTTGATCGACGGCGGTGGGGACGGCGACGGC 

GATGGTGCAGATGGAGGTGTCGGAGATGATCCATTCGATAATTAG 

Protein 

> ONAC117 

MACAETYIENMEDRCIYFFSRRLFAAKARNKRQPMRVANGGTWKASGGSKTVRSKKVGGI 

DVGQKLTMVFYERRFEGDQNPVKTNWAMHEYTKIIPSSKNQCIYNKEGGHRAGERCRRGV 

EHGQALHAGGTATAYATATAIAEHGRIIVGNVATATAIARPGWVVVDDAAGTATAAAWPA 

RVVGGDVALPGLAGEMTSMADQANMASTSQASAPSSELPQDWYDEYEVAYGAAAPPSPST 

ISCAALPSSPTAWWPSSIGGPVQHDGYLGMADPASCNTLEHLLPSAAIPPEPMAPPKNSP 

AAPPPADAGGNYDHPELADYGGGVQAQHEHHQPQELTDGADGDAQLELGAAEFDSERVAE 

MISQIMDGEFVFKFEDDTIVSFNEVAAAPMLIDGGGDGDGDGADGGVGDDPFDN* 

 

LOC_Os10g27360 (ONAC118) sequence information 

Genomic sequence length: 1978 nucleotides 

CDS length: 1266 nucleotides 

Protein length: 421 amino acids 

Putative Function: no apical meristem protein, putative, expressed 

Genomic Sequence 

> ONAC118 

GAGCACATAGCACGCGCGCACTCGTCTCGCCGCGTCCACACCCATCGGCTCCAACACCGA 
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CGAGTAGCTCGGTCGCCGGGGCCGCCGCCGCGCGCGCGCGCCACCGTGTCGCGACTTCCT 

CCGTGACCGGGCCGATCGATCGCGAGGCGCGGCGCGGCGAGGCCGGCATGGCGGCACCGG 

GAGATGGGGAAGAGAAGAAGGCCGGGAGCGGGAGGAACAAGCACGGGTTCCCGCGCGGCT 

TCCGCTTCGTGCCCCGGGACCAGGAGCTCCTCGACATCCTCGACGACAAGCTCCGCGGCG 

CCCCGCTCGACCGCGCGCTCGACGCCGTCTTCCACGACACGCGGATCCTCGACTTCCACC 

CCGCCAAGCTCTACGGTAGCCACCGCCTCTCGATCCCTCTCCCCCTCTCTCTCTCTCTCT 

CCTTCTTCTTCTTCTCCGGCGACGGGCTGGGTGGGTGCTCTTGGGGATTTGATTTTGACT 

CGGGTGGATTGGACTGGTTTGGGGCGACGCAGGGATGTACGCGGAGGACGAGGAGAACGG 

CTACATCTACTTCTTCAGCACGATAGAGTTCAAGGCAGCCAAGCCCAAGCAGAAGAAGTG 

GCCGCGGCGCGCGGCGCAGGGCGGACGGTGGAAGGCCGTCCTCGGCTCCAGCCAGATGGT 

GGAGGTTGGCGGCGTCCCCGTCGGCCGGAAGCTCTCCATGGAGTTCTACGTCAAGGGGGT 

CAGGACCAACTGGGGCATGCACGAGTTCGTCAGGATCATCGGCCCCAACATCGAGGTAAA 

CTCCCCATGTTGTATCTCCTTGTGATGATCGAATTCATTTGGTCTGATTTGGATGCAATT 

TGTGCGATCTTGAGTTCTTGACTCGTACAATTTTTTCTCTGAACTTTCGTTTCGCCAAGG 

TTGCGGATCTTGCCGTGTACCGCCTACACAAGCTATGGACGAACGGCGAGGAGAAGCCGG 

GAGACCTCGCCGCGGACGTTGCCAAGAGCACGAACCAGAGTGGACAAGCGTCGGCGGCGG 

ACTACTACCAGACTTACCAGAACGCGGTCTCTCAGGCGTATGCGTATGCGCCGCCGTACG 

TCCTCCAGCCAGGATGGAGCCAAGGGTACCCCTACGATGTCGCGGCGGCGCCACCGACCG 

CGCCCTGGCCTGTCTGTTGGGCGCCGCCGTCCGCGCCGGGATCCTATGACTGCTGCTACG 

CGTCCACGTTTTCAAGGCCGCCGCCGCCACCACCAATTGCTGCGAGCACGCTGGACAAGG 

CGCCGATAACCAGTACCGACCACGGCGCATCAACGAACACTTCGGCGGCGACACCCGTGG 

CGAACAACAAGCCGCCGCCGCCACCAGTTGCTGCGACAGCGACCACGCTGGGCAAGAAGG 

GGGAGGGCAAGGGCAAGGCGCCGACGACCACCAGTACCGATCACGCCGGATCAACGAACA 

CCTCGGCGCCACCCGCCGCGAACTACCAGCCGCCGCCGACGACGACTACGCCGCCGCTGC 

AGGGCACGCAGCACGTCTTCGCACCCGGCGTCGTCGTCGGGCATGAGGACGAGGAGGGCT 

ACCTCATCGTCGACGAGGTCAACACGTGGCGCAACACGCAGCAGCTCGTGCTCGAGGATG 

ACGACGACGACGACGACGGCCGTGCCGCCGGCGCCGGTGCAGGTGAGGGTGGCGCTTCAG 

CCTCAGGGCGGTGACAGTCTGACATCAGCAGATTAAGAGAGACCCTGAGGCGTATCAGTT 

AATCATGCGTGTAGTTACTAGTTAGGCTCCGATTTGAGCATTGGAATTTCCAGATTTCCC 

GACTGCTTAGCTTGGTTTTGATCTGCCCGACAAATTTCCGCCAAATTCGTAGTGTTCAAC 

TGATCAACTTCATGCTCTTTCTGTCCGTTGGTTATTACTTTACTTGTTCTACGTGAGATT 

GCAATTCTGATCTGCAACTGCTTGTAATCTGGATGATCAATAGCTGCTTCCCTGCTTT 

CDS 

> ONAC118 

ATGGCGGCACCGGGAGATGGGGAAGAGAAGAAGGCCGGGAGCGGGAGGAACAAGCACGGG 

TTCCCGCGCGGCTTCCGCTTCGTGCCCCGGGACCAGGAGCTCCTCGACATCCTCGACGAC 

AAGCTCCGCGGCGCCCCGCTCGACCGCGCGCTCGACGCCGTCTTCCACGACACGCGGATC 

CTCGACTTCCACCCCGCCAAGCTCTACGGGATGTACGCGGAGGACGAGGAGAACGGCTAC 

ATCTACTTCTTCAGCACGATAGAGTTCAAGGCAGCCAAGCCCAAGCAGAAGAAGTGGCCG 

CGGCGCGCGGCGCAGGGCGGACGGTGGAAGGCCGTCCTCGGCTCCAGCCAGATGGTGGAG 

GTTGGCGGCGTCCCCGTCGGCCGGAAGCTCTCCATGGAGTTCTACGTCAAGGGGGTCAGG 

ACCAACTGGGGCATGCACGAGTTCGTCAGGATCATCGGCCCCAACATCGAGGTTGCGGAT 

CTTGCCGTGTACCGCCTACACAAGCTATGGACGAACGGCGAGGAGAAGCCGGGAGACCTC 

GCCGCGGACGTTGCCAAGAGCACGAACCAGAGTGGACAAGCGTCGGCGGCGGACTACTAC 
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CAGACTTACCAGAACGCGGTCTCTCAGGCGTATGCGTATGCGCCGCCGTACGTCCTCCAG 

CCAGGATGGAGCCAAGGGTACCCCTACGATGTCGCGGCGGCGCCACCGACCGCGCCCTGG 

CCTGTCTGTTGGGCGCCGCCGTCCGCGCCGGGATCCTATGACTGCTGCTACGCGTCCACG 

TTTTCAAGGCCGCCGCCGCCACCACCAATTGCTGCGAGCACGCTGGACAAGGCGCCGATA 

ACCAGTACCGACCACGGCGCATCAACGAACACTTCGGCGGCGACACCCGTGGCGAACAAC 

AAGCCGCCGCCGCCACCAGTTGCTGCGACAGCGACCACGCTGGGCAAGAAGGGGGAGGGC 

AAGGGCAAGGCGCCGACGACCACCAGTACCGATCACGCCGGATCAACGAACACCTCGGCG 

CCACCCGCCGCGAACTACCAGCCGCCGCCGACGACGACTACGCCGCCGCTGCAGGGCACG 

CAGCACGTCTTCGCACCCGGCGTCGTCGTCGGGCATGAGGACGAGGAGGGCTACCTCATC 

GTCGACGAGGTCAACACGTGGCGCAACACGCAGCAGCTCGTGCTCGAGGATGACGACGAC 

GACGACGACGGCCGTGCCGCCGGCGCCGGTGCAGGTGAGGGTGGCGCTTCAGCCTCAGGG 

CGGTGA 

Protein 

> ONAC118 

MAAPGDGEEKKAGSGRNKHGFPRGFRFVPRDQELLDILDDKLRGAPLDRALDAVFHDTRI 

LDFHPAKLYGMYAEDEENGYIYFFSTIEFKAAKPKQKKWPRRAAQGGRWKAVLGSSQMVE 

VGGVPVGRKLSMEFYVKGVRTNWGMHEFVRIIGPNIEVADLAVYRLHKLWTNGEEKPGDL 

AADVAKSTNQSGQASAADYYQTYQNAVSQAYAYAPPYVLQPGWSQGYPYDVAAAPPTAPW 

PVCWAPPSAPGSYDCCYASTFSRPPPPPPIAASTLDKAPITSTDHGASTNTSAATPVANN 

KPPPPPVAATATTLGKKGEGKGKAPTTTSTDHAGSTNTSAPPAANYQPPPTTTTPPLQGT 

QHVFAPGVVVGHEDEEGYLIVDEVNTWRNTQQLVLEDDDDDDDGRAAGAGAGEGGASASG 

R* 

 

LOC_Os10g27390 (ONAC119) sequence information 

Genomic sequence length: 2122 nucleotides 

CDS length: 1632 nucleotides 

Protein length: 543 amino acids 

Putative Function: no apical meristem protein, putative, expressed 

Genomic Sequence 

> ONAC119 

GCGCGCGACACGCGACGTCGACACGAGCTCTCGTCTCGCCGCGTCCACACCAATCGGCGC 

CGCCGTGTAGCGAAGACTAGCTAGCTCCCTCTCCTCCGCGAGACCGGCCGATCGATCGGG 

GCATCGCGCGCGGCGCGCGCGGGCGGGGCTAGCTGGGCATGGCGGCACCGGAGGATGGGG 
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AGGACAAGAATTTCGGGAAGAACAAGCACGGGCTCCCGATCGGCTTCTACTTCGCGCCCA 

CGGACCAGGAGCTCCTCGCCATCCTCGAGGCCAAGCGCCTCGGCCGCCCGCTCTCCCGCG 

CGCACGACGCCTTCTTCCACGACATCCGCATCCTCGACTTCCACCCCGCCGAGCTCTACG 

GTATCCACCCTTCTCCGTCTCTCTCCTTGTCCCCTTCTTCTTCTTCTCCGGCGCCGGCGA 

CCGGCTTGGTGGTGGGGATTTGATTCGGGTGGATTTGGAATGATTTGGGGGCGGCGCAGA 

GAAGTACGCCAAGGACGAGGAGAAGGGCTACTTCTACTTCTTCAGCAAGAGGGAGTTCCC 

GACGAGCAGCAAGAAGCGGCCGCTGCGGGTGGCGGAGGGCGGCGCGTGGAACAGCTCCGG 

CGCCGTTTACAAGGTGGTGAAGAGCAGCAAGTCCGGCGGCGGCTACGACGTCGGCCATAA 

GAAAACCCTCGTGTTCCACCAGCGTTTCCCCGGCGACAAGGAGGCCGTCAAAACCAACTG 

GGCCATTCAGGAGTTCACCAGGATCATCGGGCCCCAGAACGAGGTATAAATCAAAAATCA 

AGCCACGATTTATTCCCACATTTCATCTTCTTGTTGTGAGGATTGAATTGATCGAGTTCA 

TCTTGATCTCATTCGGGTGGTGCAAATTTGTGCCGAATTTTGACTCAGAGTTTTCTTGAA 

CTTTAATTTGCCAAAAGGTTCCGGATCTTGCCGTGTACCGCCTGTACAAGATGAGGAAGG 

AAGGCAGGGAGACGCCTGCAGACCTCGCCGCCGACGAGGCCGCGGCCGCGGCGGCCATGA 

ACAACCGTGGACAACAAGCGTCGGCTGCGGCCATGGCGCTGCCACCGCCGGCGACGGGCC 

TGCCTGGGGGAAGGATGATGTCCATGGCGGACAAGGCGAACATGGCCTCGACATCAAAGG 

CGTACGGGCCGTCAAAGTCAAGCTCATCGCAACTCCAGCAGGATGCGGCGGCGGCGGCGG 

CGCCACCGAACGCAGCAGGGGCTAGCAACTGGGCGCCGAGGCCTTGCAACTGCCGGGAGT 

GCGCGCCGGCGGCGGGACACTATGGCTACTTCGCGGCCGCGGCGGCCATGAACAACCGTG 

GCGGACAAGCGTCGGCTGCGGCCAAGGCGCTGCCACTGCCGGCGCCGGGCCTGCCTGGGG 

TAAGGAGGATGTCCATGGCGGACAAAGCGAACATGGCCTCGACATCAAAGGCGTACGCGA 

CGTCGCAGTCAAGCTCATCGCAACTCCAGCAGGGTGCGGCTGCGGTGGCGGCGCCGCCGA 

ACGCAGCAGGGCCTAGCAACTGGGCGCCGAGGCCTTGCAACTGCCGGGAGTGCGCGCCGG 

CGGCGGGACAGTATGGTTACTTCGCGTCCATGGTTCCACGGCCGTCGCTGGACCGGAAGG 

GCAAGGGCAAGGCGCCGATGGACTGTGCCGAGCAGGCCGGCGGCGGCGGCGGCTGTCACG 

CGGAGTCAACGAGCACTCCGGCGCCGCCGAAGGGCGCCGAGTACTACGGATGCAGCGTCG 

CCGTCGAGGATGATGACGAAGAATTGCTGAAGTTTCTGCAGGCGATGGTGAGGGGCGAGG 

AGGTGGAGGGTGATGGCGACCACGCCATGGCCGACGAGCGCGGCCCGCAGCAGGGCTCCT 

CCCCGGTGGCGGCGGCGGCGGCCTCCGGCTCCGCGCCTGCAGGTCATGACGGTCGCCGTG 

GCTCGCTGCAGGGTGGCCACCATGGATCCTCCTCCCCCACCTCATTGGCGGCCGCCGCCG 

CCACCGGCGACGACGTCACATCTGCCGCCAGTGCAGGTGACGACGTCAGTGGCAGTCAGC 

AGGAAGACCACCCTGCGCGTTGAACACTGAAATTTGAAATTTGAATTTGAAATCTGGGAC 

AAATTTTCGTCGAATTTGCAGT 

CDS 

> ONAC119 

ATGGCGGCACCGGAGGATGGGGAGGACAAGAATTTCGGGAAGAACAAGCACGGGCTCCCG 

ATCGGCTTCTACTTCGCGCCCACGGACCAGGAGCTCCTCGCCATCCTCGAGGCCAAGCGC 

CTCGGCCGCCCGCTCTCCCGCGCGCACGACGCCTTCTTCCACGACATCCGCATCCTCGAC 

TTCCACCCCGCCGAGCTCTACGAGAAGTACGCCAAGGACGAGGAGAAGGGCTACTTCTAC 

TTCTTCAGCAAGAGGGAGTTCCCGACGAGCAGCAAGAAGCGGCCGCTGCGGGTGGCGGAG 

GGCGGCGCGTGGAACAGCTCCGGCGCCGTTTACAAGGTGGTGAAGAGCAGCAAGTCCGGC 

GGCGGCTACGACGTCGGCCATAAGAAAACCCTCGTGTTCCACCAGCGTTTCCCCGGCGAC 

AAGGAGGCCGTCAAAACCAACTGGGCCATTCAGGAGTTCACCAGGATCATCGGGCCCCAG 

AACGAGGTTCCGGATCTTGCCGTGTACCGCCTGTACAAGATGAGGAAGGAAGGCAGGGAG 
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ACGCCTGCAGACCTCGCCGCCGACGAGGCCGCGGCCGCGGCGGCCATGAACAACCGTGGA 

CAACAAGCGTCGGCTGCGGCCATGGCGCTGCCACCGCCGGCGACGGGCCTGCCTGGGGGA 

AGGATGATGTCCATGGCGGACAAGGCGAACATGGCCTCGACATCAAAGGCGTACGGGCCG 

TCAAAGTCAAGCTCATCGCAACTCCAGCAGGATGCGGCGGCGGCGGCGGCGCCACCGAAC 

GCAGCAGGGGCTAGCAACTGGGCGCCGAGGCCTTGCAACTGCCGGGAGTGCGCGCCGGCG 

GCGGGACACTATGGCTACTTCGCGGCCGCGGCGGCCATGAACAACCGTGGCGGACAAGCG 

TCGGCTGCGGCCAAGGCGCTGCCACTGCCGGCGCCGGGCCTGCCTGGGGTAAGGAGGATG 

TCCATGGCGGACAAAGCGAACATGGCCTCGACATCAAAGGCGTACGCGACGTCGCAGTCA 

AGCTCATCGCAACTCCAGCAGGGTGCGGCTGCGGTGGCGGCGCCGCCGAACGCAGCAGGG 

CCTAGCAACTGGGCGCCGAGGCCTTGCAACTGCCGGGAGTGCGCGCCGGCGGCGGGACAG 

TATGGTTACTTCGCGTCCATGGTTCCACGGCCGTCGCTGGACCGGAAGGGCAAGGGCAAG 

GCGCCGATGGACTGTGCCGAGCAGGCCGGCGGCGGCGGCGGCTGTCACGCGGAGTCAACG 

AGCACTCCGGCGCCGCCGAAGGGCGCCGAGTACTACGGATGCAGCGTCGCCGTCGAGGAT 

GATGACGAAGAATTGCTGAAGTTTCTGCAGGCGATGGTGAGGGGCGAGGAGGTGGAGGGT 

GATGGCGACCACGCCATGGCCGACGAGCGCGGCCCGCAGCAGGGCTCCTCCCCGGTGGCG 

GCGGCGGCGGCCTCCGGCTCCGCGCCTGCAGGTCATGACGGTCGCCGTGGCTCGCTGCAG 

GGTGGCCACCATGGATCCTCCTCCCCCACCTCATTGGCGGCCGCCGCCGCCACCGGCGAC 

GACGTCACATCTGCCGCCAGTGCAGGTGACGACGTCAGTGGCAGTCAGCAGGAAGACCAC 

CCTGCGCGTTGA 

Protein 

> ONAC119 

MAAPEDGEDKNFGKNKHGLPIGFYFAPTDQELLAILEAKRLGRPLSRAHDAFFHDIRILD 

FHPAELYEKYAKDEEKGYFYFFSKREFPTSSKKRPLRVAEGGAWNSSGAVYKVVKSSKSG 

GGYDVGHKKTLVFHQRFPGDKEAVKTNWAIQEFTRIIGPQNEVPDLAVYRLYKMRKEGRE 

TPADLAADEAAAAAAMNNRGQQASAAAMALPPPATGLPGGRMMSMADKANMASTSKAYGP 

SKSSSSQLQQDAAAAAAPPNAAGASNWAPRPCNCRECAPAAGHYGYFAAAAAMNNRGGQA 

SAAAKALPLPAPGLPGVRRMSMADKANMASTSKAYATSQSSSSQLQQGAAAVAAPPNAAG 

PSNWAPRPCNCRECAPAAGQYGYFASMVPRPSLDRKGKGKAPMDCAEQAGGGGGCHAEST 

STPAPPKGAEYYGCSVAVEDDDEELLKFLQAMVRGEEVEGDGDHAMADERGPQQGSSPVA 

AAAASGSAPAGHDGRRGSLQGGHHGSSSPTSLAAAAATGDDVTSAASAGDDVSGSQQEDH 

PAR* 

 

LOC_Os10g33760 (ONAC120) sequence information 

Genomic sequence length: 2310 nucleotides 

CDS length: 975 nucleotides 
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Protein length: 324 amino acids 

Putative Function: No apical meristem protein, putative, expressed 

Genomic Sequence 

> ONAC120 

AAGAAGAAGAGATCATATTTAGCTATATCTCTAGCTAGCTGCGTCTCGTCTTCTCCAAGC 

TATTGTTACTTAGCTAGCTTTAGCTAGGAGAGTAAAAGATCGAGTGATCATTAGTGAGTT 

TGATTAGTTGATTTTGTTGGGGTTGAGATCGAAGAGATCGATGGCCGGGCTGAGGGAGAT 

GGAGTCGACGCTGCCGCCGGGGTTCAGATTCTGCCCCAGCGACGAGGAGCTCATCTGCTT 

CTACCTCCGCAACAAGGTCGCCAACCACCGCGTCGCCTCCGGCACCCTCGTCGACGTCGA 

CCTTCACGCCCGCGAGCCATGGGAGCTTCCCGGTAACCTTACCCTACAAACCTACTTTGT 

CCAGACACATAGTCAGAAGTATTGTATTTTTTTTTTTACAATGAATTGAGATCGGGTGCG 

AAATTTCACTGTACACAAGAGAGATACAGTGTTGGTGCCTTGATAATTGTTTGATAATTA 

GTTAATCATTTGGGGTTCCTTGGAGCACAAGCATATAGCTATAGGTGTAGATAGATAGAT 

ACAGAATGTGCACGAGATGATCATCAGCTAGCTATTATAGCTTGCAAGCAATCATAAAAT 

TAGCGGCAATAATTTCGTGATGGTTCCTTGGCTAGCTAGCTCACAAGTCACAAGACTCCA 

AGTCTCGCAAGCTAGAGACCAATAACGACCTGTTTATATGTCCACTTCTAGCTAGCTAGG 

GCCACTCAGAGAATTATAAAAACGTCACTGTTTGCCAGTAACAGTGACCGCTGTAACACT 

TCACGTGCAAGCGTATCCAATCCCTCTCTCATGATCTCACGTACCTAGCTCTACAGTGTA 

GGTACAGATACAACAGTTAATTAGTATCTCTAATGTATATTATTATTAACTTTGATGCTT 

TAATGAAGGGTGTAACATAGCACTAAATGGTTATTAATTAGCTGATGATTGGATGCATAT 

GAGAGCTTAATTAGTTTTTATTTTGTTAACTTTTTTCAGAGGTGGCTAAGCTCACTGCAG 

AGGAGTGGTACTTCTTCAGCTTCAGAGACCGGAAATATGCGACAGGGTCACGGACGAACC 

GTGCGACCAAGACAGGTTACTGGAAGGCCACGGGGAAGGACCGGATTGTCCATGAGGGTA 

CAACACGAGCGGTGGTCGGGATGAGGAAGACGCTGGTTTTTTACCTCGGCCGTGCCCCTA 

ATGGGCAAAAGACGACATGGGTCATGCATGAGTTCCGCCTTGAAACACCTAACTCCCAAC 

CTAAGGTGTGTGCCTTAGCTCTATATTACCTTTCTCGTAGAAATATTTTTCAATAGCTAA 

GCACTACTACTTAATTTGGTGTGCTCAGATTCACATAATAATTAATCATGGTCTATGTAT 

TCTTTTGTGTCAAGCAGGAGGATTGGGTGCTATGTAGGGTGTTTGACAAGAAGAAGCCAT 

CGACAATAGAAGCCGAGGGTGGCGGAAGCAGTGGCAGCGACCTTTTCATTCCCGGTGCCA 

CCGATGGCTCTACTGACCCCTCCTCGCCGACGACGATGGCACCTCTCCTTGGCTCATCGC 

CCGATCCGACAGTGGTGGACAGGTTCGACCACCGGTCAGCGGCGGTGCCACCATTAATGG 

TACTCATGCAAGGTGGTGGGGACCAAATGATCAGTGGTAGCGGTGTCCACTGCAGCAACA 

ACGACAACTCCGGTAGTAGCAGCGCACTGCTTAACCTGACGATGCTGCAATACAGCTTCC 

TAGAACATCGGCCAACTGGTGACGACATGGCGGTGGGGGCCCACTTTGGAACATGCCAGG 

GTGGCAACAACGATGCCACGATGGCACTTGGGATGGGGTTTGAGGAGCATGGCATGGGAG 

AGATCATAGAGATGGAACCAGCATGGCGCCAAGGTGGTAGCAACTGCGTGTACAGGGACG 

AGCTCTACTTCTAGCAGAAGTAGTACAATGGATTAATATTAATGATTTGCATGTGTTAGA 

GTTCAGTTAAATTCAGAAAATATGTAGAGCTTAGAAGAGGTTTGCTAGTTTGTGATTAGA 

GTGTGATTATTAATTAAGGTGGAGTTAATTAAGGGGTCGATTAGTTCGAGTGGTCGTGAT 

ATGAAAATATTTGTGTAATTACTCAGTTTGTAGGTGAGCCATATATCAAACAACTTTAGG 

GAAAGGGGATGATCAAGAATTCAGAACCAGGATGAATTTGATATTCTTGTACTTTAAAAA 

ATGTAATGATGGGAATAATATTTAAATCTGATTGAGCCAAGCTCTTCAGGAAGAGAGAAT 

ATATTTTCTGCCACTGAGTTCACTTTGTTC 
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CDS 

> ONAC120 

ATGGCCGGGCTGAGGGAGATGGAGTCGACGCTGCCGCCGGGGTTCAGATTCTGCCCCAGC 

GACGAGGAGCTCATCTGCTTCTACCTCCGCAACAAGGTCGCCAACCACCGCGTCGCCTCC 

GGCACCCTCGTCGACGTCGACCTTCACGCCCGCGAGCCATGGGAGCTTCCCGAGGTGGCT 

AAGCTCACTGCAGAGGAGTGGTACTTCTTCAGCTTCAGAGACCGGAAATATGCGACAGGG 

TCACGGACGAACCGTGCGACCAAGACAGGTTACTGGAAGGCCACGGGGAAGGACCGGATT 

GTCCATGAGGGTACAACACGAGCGGTGGTCGGGATGAGGAAGACGCTGGTTTTTTACCTC 

GGCCGTGCCCCTAATGGGCAAAAGACGACATGGGTCATGCATGAGTTCCGCCTTGAAACA 

CCTAACTCCCAACCTAAGGAGGATTGGGTGCTATGTAGGGTGTTTGACAAGAAGAAGCCA 

TCGACAATAGAAGCCGAGGGTGGCGGAAGCAGTGGCAGCGACCTTTTCATTCCCGGTGCC 

ACCGATGGCTCTACTGACCCCTCCTCGCCGACGACGATGGCACCTCTCCTTGGCTCATCG 

CCCGATCCGACAGTGGTGGACAGGTTCGACCACCGGTCAGCGGCGGTGCCACCATTAATG 

GTACTCATGCAAGGTGGTGGGGACCAAATGATCAGTGGTAGCGGTGTCCACTGCAGCAAC 

AACGACAACTCCGGTAGTAGCAGCGCACTGCTTAACCTGACGATGCTGCAATACAGCTTC 

CTAGAACATCGGCCAACTGGTGACGACATGGCGGTGGGGGCCCACTTTGGAACATGCCAG 

GGTGGCAACAACGATGCCACGATGGCACTTGGGATGGGGTTTGAGGAGCATGGCATGGGA 

GAGATCATAGAGATGGAACCAGCATGGCGCCAAGGTGGTAGCAACTGCGTGTACAGGGAC 

GAGCTCTACTTCTAG 

Protein 

> ONAC120 

MAGLREMESTLPPGFRFCPSDEELICFYLRNKVANHRVASGTLVDVDLHAREPWELPEVA 

KLTAEEWYFFSFRDRKYATGSRTNRATKTGYWKATGKDRIVHEGTTRAVVGMRKTLVFYL 

GRAPNGQKTTWVMHEFRLETPNSQPKEDWVLCRVFDKKKPSTIEAEGGGSSGSDLFIPGA 

TDGSTDPSSPTTMAPLLGSSPDPTVVDRFDHRSAAVPPLMVLMQGGGDQMISGSGVHCSN 

NDNSGSSSALLNLTMLQYSFLEHRPTGDDMAVGAHFGTCQGGNNDATMALGMGFEEHGMG 

EIIEMEPAWRQGGSNCVYRDELYF* 

 

LOC_Os10g42130 (ONAC121) sequence information 

Genomic sequence length: 2586 nucleotides 

CDS length: 990 nucleotides 

Protein length: 329 amino acids 

Putative Function: no apical meristem protein, putative, expressed 
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Genomic Sequence 

> ONAC121 

CCCCCAATTCACAAAACGAAACCCAAACACTCTCCTATTCCTCCTCTTATTTCTTAATTG 

GTCAGCACCTAGCTAGCAAGAATCTCTCAACTCTTCTTCTTGTTCTTCTTCTCGTCCATA 

ATTGCTCCTCCAATTGATATCTCTGTACGTAGTTCAGTTCAAGTTCATCAAGGAGCCTGA 

ACTGAATTCCTTGGTTGTTTAGTTCTTGCTAGCTAGGGGATTGACCATAGGATAATGATC 

TTGAACTCCGGAGGCAGCTTCATCAACACCTGTCCGCTGGATTCCGAGCAGCTCAAGACC 

TTCTACTTCTGGATCTTCCCAATCTTCAATAGATACTGCCTCTGCCGCCTCTAATTGACA 

AGCATTCAACCATATATATGTGATAAATTGTGCCAATCTGCCTCAAGTATTAGCATTTAG 

GCAAATTGACACTACATCTAGCTAGCTAGCTAGCTTTGCTCCGATTAGTAGTATTGTTTG 

CCTCTTCTTTCCATTGTTAACCTTCGATTGAACAATTAGGTTTGCGCTTGCTTGCCCAAG 

ATATTTGAATAGGTTTTGCAAGTGTACATTTGTCTGAAATTCAGTCGGTTGATTTGATCA 

TGGGTACCATGACTCTGCCCCCGGGTTTCCGGTTCCACCCGACCGACGATGAATTGGTCG 

GCTACTACCTCAAGAGGAAAGTCGACAGCCTCAAGATCGAGCTTGAGGTCATCCCTGTCA 

TTGATCTCTACAAGTTCGAGCCATGGGAGCTACCAGGTTTGTGCCTTTGTCAATTTTTCC 

ATTTGATTCATGTTACTTCATTTTTGGTAGTTGAAATTCTGCATCAAATATATTTAGCAC 

AAGTTGTTGTTTCATAGTTGAGTTTTGGTCGTGTCAACATTGTTAACTTTTGGTGAAAAC 

AGTTTTAACTGTGGAAAGTAGCTAAACAATATGCAAAGCCTTTGACCTGCTAGCCTTTTT 

TTTTTCGCAAATCTATTCCTGAAAAGAGAGAAACAGGTGGTAGAAAATTGGAAAGGAACA 

TGCAGAATTTTTCCCAGAGGCGTTTCTCATTTTCTAGACAGATAAAAGCGACCTTTTTAC 

ACGGGCATCTGGGCTTTTTCCTCCCTAGGCCGGTTGCTGATAAGTCTTTTTAATCACACA 

CCTTTTAATTTTAGTATTCAAGAATGAATTCCTCCTGCAACCGCAAAGCCAAACTTTTCG 

GATATTCTCTTGCAATTTGGTTTCGCCTTGGTGACATAAAATGATAATAAATATGATCAA 

ATCAAATTCTGAAGAAGAAAATGATTATGAAAATGTGCAGAGAAGTCGTTCTTGCCGAAG 

CGTGACCTGGAGTGGTTCTTCTTCTGCCCACGAGACCGGAAGTATCCGAACGGGTCGCGG 

ACGAACAGGGCGACGAGCACCGGGTACTGGAAGGCCACCGGCAAGGATCGCAAGATCGCC 

TGCGCCGGCGAGGTCTTCGGCCTCCGCAAGACGCTCGTCTTCTACAAGGGTCGCGCTCCC 

GGCGGCGAGCGCACCGACTGGGTCATGCACGAGTACCGCCTCTGCCAGGACCTCGCCCAT 

GGCGTCTCCAACTTCATCGTGAGTTCATTTCTCCGGATTGCCTTTGCTTTGCTTGCTGCG 

ACGGCAACAATGGCGCGCTGATCGGATGAGATGTGTTCTGGTGCAGGGGGCGTACGCGCT 

GTGCCGCGTGATCAAGAGGCACGAGGCGGGCCTCCATGGCGAGCCGCCGGCGGCGAAGGC 

GAAAGGAATGATCAGCAAGGTGTCGAGCAGCTCGTCCCTTGTCACCGTCGAACACCAGCT 

CAGCAGCCGGGGCAACGCCTCGCCGTCGTTCACGCCCACCAACAATGGCAGCCCGCTCGT 

CGACGAGATGTTCGTCGGCGGCGGCGGCGGCGACCCGTTCCAGCTGCTTCCGAGCTGCGT 

CCCGTACCATGGCGGCGACGCGTGCGGGTTCGACTTGCCGCCGCTGTGCATGCCTCAGAC 

TCAGGACCCGTTCTTCTCCGACGCCGGCTTCACGCAGGCAGCGCCTCCTCTCTACGGCGA 

CGTCATGGGAAGCGTGTCGGAGCACGAGCTCAAGTGGGACACCCTGGGCGGCTACTCCGG 

CGGCGGCGGTGGGGAGCTCTGGAACGCGGCGGCGGCGCCGCTGCTGTGCAGGCAGGCCAG 

CGACGGCGACGACCTCACGGCGTGGTTCACGGCCGCCGACGACAACATGTCCGTCTTCTG 

AACGAGTCAACCATGACACGTGTGCTCCCGGGTTAGTTACACATGGCGGTATATTTTTGA 

GCCATTCCTAACTGGGGCCCCACGTGTCAGCCACTACAGACATATGTCATCTATTATATA 

TGCATAAATATGCCTATAATCTGTATGGATACAGAGGTGATGAGCTTTCTTTTAGTTACT 

GGCTGTAATACATCTTCTCTGTAGCATCATACAGCAGAGCTGGGTTATGTATCCTCTTCA 

GTTAATGTACTTGTAACACTGATCTGTAAGCTAAAAGGTAGTGTTGCTGGTAGATCAATC 
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TTCATCTCAAACAGTGCAGTTTCAATTCATACAATATATATATTATAAAAGTTCCAATTC 

ATAGTA 

CDS 

> ONAC121 

ATGGGTACCATGACTCTGCCCCCGGGTTTCCGGTTCCACCCGACCGACGATGAATTGGTC 

GGCTACTACCTCAAGAGGAAAGTCGACAGCCTCAAGATCGAGCTTGAGGTCATCCCTGTC 

ATTGATCTCTACAAGTTCGAGCCATGGGAGCTACCAGAGAAGTCGTTCTTGCCGAAGCGT 

GACCTGGAGTGGTTCTTCTTCTGCCCACGAGACCGGAAGTATCCGAACGGGTCGCGGACG 

AACAGGGCGACGAGCACCGGGTACTGGAAGGCCACCGGCAAGGATCGCAAGATCGCCTGC 

GCCGGCGAGGTCTTCGGCCTCCGCAAGACGCTCGTCTTCTACAAGGGTCGCGCTCCCGGC 

GGCGAGCGCACCGACTGGGTCATGCACGAGTACCGCCTCTGCCAGGACCTCGCCCATGGC 

GTCTCCAACTTCATCGGGGCGTACGCGCTGTGCCGCGTGATCAAGAGGCACGAGGCGGGC 

CTCCATGGCGAGCCGCCGGCGGCGAAGGCGAAAGGAATGATCAGCAAGGTGTCGAGCAGC 

TCGTCCCTTGTCACCGTCGAACACCAGCTCAGCAGCCGGGGCAACGCCTCGCCGTCGTTC 

ACGCCCACCAACAATGGCAGCCCGCTCGTCGACGAGATGTTCGTCGGCGGCGGCGGCGGC 

GACCCGTTCCAGCTGCTTCCGAGCTGCGTCCCGTACCATGGCGGCGACGCGTGCGGGTTC 

GACTTGCCGCCGCTGTGCATGCCTCAGACTCAGGACCCGTTCTTCTCCGACGCCGGCTTC 

ACGCAGGCAGCGCCTCCTCTCTACGGCGACGTCATGGGAAGCGTGTCGGAGCACGAGCTC 

AAGTGGGACACCCTGGGCGGCTACTCCGGCGGCGGCGGTGGGGAGCTCTGGAACGCGGCG 

GCGGCGCCGCTGCTGTGCAGGCAGGCCAGCGACGGCGACGACCTCACGGCGTGGTTCACG 

GCCGCCGACGACAACATGTCCGTCTTCTGA 

Protein 

> ONAC121 

MGTMTLPPGFRFHPTDDELVGYYLKRKVDSLKIELEVIPVIDLYKFEPWELPEKSFLPKR 

DLEWFFFCPRDRKYPNGSRTNRATSTGYWKATGKDRKIACAGEVFGLRKTLVFYKGRAPG 

GERTDWVMHEYRLCQDLAHGVSNFIGAYALCRVIKRHEAGLHGEPPAAKAKGMISKVSSS 

SSLVTVEHQLSSRGNASPSFTPTNNGSPLVDEMFVGGGGGDPFQLLPSCVPYHGGDACGF 

DLPPLCMPQTQDPFFSDAGFTQAAPPLYGDVMGSVSEHELKWDTLGGYSGGGGGELWNAA 

AAPLLCRQASDGDDLTAWFTAADDNMSVF* 

 

LOC_Os11g03300 (ONAC122) sequence information 

Genomic sequence length: 2125 nucleotides 

CDS length: 1176 nucleotides 
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Protein length: 391 amino acids 

Putative Function: NAC domain transcription factor, putative, expressed 

Genomic Sequence 

> ONAC122 

AAAAATTTCAATCCTTCCTCTTCCTTAGCTTATTAGCTTCCTTCCTTCACTAGTGCCAGT 

TTTCCTCCTACCTAATCTAAGCTAGCCAGGTCGTCATCTTCTTCCTTCAGCTCACGCTGA 

CCAAACACCATCTGTTATTCTGTTTGTTTGTTTTTTTAAAAAAAAGAAAAAAAATCTAGC 

TAGGCGAGCCGATTGAAGGAGCTGAGCATGCCGAGCAGCGGCGGCGCCATGCCTGCCCTT 

CCACCAGGCTTCCGCTTCCACCCCACCGACGAGGAGCTCATCGTTCACTACCTCATGAAC 

CAGGCCGCCTCCGTCAAGTGCCCCGTGCCAATCATCGCCGAGGTCAACATCTACAAGTGC 

AACCCATGGGACCTTCCTGGTAACTAACTAACTAATCACCATACATATATATACTATCCA 

TGTATCAATTAAACTCGATCAAATTAATGCCTTCAAACTGACCAAATTTAACTTTGGGCT 

TTGAAAATGGATATGGGATGTTGCAGGTAAGGCTTTGTTCGGCGAGAACGAATGGTACTT 

CTTCAGCCCGAGGGACCGCAAGTACCCCAACGGCGCTCGCCCCAACCGCGCCGCCGGCTC 

GGGGTACTGGAAGGCCACCGGCACCGACAAGTCCATCCTCTCCACTCCGACCAGCGACAA 

CATCGGCGTCAAGAAGGCCCTCGTCTTCTACAAGGGCAAGCCTCCCAAGGGCGTCAAGAC 

CGACTGGATCATGCACGAGTACCGTCTCACCGGCACATCAGCTAACAGCACCACCACCAC 

AAAGCAGCGTAGAGCGTCATCCATGACCATGAGGGTGAGATTAATTACTTAACTAATTTA 

GTTTTCTCTTCGTCGTACGTCTTGTTTGAAAGCTACTTGTTGTTTGGCATAAAGAAGGAG 

CAACGTGCATGTTGCTCTTAGTTAACTCAGTACAAAGTCAAATGAGTTGATGTTGATTGA 

GCTTGTTTTATTCTTGGTATATATTTTATTTTTTAGAAAAGGGTTAAAGTTTGCACGCTT 

CTAATTATTGTTTACTGCATTTGTGATTGTCCATCAGCTGGACGACTGGGTGCTGTGCAG 

AATCCACAAGAAGAGCAACGACTTCAATTCCTCTGACCAACACGACCAAGAACCCGAGGA 

ATCAACCGTCGAACAGCTTGAAGACATCCATGACAACAACTCCTCTGAACAACCTCCAGC 

TCCAGCTGACATGAACAACCAACAGTCAGATTTCCAGCCCATGACGGCGATGAGCATGAG 

CAAGTCATGCTCCCTCACCGATCTCCTCAACACCATCGACTGCGCCGCGCTCTCGCAGTT 

TCTCCTCGACGGCTCATCCGACGCCATCGCTGAGCCTCCTGCTCCTCCCAGCCCCCTAAT 

ATACACAACACCTCATCCAAATTACCAAACACTAAACTATAACATTAACAGCAACAGCAG 

CATGCCACACGCCTTCGAGTCACGCCTAGATCATCACGATGGTTACGTTAACAATTATAA 

TGTTAATGGCCTGAGGAGGAAGAGAATGATGGCGTGTAGTGCAACTTCCTTTGATGATGG 

CAGCAGCAGCAATGACTTTGTGCATGCCGTTGTCAAGAAACCGCAGCTGCTGCCAAGTGA 

TTCGAGGGGTAGTGGTTTTGGAGGAGGTTACTGCAACCAGCAGCTTTCAGAGACTGCGAC 

TGGCTTTCAGTTTCAGAACGGCAATCTGCTGAGCCATCCATTTCCTCTGAACAATCATCT 

GCAGATGCAGTAGTAGGCGTCTAGATCCCGTTTACCGATCGATCTGAAGAGAGGTGAATT 

AATTTCAACGAATGAAACTACAGATTCAGAGAGGAAGATACTGATTGTTCCATTTGTGAT 

TTATTTTGAGGAGTTGCATGGGCAGATAGACAAACAGACGGAATTCTTGATGTAACCGAT 

GCAAGGAAAGATTCAGATTTCTTCCTATGGCATTAATTTGTGAGTTTTTTTTTGTTTTCA 

TTTTCATGTACAAGAATGTAAATTATAAATGGTAATATCGTGCAAGCTAGTACTCAAGCC 

AATTTATATGATAATCTTTATGCATGTTTCTTAATTATTCTGGTATCAAGCACACGAAAG 

AAACATGCTACTTTGTCGTTGATTC 

CDS 

> ONAC122 
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ATGCCGAGCAGCGGCGGCGCCATGCCTGCCCTTCCACCAGGCTTCCGCTTCCACCCCACC 

GACGAGGAGCTCATCGTTCACTACCTCATGAACCAGGCCGCCTCCGTCAAGTGCCCCGTG 

CCAATCATCGCCGAGGTCAACATCTACAAGTGCAACCCATGGGACCTTCCTGGTAAGGCT 

TTGTTCGGCGAGAACGAATGGTACTTCTTCAGCCCGAGGGACCGCAAGTACCCCAACGGC 

GCTCGCCCCAACCGCGCCGCCGGCTCGGGGTACTGGAAGGCCACCGGCACCGACAAGTCC 

ATCCTCTCCACTCCGACCAGCGACAACATCGGCGTCAAGAAGGCCCTCGTCTTCTACAAG 

GGCAAGCCTCCCAAGGGCGTCAAGACCGACTGGATCATGCACGAGTACCGTCTCACCGGC 

ACATCAGCTAACAGCACCACCACCACAAAGCAGCGTAGAGCGTCATCCATGACCATGAGG 

CTGGACGACTGGGTGCTGTGCAGAATCCACAAGAAGAGCAACGACTTCAATTCCTCTGAC 

CAACACGACCAAGAACCCGAGGAATCAACCGTCGAACAGCTTGAAGACATCCATGACAAC 

AACTCCTCTGAACAACCTCCAGCTCCAGCTGACATGAACAACCAACAGTCAGATTTCCAG 

CCCATGACGGCGATGAGCATGAGCAAGTCATGCTCCCTCACCGATCTCCTCAACACCATC 

GACTGCGCCGCGCTCTCGCAGTTTCTCCTCGACGGCTCATCCGACGCCATCGCTGAGCCT 

CCTGCTCCTCCCAGCCCCCTAATATACACAACACCTCATCCAAATTACCAAACACTAAAC 

TATAACATTAACAGCAACAGCAGCATGCCACACGCCTTCGAGTCACGCCTAGATCATCAC 

GATGGTTACGTTAACAATTATAATGTTAATGGCCTGAGGAGGAAGAGAATGATGGCGTGT 

AGTGCAACTTCCTTTGATGATGGCAGCAGCAGCAATGACTTTGTGCATGCCGTTGTCAAG 

AAACCGCAGCTGCTGCCAAGTGATTCGAGGGGTAGTGGTTTTGGAGGAGGTTACTGCAAC 

CAGCAGCTTTCAGAGACTGCGACTGGCTTTCAGTTTCAGAACGGCAATCTGCTGAGCCAT 

CCATTTCCTCTGAACAATCATCTGCAGATGCAGTAG 

Protein 

> ONAC122 

MPSSGGAMPALPPGFRFHPTDEELIVHYLMNQAASVKCPVPIIAEVNIYKCNPWDLPGKA 

LFGENEWYFFSPRDRKYPNGARPNRAAGSGYWKATGTDKSILSTPTSDNIGVKKALVFYK 

GKPPKGVKTDWIMHEYRLTGTSANSTTTTKQRRASSMTMRLDDWVLCRIHKKSNDFNSSD 

QHDQEPEESTVEQLEDIHDNNSSEQPPAPADMNNQQSDFQPMTAMSMSKSCSLTDLLNTI 

DCAALSQFLLDGSSDAIAEPPAPPSPLIYTTPHPNYQTLNYNINSNSSMPHAFESRLDHH 

DGYVNNYNVNGLRRKRMMACSATSFDDGSSSNDFVHAVVKKPQLLPSDSRGSGFGGGYCN 

QQLSETATGFQFQNGNLLSHPFPLNNHLQMQ* 

 

LOC_Os11g03310 (ONAC123) sequence information 

Genomic sequence length: 5337 nucleotides 

CDS length: 867 nucleotides 
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Protein length: 288 amino acids 

Putative Function: no apical meristem protein, putative, expressed 

Genomic Sequence 

> ONAC123 

GGTGACGATGGCAATTAGTATTACAAATAGACAAACTATATAGACCCGCAAGTCTTTTTT 

TTTTGTTTTTAAGGAATGAACTGCACATTAAACTCAGTACAAATTAATCGGAGAAAATTA 

GACAAGCTAGCAAGCTGGATTAATCCATGGATAAGAAAAGGAAAGAGAACACAATTCTAT 

TACCATGAGAAGATGAGAACAGTGATTCGTATCTCAGATACATGAAAATTAAGTTTTCTT 

TTTAAAAGGATAGAAGCTACTACTACACATGAAAATGAAGGTCAATTAAGCGGCCTCCTA 

CCGTACCACACAACTACACAAGCCTTCTGGACAGTTAGTTTCTTTTGGGTCGCGTTCCTG 

GCTAGCCGTAGCTGTCACCACCAGCATTAGCTGGCAAAACAGATTGATGTTATACAAGAA 

GAATATAATAACATTAGTTAATTAGACTAAACTAGATGTGGATCTATGTAAGCACAACAT 

GTATAAATCCGATTAATTTGACGGGCACAACATACCACTTATTTTAATTTGTTCTAACAC 

TATTGAAACCGAGTGAACGGAGATGACTTTCTCTTCCTTGCTAACAAAGATTTTTGTGGG 

CTTGTTAACGCGGCTCCCTAAAAAACCAGGGAAAAAGTCTCGAAGCACTATATATAGCTA 

GCTAGCTCCTTTATCTCCTTCATTTCTGTTCCATTTCCCATCCATCATATCGCCTCGTCG 

ATCGTCTCCACCTTTCTTGCTTGTGCCACCAGCTTTATACTCTCCTTCTCCTCTAGCCAC 

TCCGATTCCTCAGAGTAGATACAATAGCAGACTATAAGCCACCTATAAACATATATCGAG 

AAGATAAAAGAGGAGAGAGGAACAACAAGCTACAATTTATAGTTAGCTACAACACAGAAT 

ATAAAACATAATGTATGTATGACATGGGGTGCCATTTATTAATAGTGTAGTATATGTTTA 

TATGTATTAAATTGGCTATAAATGATTTGAAGCTAGTATATAGCTATACTATTAAACTTG 

CTCTTAATATAATTTATGCTTTTATTGTTCCTCTTTCTTCAGTCTAGTGATCACTAATGC 

TAGCTAGTGCTTAATTTCCTCAATCTAGCTTCAGCATGGTGGAGCCTGTGAAATCGGAGC 

TTGGCAGCCTGTTCTTACCTCCAGGCTTCAGGTTTCATCCGACGGACGCTGAAGTTATCT 

TGAACTATCTCCTTGAGAAGTTCATCAACCCTAGCTTCACCTCCTTGCCCATCCACGAGG 

TCGACCTCAACAAGTGCGAGCCATGGGATCTCCCAAGTAAGTCAAATTTGTTTTCTTTTC 

TTTTCTTTCTTCCAAAAGCTTCTAGATGTAGATGCACAAATAATTAATTAGTTATTGATC 

GATGTTAATTTCTCCTATCTCATGCTATACAAATATTGATGAATTGAAATTACAGCGGCG 

AGGATGGGGAACAATGAATGGTACTTCAGCCGCAAGGACATGAAATACCCGACGGGGATG 

CGAACCAACCGAGCCACCAAAGAGGGATATTGGAAGGCCACCGGCAAGGACAGGGAGATC 

TTCAAGCCTGCCATTTACGAAGGAAGCAGCAAGAACAATAAGCAGCTTGTCGGGATGAAG 

AAGACGCTGGTGTTCTACATGGGGAGGGCTCCAAAGGGCACCAGGACCAACTGGGTGATG 

CACGAGTTCCGTCCCCACGCCAACCTCCACAACCACTACCCAAACCTTCGTCTCAATCCC 

AACGAATGGGTTGTGTGCAAGGTGTTCCACAAGAAGCAGGGAGACGAAGCCATCAACAAC 

CAGCAGCAGCAGCCTGCCGTTGATCAAGCCGACGACGACGACATCTTTCAGCTAGATGAC 

ATCTTCGCCGACCCCAGCATCTACGACTTCAGCAACTCATCTGCCAACATCTTGTCGGCG 

CCGCCCAACAACAATGCGGTTCATTCCTCCGTTTCTGCAGGTACGACGATGACTAGTACG 

ACTACCGCCAGTAGCTTCCAGCATCAGCCAAACTGCTATAGTGCGCCTCTGCAGCAGCAC 

GTCTCCTCTTGGAATAATACGCCTGGAGCTGGAGGAGCCCATGGAATTGGAAGCAGCTAC 

TACAACTTGCAGCAGCAGCAGCAGCAGGCAGCAATGGTGAAAGACCTAGAAGATATCATT 

GCTGTCCCGGATTATGGTACGCTACTGCCGAGCAGCAACAAGGGTTCATCAATAAGGTCG 

GCGACGGCTGGAGTTTCGCAGCAGAATCCCCTTGGCGTGCCGCAGTACAAGATAGAGAAT 

TATGGGGATCATTACATATCACGAGAGTAATCACATATACATATATGTACTGCATGCTGC 

TGCTGTGTTTCGAGAGTTTTTTGTGCTCGGCTACTGCATACTGAGTTTCTGAACATGAAC 
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ATGGACATGGATGGAGTACTTTATTTGCATGGATGGTCATGGAGATTTAGGGATATATAT 

GTTCAGTTTAATTTCTGTTGATTGCTTCATTGTTTAGTTCGTAGGTAGCTAGAGAGATCA 

TTCTACTCCATTTGTTTAAATTAATTGGGTGCCTTTTGTATATACCAAGGTCGTGTTTTT 

TTTATGTTTTTTTCTGTTAATTAATTGTTGGTGGTGCTGAACTGATGATTGATTTTTTGG 

GACTGCCATAGCCTTTGGATATACTTGTGTATGAGATTTCTTCTGTTAGTACTTCTTTTA 

ATTATATTGTGGTCATATCTTTCTTTTGTGCACATGTTGCACTTTGCACCATATTATACG 

ACTGATGGCAATCAAAAGAAGTGGTGCAAATTAAGGAAAACAAGTGAGAGGGATATACAG 

TACAAGAATCTATCAGGTGCAAAGCACAATCAATTTATTACTCTTTCCTTTTTTCTAATC 

TTGTCATGCATGTAAGTTAGGAGAGGGCTTGAGGTTAACAAACACAGCTAGCGCAGAGCA 

AGCACTACACAGCTTGGTGCAAGCTAGCTAATTAAGTGCTGTTAGATCGAGATAATCACG 

TGCAGCCAGGCCGGTATATGCAAGTTAATTAGTTGGACGGCGCATGCAAGCCTTGTGGTG 

ATGTCATATTGTCATGTGATATACCCCAAGTAGCTACTGTAGTTGGCTTCGTAAAAATTA 

ACCACGAAAGGCGCGTAGTATCTAGTACTGGAGTAATACCTAGCTAGTCTCGTAGCTAAG 

AAAATATATATACAAGAGCCGGCCAGCTGCTCGTAGCCAATGACAGCATGTACTTTTGTA 

TCTAGCTGCTCTGAATTTATTGTTCTGAAGAATTCTTGGATCTTGGCAGCTCTGAAGAAT 

TAGATAGCATGATGTGCTTGCTTACTCAGCTTTGACATTTTGTTCCCTTTTAGGAATTTC 

GGTATATCGGCATCCTCCGATAGAAACATCGAAACCAAAAGATTAAACCCTGCCTTGATC 

AGTTCTTTCTAGCTTGCAGCTGAGAGTTGCAGGTCATGACCCCCAAGAACCAAACAATGA 

AACAAACACCTTATGTGGCAACCTATCTATGGGCCAACATGACGTACGTCGTTGTTGCCG 

ACAATTGGAAATCTCAAGCGTTGCTATGCTAGCTTAACCAAAATTTTACTTTCAGCAAAA 

GGTCGGTTTCAGCTAGCTAAAGAATAGTAATAGACTGTAATGGACAGTAGTAGCTAGGAG 

CTCTCATTAATGCCGTGTGTATTTATCATACTGAATATAGTATTTCTAGCATTTTGTATA 

ATTTGGTTTGGCTAGCTGCAGTGTAGATCCGGTTGGATAAGAGATCGGATTTTACCTATT 

TTCTTAAAGGAAAAAATTTCTGAACAAGTGGCCGGTAGCATATGTTGAGGATGTTGGTCA 

AGAGAAAAGGAACAGGAGACGGTTTCGTCAGAGCACGCAAATTAAAGGAGAATTGCTTTT 

AGGTTGCATTTTTTTAAAAAAAAAAACTATTTAGGTTGCAATGTTGCATCGCCTTCATCT 

CATCAGTGCTTCATGCATGTGGTACGGATGACGTAATGCTTACTGTACGATCCGTAGCAT 

ACATTTCAATCTTACTGACATGTTATTTGACAATGATTGGCATGATTAGATATATAGATA 

AGCCCAAATTAAACTAAGTTGATTCTCTCAACTTGCTTAATCACGTCTCCCTATTGGAGA 

CAGCGTTTTGTTAATCCTTATAACCCTTTCAAACCATCGTGTGTCCGGTCTACTACCTCT 

ACGGCTCTAGCTAGCAACAACATCTAATCTCCCATGGATTGAATTTGATAATTAATTGAA 

GCAATCACCAATAAACAGCTAGCTAAAGCATGATGATTAAGTCACACTCACACATGCATG 

TTAGAAAGGTCGGTTATAATTGGTGCTTCTGCACTACTCCTAGTTTAAGTGCCGGATTAG 

GATTTTTTTTTTTTGAGCAAGGGCACATGGTCCTGCATTTCCATTAAAGAAATGTCATAG 

GATTACAGTGCCGGATTATGATAGAATAACAATTCATGCAATGCCTAAAAAGTGATGACG 

ATCATATCAGATAAGAAGGGCCCGGTCCCTGAATCGTCCAAAATCAGGTTGGCAAAGTCA 

TGATGCCTTAAGCATATGATAGATTAATTATCTGTGCATGCATGCTTACGAAAAGCTAAT 

TAAAAAATGTATGGGGCTTACTAGGATCTTCTTCGTGTTGCACCACGCAGCGACGGATCT 

AGAAAATTGATTCGTTGGAGTCTATCTATCGGTGTCATAATATGCTAATTATACTTAGAT 

TATAGTGTTATGATATATAGATAAGCAGTTTTACAATAGTTTTTCCTAAAAATCGTCGGA 

CACCGACGCTTACACGTACTGTAGATCCGCCCCCTACCACCACGTCACAAGTTTATCCAT 

GACATCGACGTAAGGTTGATTCCGTTTCTAGAAGTAACTAACAGTAATTATATATGACAC 

TAGCCATTAATAATGTTTGCTTAGCGTAATTAACCATTGTTAACTGCCTTACTCTGATCC 

AGAGTCTAGCTTAGAACAAGAGGACTCTGGCCGGTGTTTTAGTGTGGACCCCGTTTTTAT 

AACAGGAATCAATCGTGTAAACAGTACCATTTCCCTGAATCAAGTAGTCTGGTACACACG 
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AGTTTATAGCTGAAATACCAAATACACATACACGAAAGTCTAGTGCGAATTATTACATCA 

AAAGCCCGCAGGTGTAGTCTTAGATCATCGAACCGAGCGGTCCGGAATACATTCCAAAAG 

CAGAAATAGATAAGGCAGCGGAGTTTAGGCAGCGGCACGCTATTGCCACAGGCATCGACC 

GTAACTAAGACCTACTAAGCGCCATCGTCTTCATCACCCTCTTGGTAATAGGCATAG 

CDS 

> ONAC123 

ATGGGGAACAATGAATGGTACTTCAGCCGCAAGGACATGAAATACCCGACGGGGATGCGA 

ACCAACCGAGCCACCAAAGAGGGATATTGGAAGGCCACCGGCAAGGACAGGGAGATCTTC 

AAGCCTGCCATTTACGAAGGAAGCAGCAAGAACAATAAGCAGCTTGTCGGGATGAAGAAG 

ACGCTGGTGTTCTACATGGGGAGGGCTCCAAAGGGCACCAGGACCAACTGGGTGATGCAC 

GAGTTCCGTCCCCACGCCAACCTCCACAACCACTACCCAAACCTTCGTCTCAATCCCAAC 

GAATGGGTTGTGTGCAAGGTGTTCCACAAGAAGCAGGGAGACGAAGCCATCAACAACCAG 

CAGCAGCAGCCTGCCGTTGATCAAGCCGACGACGACGACATCTTTCAGCTAGATGACATC 

TTCGCCGACCCCAGCATCTACGACTTCAGCAACTCATCTGCCAACATCTTGTCGGCGCCG 

CCCAACAACAATGCGGTTCATTCCTCCGTTTCTGCAGGTACGACGATGACTAGTACGACT 

ACCGCCAGTAGCTTCCAGCATCAGCCAAACTGCTATAGTGCGCCTCTGCAGCAGCACGTC 

TCCTCTTGGAATAATACGCCTGGAGCTGGAGGAGCCCATGGAATTGGAAGCAGCTACTAC 

AACTTGCAGCAGCAGCAGCAGCAGGCAGCAATGGTGAAAGACCTAGAAGATATCATTGCT 

GTCCCGGATTATGGTACGCTACTGCCGAGCAGCAACAAGGGTTCATCAATAAGGTCGGCG 

ACGGCTGGAGTTTCGCAGCAGAATCCCCTTGGCGTGCCGCAGTACAAGATAGAGAATTAT 

GGGGATCATTACATATCACGAGAGTAA 

Protein 

> ONAC123 

MGNNEWYFSRKDMKYPTGMRTNRATKEGYWKATGKDREIFKPAIYEGSSKNNKQLVGMKK 

TLVFYMGRAPKGTRTNWVMHEFRPHANLHNHYPNLRLNPNEWVVCKVFHKKQGDEAINNQ 

QQQPAVDQADDDDIFQLDDIFADPSIYDFSNSSANILSAPPNNNAVHSSVSAGTTMTSTT 

TASSFQHQPNCYSAPLQQHVSSWNNTPGAGGAHGIGSSYYNLQQQQQQAAMVKDLEDIIA 

VPDYGTLLPSSNKGSSIRSATAGVSQQNPLGVPQYKIENYGDHYISRE* 

 

LOC_Os11g04470 (ONAC124) sequence information 

Genomic sequence length: 1429 nucleotides 

CDS length: 1077 nucleotides 
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Protein length: 358 amino acids 

Putative Function: hypothetical protein 

Genomic Sequence 

> ONAC124 

ATGGCGGAAGAAGATGACAAGAAGCAGAAGGGCCCGGACGTGACGGTGCCCTCGGGATAC 

TTCTTCGTGCCGAAGCCGGAGCAGCTCATCCGCGACTACCTCAACCACTGGATCACCGGC 

CGGCCGAGCGAGGAGCTCCGGGACATTGTCCGGGAAGCCGACGTCTACGGCTCCGACCCG 

GCGACGCTGACGGAGGCGCACAGTGCGTACGGCCACGACGGCAAGTCGTGGTACTTCCTC 

ACCGTCGCCAAGTGGAAGGGCGGCAGGGGCGGCGCCAGTTAGCAAACGATGAGCGAACAA 

ACGATAATAAATAATAGATCAATCACAGAAGACACGACATTTAACGTGAAAAACCCTTCT 

AAAATAGGAGAGAAAAAACCACGGGCGCCAGCCAGCAAAATATCTTCACTATATCTAGGG 

TGAGGTTACAACGCCACACGACGGCTTACAAGAGGTATATATACGGTGGAACCCTAAAAG 

GGATGACGATCCGTTTCGCGGGGGCTCCGCCTCCGCACCCCCGAGCGTTCCCCGCTACGC 

TCCGGCCCAAGCCTCCCGGCGACGGGCCTCCACTCCACTACGGCGGAAGTTGGCCTTTAT 

TAAGTACAAATGAATTTGGATCACAACTCAACAGCGCGGCGGCTTCGAGGGCGGCGGCAC 

GTGGCACAACTCGCAGCGCCGCCGCGTCATCGAGGGCTACGGCGACCGTCAGGCGTTCGA 

GTACCGCGCCCCCGGGAACAAGAAGACGGACTGGCTCATGGAGGAGATCGCCAGCAACCT 

GCCGGCGGCGATCACCGACGAGGGCATCATGGTCATCTGTAAGGTCTACCTCTCGCCGAG 

GGCCAAGGAGGCGACGGCCAACGAGGAGGAACGCCAAGAAACCAACGTGGTTCCCGGGCC 

CAAGAGGCTCCGAGAGGCGGAAGCCACCGGCTACGACGCGCCGGCGCCGCCACAGCCCGA 

CGTCGGATACTCGTACTCCGGCGGCGGCGAGACGTCTCAAGCGACCGCCTCGATGGACTA 

CTGCTGCTCGACGACGACACACACGGCGGACGACACGGCCAATGCCGCCTACTACCACGG 

CGACGCTGATGCCATCAAGCCAGATGCTTACGACGGCGGCGACTACGGCATCGGCTTCAA 

CGCAGACGGGGAGCTGGTTCTCTGCGGCAACGGCCACGGTGGCATCGGGACGCAGGGACA 

GACGCCATTGGCAATGCAGAACACCAACGGGGAGATGACCTTGTTCTCACCAATGAACGG 

CTATGGTGTTGGCTTCAATGAGGAGGTGAGACAAGAACCACAAGTAGAAGGTGAGGTGGA 

GATGGATAATTTCTTCAACGATTTGTTCGTCGACTTCGACGGCGCCGGTGATCTCAATCC 

CAATCCTAACGGGGGTGGAGACAGCCACGGCCACATACTATGTGAATGA 

CDS 

> ONAC124 

ATGGCGGAAGAAGATGACAAGAAGCAGAAGGGCCCGGACGTGACGGTGCCCTCGGGATAC 

TTCTTCGTGCCGAAGCCGGAGCAGCTCATCCGCGACTACCTCAACCACTGGATCACCGGC 

CGGCCGAGCGAGGAGCTCCGGGACATTGTCCGGGAAGCCGACGTCTACGGCTCCGACCCG 

GCGACGCTGACGGAGGCGCACAGTGCGTACGGCCACGACGGCAAGTCGTGGAGAGAAAAA 

ACCACGGGCGCCAGCCAGCAAAATATCTTCACTATATCTAGGCGCGGCGGCTTCGAGGGC 

GGCGGCACGTGGCACAACTCGCAGCGCCGCCGCGTCATCGAGGGCTACGGCGACCGTCAG 

GCGTTCGAGTACCGCGCCCCCGGGAACAAGAAGACGGACTGGCTCATGGAGGAGATCGCC 

AGCAACCTGCCGGCGGCGATCACCGACGAGGGCATCATGGTCATCTGTAAGGTCTACCTC 

TCGCCGAGGGCCAAGGAGGCGACGGCCAACGAGGAGGAACGCCAAGAAACCAACGTGGTT 

CCCGGGCCCAAGAGGCTCCGAGAGGCGGAAGCCACCGGCTACGACGCGCCGGCGCCGCCA 

CAGCCCGACGTCGGATACTCGTACTCCGGCGGCGGCGAGACGTCTCAAGCGACCGCCTCG 

ATGGACTACTGCTGCTCGACGACGACACACACGGCGGACGACACGGCCAATGCCGCCTAC 
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TACCACGGCGACGCTGATGCCATCAAGCCAGATGCTTACGACGGCGGCGACTACGGCATC 

GGCTTCAACGCAGACGGGGAGCTGGTTCTCTGCGGCAACGGCCACGGTGGCATCGGGACG 

CAGGGACAGACGCCATTGGCAATGCAGAACACCAACGGGGAGATGACCTTGTTCTCACCA 

ATGAACGGCTATGGTGTTGGCTTCAATGAGGAGGTGAGACAAGAACCACAAGTAGAAGGT 

GAGGTGGAGATGGATAATTTCTTCAACGATTTGTTCGTCGACTTCGACGGCGCCGGTGAT 

CTCAATCCCAATCCTAACGGGGGTGGAGACAGCCACGGCCACATACTATGTGAATGA 

Protein 

> ONAC124 

MAEEDDKKQKGPDVTVPSGYFFVPKPEQLIRDYLNHWITGRPSEELRDIVREADVYGSDP 

ATLTEAHSAYGHDGKSWREKTTGASQQNIFTISRRGGFEGGGTWHNSQRRRVIEGYGDRQ 

AFEYRAPGNKKTDWLMEEIASNLPAAITDEGIMVICKVYLSPRAKEATANEEERQETNVV 

PGPKRLREAEATGYDAPAPPQPDVGYSYSGGGETSQATASMDYCCSTTTHTADDTANAAY 

YHGDADAIKPDAYDGGDYGIGFNADGELVLCGNGHGGIGTQGQTPLAMQNTNGEMTLFSP 

MNGYGVGFNEEVRQEPQVEGEVEMDNFFNDLFVDFDGAGDLNPNPNGGGDSHGHILCE* 

 

LOC_Os11g04960 (ONAC125) sequence information 

Genomic sequence length: 1852 nucleotides 

CDS length: 1356 nucleotides 

Protein length: 451 amino acids 

Putative Function: no apical meristem protein, putative 

Genomic Sequence 

> ONAC125 

ATGAACCCGACAATAGAAAACGGCGGCAGCGGCGGCGATGGATCGGCGGCGGCGGCAGCG 

GCGGAGGGAAGTGCGATCTGGAAGAGTGAGCTGGTGCCGCAGCTACAGCTACCTCCGGGC 

TACCACTTCGTACCAACGGACGAGGAGCTCGTGGACTTCTACCTCCGCGGCAAGATCGAG 

GGACGCGACCCGCCTCGCCACTTCATCAGTGAGGAGAATATCATGCGTTATGATCCCCAA 

AAGCTGATTGGTAATTTAATCTTCTTTTTAGCTAATTGATCGCTTGATTATCCATGAAAA 

AAAAGGTTTAATTATGTATGTCTATGAACCAAATTGGTTTGTGATAACACAATATGAATG 

CATTAGAGAAATACAAGGGCTATGGGGAAGACAGGTGGTACTTTTTCATGGTGAGGGAGC 

CGTCGAAGACGAAGAAGAAGGACGAGCCGAACAGGAAGGTGGTGGTGGATGGGGTGGAAG 

AGGGAAGCTGGAGCGCGACGGGGAGCGTGGTGCAGATTCACAGCACCAAGGAGACGAACC 

GGAAGGCTATCATTGGCAGCAAGAGGGTTCTCACTTATAAATCTGCTCGTTCCGCTGAGA 

ACGACATGTGGAGCATGCATGAGTATGTCTTGGCAGGCAAATCCCAGGTACTTTGATAAT 
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CCAACATCTTTTGAAGCATTTATATATTTTTTTTTAAAAAAAAGATGATGGGTCAAAGTT 

TGTGTGTGAATAGTACCCTCTCAATTTCATATGACAAGTTTTCATATGACAAGTCGTTTT 

ACTTTTTAAGTTTGACTAAATTTATATGAATACAAAACAAATATACCATCAAAATATATT 

CAACATAGTATATTAGATATAGTGAGACTAATTTGGTGATGTACAGATGTTGCTATATTT 

TACTATGATCTTAGTTAAACTTGAAGAAATTTGATATAATATGAATCAAAGTGAGTATCT 

GATAAAAAATAAAAGTGAATGAAGGGAGTACTACATGTTGGTGTATGATCGATCAATGTA 

CTTGCAGATGGGTCAGTATGTATTGTGCGCGATACAGCTGAAGCAGACCTACGAGAGAGA 

AGAGAAGGCCCGGGAGGAGCAGAAGAATGACAACAAACGCAATAAAAAGGCCGCAAGGAG 

GAAGAACATGCAGCAGCAGCCTACTGCTTGCCAGGCACAAGACGAGCAGCAGGAAACAGC 

ACCAACACCTGGAGAAGAAACCATTGTGGATCCTGACCAGTTCATGGATATTGCCCATTC 

CATGCATATGATGTTTGGAGGAGTAGATCAAGATGCACCACCATTCATGCCAAGCTTAAT 

TGCTCCTTGCAACAACGATGATGGCATGCTGCAACTTCAACCACTCCAATTGCAGAACCC 

AAACCCTGCAATGCTGTACAGTAACCAGCTGGAACCATCGTACATTGGTGATCAGTCGAT 

GTTCACCCCATGCTGCTGCGATAGAAACTGTATTTCTTGTCGTCAGCTACAATTTTACCA 

GCAACAGCAAGCAGAGGATGGCAGTGTTGCATTTGGAGAGGCTGATCTATACCAACAACA 

TGATAGGGCATTGGGAAATACTGGTGTATACCCTGACAATGTTTGGGTGGATGGTAACAT 

GGCAGATTATGCTCAGCGTCAGATTTACAATGATCAAGATAATGGTGGTGTATTAATGCA 

AGGGCCGGAGGATAGCGCAACTTTCCCTGACAACTTCCTGATGCTGGACGAAATGGCGGC 

AGGTAGCGATGATGCGTCAGGCTTTGATTATGAGGTTGATCAATCCATGGCAGTCGTCCC 

ACATGTTGCTGATCAGACCGTCGATGATATTATGTCGTCACTGCTTAATTGA 

CDS 

> ONAC125 

ATGAACCCGACAATAGAAAACGGCGGCAGCGGCGGCGATGGATCGGCGGCGGCGGCAGCG 

GCGGAGGGAAGTGCGATCTGGAAGAGTGAGCTGGTGCCGCAGCTACAGCTACCTCCGGGC 

TACCACTTCGTACCAACGGACGAGGAGCTCGTGGACTTCTACCTCCGCGGCAAGATCGAG 

GGACGCGACCCGCCTCGCCACTTCATCAGTGAGGAGAATATCATGCGTTATGATCCCCAA 

AAGCTGATTGAGAAATACAAGGGCTATGGGGAAGACAGGTGGTACTTTTTCATGGTGAGG 

GAGCCGTCGAAGACGAAGAAGAAGGACGAGCCGAACAGGAAGGTGGTGGTGGATGGGGTG 

GAAGAGGGAAGCTGGAGCGCGACGGGGAGCGTGGTGCAGATTCACAGCACCAAGGAGACG 

AACCGGAAGGCTATCATTGGCAGCAAGAGGGTTCTCACTTATAAATCTGCTCGTTCCGCT 

GAGAACGACATGTGGAGCATGCATGAGTATGTCTTGGCAGGCAAATCCCAGATGGGTCAG 

TATGTATTGTGCGCGATACAGCTGAAGCAGACCTACGAGAGAGAAGAGAAGGCCCGGGAG 

GAGCAGAAGAATGACAACAAACGCAATAAAAAGGCCGCAAGGAGGAAGAACATGCAGCAG 

CAGCCTACTGCTTGCCAGGCACAAGACGAGCAGCAGGAAACAGCACCAACACCTGGAGAA 

GAAACCATTGTGGATCCTGACCAGTTCATGGATATTGCCCATTCCATGCATATGATGTTT 

GGAGGAGTAGATCAAGATGCACCACCATTCATGCCAAGCTTAATTGCTCCTTGCAACAAC 

GATGATGGCATGCTGCAACTTCAACCACTCCAATTGCAGAACCCAAACCCTGCAATGCTG 

TACAGTAACCAGCTGGAACCATCGTACATTGGTGATCAGTCGATGTTCACCCCATGCTGC 

TGCGATAGAAACTGTATTTCTTGTCGTCAGCTACAATTTTACCAGCAACAGCAAGCAGAG 

GATGGCAGTGTTGCATTTGGAGAGGCTGATCTATACCAACAACATGATAGGGCATTGGGA 

AATACTGGTGTATACCCTGACAATGTTTGGGTGGATGGTAACATGGCAGATTATGCTCAG 

CGTCAGATTTACAATGATCAAGATAATGGTGGTGTATTAATGCAAGGGCCGGAGGATAGC 

GCAACTTTCCCTGACAACTTCCTGATGCTGGACGAAATGGCGGCAGGTAGCGATGATGCG 

TCAGGCTTTGATTATGAGGTTGATCAATCCATGGCAGTCGTCCCACATGTTGCTGATCAG 
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ACCGTCGATGATATTATGTCGTCACTGCTTAATTGA 

Protein 

> ONAC125 

MNPTIENGGSGGDGSAAAAAAEGSAIWKSELVPQLQLPPGYHFVPTDEELVDFYLRGKIE 

GRDPPRHFISEENIMRYDPQKLIEKYKGYGEDRWYFFMVREPSKTKKKDEPNRKVVVDGV 

EEGSWSATGSVVQIHSTKETNRKAIIGSKRVLTYKSARSAENDMWSMHEYVLAGKSQMGQ 

YVLCAIQLKQTYEREEKAREEQKNDNKRNKKAARRKNMQQQPTACQAQDEQQETAPTPGE 

ETIVDPDQFMDIAHSMHMMFGGVDQDAPPFMPSLIAPCNNDDGMLQLQPLQLQNPNPAML 

YSNQLEPSYIGDQSMFTPCCCDRNCISCRQLQFYQQQQAEDGSVAFGEADLYQQHDRALG 

NTGVYPDNVWVDGNMADYAQRQIYNDQDNGGVLMQGPEDSATFPDNFLMLDEMAAGSDDA 

SGFDYEVDQSMAVVPHVADQTVDDIMSSLLN* 

 

LOC_Os11g07700 (ONAC126) sequence information 

Genomic sequence length: 804 nucleotides 

CDS length: 804 nucleotides 

Protein length: 267 amino acids 

Putative Function: NAM, putative 

Genomic Sequence 

> ONAC126 

ATGGCTTCCACGTCGAGGAAACGTTCGGCGCGTAGCCTGCAAGAAGATGAGCAGACCTCA 

TCGGCGGCAGAGGCGCCGGCGGCGGTGCGAGAGGACGAGGAGCGGGTTGCGGTGGCGGGC 

ATGGAGGCGTGGAGGTTCGGGTTCTCGAGATTCTCCTGGTTTCCCGCGTTCAAGTTCGAC 

CCCACCGACGCCGACATCGTCGCCTCCTACCTCCTCCCGCGCGCGCTCTACGGCCGCGGC 

CACGCCGCCGTTATCCAGGACGACGTGTCGAGGTGCGAGCCGTGGACGCTGATGCGGGAG 

CACGGCCACGCCACCAGCGCGCACGCCTTCTTCGTCCACGACCACGAGAGCGTCGGCGGC 

GGCGGCGGCGGCGGCAGGCGCAAGGTGCAGCGCGCAGTCAAGAACGGCGGCGGCGTGTGG 

CGGATCCAGAAGGGCGAGGTGGCGATCCTCACCATCGTCCGCGGCGGCGGCGGAGGCGGA 

GGCGAGCTCGACGTGGTGTACAAGCGGCGCAACCTGAGCTTCCACCGCCGCGGCGAGAGC 

TCCTCCTCCGGATGGGTCATGCACGAGTACGAGATCACCTCGCCGCCGCTCCCCGCCACC 

GTGCTCTCCCGGATCAGGGCCACCCCCAGGGCCAAGGACAAGAAGCTGTGCATCAAGGAG 

GAGCCCTCCTGCTCCACCTCCGCCGCCGGCGAGCGCTCTGGCCCTAACCCAGACCACACC 

GCCGCCGGCGCCGGTGACAGCGCCACTGCCAACCACAACAATACAACGTCGGCGGCGACA 

ACAACTATGGCAGCGGCGGTGTAG 
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CDS 

> ONAC126 

ATGGCTTCCACGTCGAGGAAACGTTCGGCGCGTAGCCTGCAAGAAGATGAGCAGACCTCA 

TCGGCGGCAGAGGCGCCGGCGGCGGTGCGAGAGGACGAGGAGCGGGTTGCGGTGGCGGGC 

ATGGAGGCGTGGAGGTTCGGGTTCTCGAGATTCTCCTGGTTTCCCGCGTTCAAGTTCGAC 

CCCACCGACGCCGACATCGTCGCCTCCTACCTCCTCCCGCGCGCGCTCTACGGCCGCGGC 

CACGCCGCCGTTATCCAGGACGACGTGTCGAGGTGCGAGCCGTGGACGCTGATGCGGGAG 

CACGGCCACGCCACCAGCGCGCACGCCTTCTTCGTCCACGACCACGAGAGCGTCGGCGGC 

GGCGGCGGCGGCGGCAGGCGCAAGGTGCAGCGCGCAGTCAAGAACGGCGGCGGCGTGTGG 

CGGATCCAGAAGGGCGAGGTGGCGATCCTCACCATCGTCCGCGGCGGCGGCGGAGGCGGA 

GGCGAGCTCGACGTGGTGTACAAGCGGCGCAACCTGAGCTTCCACCGCCGCGGCGAGAGC 

TCCTCCTCCGGATGGGTCATGCACGAGTACGAGATCACCTCGCCGCCGCTCCCCGCCACC 

GTGCTCTCCCGGATCAGGGCCACCCCCAGGGCCAAGGACAAGAAGCTGTGCATCAAGGAG 

GAGCCCTCCTGCTCCACCTCCGCCGCCGGCGAGCGCTCTGGCCCTAACCCAGACCACACC 

GCCGCCGGCGCCGGTGACAGCGCCACTGCCAACCACAACAATACAACGTCGGCGGCGACA 

ACAACTATGGCAGCGGCGGTGTAG 

Protein 

> ONAC126 

MASTSRKRSARSLQEDEQTSSAAEAPAAVREDEERVAVAGMEAWRFGFSRFSWFPAFKFD 

PTDADIVASYLLPRALYGRGHAAVIQDDVSRCEPWTLMREHGHATSAHAFFVHDHESVGG 

GGGGGRRKVQRAVKNGGGVWRIQKGEVAILTIVRGGGGGGGELDVVYKRRNLSFHRRGES 

SSSGWVMHEYEITSPPLPATVLSRIRATPRAKDKKLCIKEEPSCSTSAAGERSGPNPDHT 

AAGAGDSATANHNNTTSAATTTMAAAV* 

 

LOC_Os11g31340 (ONAC127) sequence information 

Genomic sequence length: 2526 nucleotides 

CDS length: 834 nucleotides 

Protein length: 277 amino acids 

Putative Function: no apical meristem protein, putative, expressed 

Genomic Sequence 

> ONAC127 

ATCACAATAGCATCATTCAATCTTTAATTCATTTGAGAGTTGAGAGTGAGCGGAATATAT 
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TTGTATTCTACGATTGAGGAGAATGGCCAGCCCTGGAGTTTGCATCAACTTGGTGAATGG 

TACATCGACGCGCCTCCCCACCAATGCTGATCTAGTAGTCCACTACCTGCACCGTCGCGC 

CATTCAGGAACCGGTGCCCTGTGACTTCATCACCAACGTCGACATTCTCCAGCACAACCC 

CTGGGACATCGTCCCTGGTAAATATTTTTTTGACCCACACAGGCTTACTCCCATTAGATA 

TATTAATCCAAAACTTTGCCAGCTTCTTCAGTTAATTTGATCAATCTGTAGTATAACCTC 

AATAGATAGTTTGCAGTTGTTTTGATAGTTAATTTATTGTCTGCTGGGTTGATGATGATG 

GAGCAGCGGAGGAGAAGACAAATGGGAAGTACTTCTTCATCCATGAGGAGAACGAACGCC 

TTGGCAACCACCACAGCAACCGTGCTGCTGGTGATGGGTTCTGGAGGCCAGTAGGCTCAG 

AGGTGCCGATATATCACAAACGTAGTGGTGGCGCTGATGAAGCACTGGTGGGGATGAAGC 

GCACCTTGGTATTCCACTACGGGAATTCTTCGTCCGCAAAGCGCACCGAATGGGTGATGC 

AGGAGTTCCGACTTGCTGGTGCTACCCTTATACCTTGCCCTGTGACGAGGCCAGCCACCG 

GTGATGGCTCCATGCTTCCCTGCCACCGCACAGGAACGACCATCGCCACGGTAAGACACT 

ACACATCCGAACATCACCGTGCCTATATATTGGATATAACATAGAATCGATCTACTTTTA 

TAATCTAATTGGTTAAGTATTTACATGCAAGCATAGAACTGTGTCATTCAACTTGGGGAA 

TATGGACATGATGAATTACAAACTTATAATTATAAGAACAATATTTTTCTATGTTGACGT 

TGATGGTGCAACAAGGTCTAGGATGGACCTAGCTAGTGGTGATTCAAATTTTGTTATGAT 

GTCAGACCTACAGGTGCTGGAACCAAAAGGTGATTTGACTTTTTGGATAGCGATTCTATA 

TATTTCAGTAAGATCTAATTACAATAAATAAGATTTTTCCATGAATCAAGATCTAATAAT 

TAAAGGACCAATAAGAGATTCAATTTTGCCGATGTGCAGAAAGGGGTACGTTGTCGGCTT 

GCACTTTTATCAGTGAAACTCTTTATTAAACATTACGTGGTTATCCTAGTAGTCCCAGGA 

TGTGTAGAGATCTAACTGTCATGGGATCTATAAGATATTCAATTTTGTCAAGACGCGAGA 

AGTGTTATGTCGTCGCCGTGTGTTTTCATTAGTGAAACTCTTTTTTTAACACCACAAGTG 

GCTATCCCCTTTGTCCCGGGTTGTTTAGAGACATAACAGTTATGGGATCAATAAGATACT 

TGACTTTATCGAGATGCAAAAAGAGGTATGCAGCCGGCTTGCGCTTTTATAAGTGAAACT 

CTTTGTTGAGCTCCATGCATGATCATTATCCCCTTAGTGTCGGGAAGGGATGTTCAGATC 

ATGTTTTGATCCTGGTCTGTACCTTTTCATGGAAAGTGACATCTCTACAGTTTATTGGTG 

AAACCGGATGGTAGATTGATGACACTCCTTTGCCCATATATGGAAGAAAATTGGACATAG 

AAGATACCAATTCCTTCTAATTCAGTCACTAGATGATTAGCACAAATCTGGAATACAACT 

ATGTCTTTGCTATTAATAGATTTCATCTATCTCTCTTTGTTGTACATGCTATATATACCA 

TGGTTCCTCCTTAAGCAGCATCTAGTAACATATTATATGTCGACCGTTTTGCAGGAAAAC 

AATGGAAGTCCATCAGCTGGACAAACTCATGGCCCACTTGAGAAAACCATGGTCGAACCT 

GATAGTTCTTTGCGGATATGTCGCATCTACAAGAAGAGGCAACGAACACCACAGTTCATC 

ATCCCTCCATCCATTGGCGATGCAAGGGAACTCATCCTCGCCCTTCCTACAATTGGCAAT 

ACAAGGGAAGTCGCCCTCGCCCTTCCTGCCATTGACTTCCTGGGGCAGCCATCTTTCGAG 

GAAGGGAGTGATGTGTCTGCCGATGTCATCACGGATGACAAGGATGGTTATGGCCATGGC 

ATGAACTAAATAAAGGAAGCCACTCAGCTGTGTCCAGTAAAAATTGCAAGCGGAGTGTTT 

CCTCGGTGCGAGAAAGACCTATGACCTGTTTATGTGTTTTAATTTGAAGTTCATGCTTGA 

TACTATGTATTCTATTTAATTAAGTCGGAGTACTCTATGCTGTTCAAACTGGAGTCTATG 

TTTTTCTGTTTAAGTTGTAGACAATATATCATTTAATTAGTTTGGGGAAAGTAAAGTGTG 

CCTATGTTCTAGCTTCTAGGATGAGACGCATTCGCCCCAGATTCAAGATCAATGGGAGGT 

AGTTACCTGGTAGAGGTAACTGTTGTAACTGCCCTTCTTCAATATATTGTGCTTTTGTGT 

TTTTTT 

CDS 

> ONAC127 
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ATGGCCAGCCCTGGAGTTTGCATCAACTTGGTGAATGGTACATCGACGCGCCTCCCCACC 

AATGCTGATCTAGTAGTCCACTACCTGCACCGTCGCGCCATTCAGGAACCGGTGCCCTGT 

GACTTCATCACCAACGTCGACATTCTCCAGCACAACCCCTGGGACATCGTCCCTGCGGAG 

GAGAAGACAAATGGGAAGTACTTCTTCATCCATGAGGAGAACGAACGCCTTGGCAACCAC 

CACAGCAACCGTGCTGCTGGTGATGGGTTCTGGAGGCCAGTAGGCTCAGAGGTGCCGATA 

TATCACAAACGTAGTGGTGGCGCTGATGAAGCACTGGTGGGGATGAAGCGCACCTTGGTA 

TTCCACTACGGGAATTCTTCGTCCGCAAAGCGCACCGAATGGGTGATGCAGGAGTTCCGA 

CTTGCTGGTGCTACCCTTATACCTTGCCCTGTGACGAGGCCAGCCACCGGTGATGGCTCC 

ATGCTTCCCTGCCACCGCACAGGAACGACCATCGCCACGGAAAACAATGGAAGTCCATCA 

GCTGGACAAACTCATGGCCCACTTGAGAAAACCATGGTCGAACCTGATAGTTCTTTGCGG 

ATATGTCGCATCTACAAGAAGAGGCAACGAACACCACAGTTCATCATCCCTCCATCCATT 

GGCGATGCAAGGGAACTCATCCTCGCCCTTCCTACAATTGGCAATACAAGGGAAGTCGCC 

CTCGCCCTTCCTGCCATTGACTTCCTGGGGCAGCCATCTTTCGAGGAAGGGAGTGATGTG 

TCTGCCGATGTCATCACGGATGACAAGGATGGTTATGGCCATGGCATGAACTAA 

Protein 

> ONAC127 

MASPGVCINLVNGTSTRLPTNADLVVHYLHRRAIQEPVPCDFITNVDILQHNPWDIVPAE 

EKTNGKYFFIHEENERLGNHHSNRAAGDGFWRPVGSEVPIYHKRSGGADEALVGMKRTLV 

FHYGNSSSAKRTEWVMQEFRLAGATLIPCPVTRPATGDGSMLPCHRTGTTIATENNGSPS 

AGQTHGPLEKTMVEPDSSLRICRIYKKRQRTPQFIIPPSIGDARELILALPTIGNTREVA 

LALPAIDFLGQPSFEEGSDVSADVITDDKDGYGHGMN* 

 

LOC_Os11g31360 (ONAC128) sequence information 

Genomic sequence length: 2278 nucleotides 

CDS length: 873 nucleotides 

Protein length: 290 amino acids 

Putative Function: no apical meristem protein, putative 

Genomic Sequence 

> ONAC128 

ATGGCTGGTCCTGGAGTTTGCATCAACTTGCTGAACGGTACCACGATGCACCTCTCCGTT 

GGGTGTGTGTTCCGCCCCACCGAGGGTGAGCTTGTTGTCAACTACCTGTACCGCCGTGCC 

ATGCAGGAGCCGCTGCCTTGCGACTTCATCACCGATGTGGACATCCAGTGCCACAACCCT 

TGGGAAATCGTTCCCGGTAAATATATTTTGACTCGCACTGTGTCACTCCCAAATCTTTGG 
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CAGCATCTTTGATTAGTTTCATCAATCAGTAGTATCTCCTCAGCTAGATCGTTTGTAGGG 

ATTTTGACAGTTAATTTCTTGTATGATTATGTTTGAGTGTCAACTTTTCTATTGTTATGT 

TGGTGATGCTGGAGCAGCAGGGGAGAAGAAGAATGGGAAGCACTTCTTCACCCGCAAGGA 

GAACAGCCACCCTAGGGACTATGAAAGCAACCATGCCGCTGGTGATGGGTTCTGGAGATT 

GGCAGGCACAGAGGTCCCAATATACAACAAACCCAGCGGTGGTGCCGATGAAAAACTAGT 

GGGGATGAAACGCACCCTGGTGTTCCACTTTAGGAAGTCTTCATCCACAGAGCGCACCGG 

ATGGGTGATGCCGACTTGCCGGTGCCAGCCTTGTGCCTTGCCTTGTGATGAGGCCGGCCA 

CCGGTGATGTCTCCATGCCTCCCTGTGGTTGCACCGAAACAACCACCACCAAGGTGAGAC 

GCTGCATCCAAACATCACTATGTCATTGTATTGGATATGATATAGATTCCCCCTCAAAAA 

AAAAAGGATATGATATAGATTTGTTTCTGTATTTTTAATATGATTGGTAAATTATTTGTA 

TAAAACCGTAGGACTGTGAGGTTCAAGTTGGGGAATAGGGAAACATGAGGAATTACTATC 

TTATAATTATATAGAGTATTTGTGCATGTCGCCATTGAGGGGTGCCAATAGGTTTGGGTT 

GATTGATTGATGCCATGCAAGGTGCGTGGGATCTAGTGGTGATTCAAATTTTGTTATATA 

GTGATCTATGAGATGGTGGAATCTAGGGTTGATTTCAATTTTTCGCATAGTGATTCTATA 

TAATTCAATCTAGTAGGATGTGTCACCCAGCAAGGTCTAATGGTTTCACTTACAGAATCC 

ATAAGAGATTCTAATTTGTCGAGATGCAAAAAAGGGTATGTTGTCGGCTTGCATTTTTAT 

TAGTGAAACTCATTATTGAACACCATGTGTTTTTATCCCCTTAGTCCTGAGACGTTTGGA 

GATCTAACAAGTACGGATTCTATTGAATGTTCAAATTTGTCGGGATGCAAAAAGGGCTAT 

GTTGTCAGTTTGTGTTTTTATTAATGAAATTCTTTGCTGAACACTATGCATGCTTGTCCC 

CTTAGTCTCGGTAAGGGATGTTTAGATCATGATTTGATCTTGTACTCCTGGTCGCTACTT 

TTCCTTAAAAAAGTGGCATCACTACAGTTATTGGTGAATCGAATGGGGGTGACACTCCTT 

TGCCCATATTAGGTACTCCCTCCATTTCAAGTTATAAGATGTTTTGACTTTGGTCAAAGT 

CAAACTATTACAAGTTTGACTAAGTTTTTAAAAAATATAGTAATATTTATAATACCAAAT 

TAGTTTCATTAAATCAATAATTGAATATATTTTCATAATAAATTTGTCTTGGGTTGAAAA 

TGTTTTTTTTTCAAACTTAGTCAAACTTAAAGCAAGTTAATTTTGACCAAAGTCAAAACA 

TCTTATGACCTGAAACGGAGGGAGTAGAAAATTGGACATAGAGAAGTTACCAAATTCTTC 

TAATTCAGTCAGTACATGAGTAGCACAAAACTGGCATGCAACTATTTTTTACTACTAGTA 

CACTTCATCCGTCTCTCTTTATTGTAGATGCCATCTATACCACGGTTGCACCTTAATAGA 

CTATATGCGAACTGTTTTGCAGAAAAACAATGGCAGTCCGTCTGCTGCCCATACTCATGC 

CCCTCTGGTGGAAACCATGGTCGAACCTGATAATTCTTGGATGATATGTCGCATTTACAA 

GAAGAGGCAGCGTGCACCGCAGGTCATCATCCCTCCGTCCATTGGCAATGCAAGGGAAGC 

TGTCCTCGCCGTTCCTGCCATTGGCAATGCAGGCGATCGTCAAGTCACTTCATTGACTTC 

CCAGGGCATAGATGTTTCGAGGAGGGGAGTGATGAGTCTGCCAATGTCATCACAAAGGAC 

AAGGGCAGTGATGGTTATGGGAAGAACTAATAGAAGGAAGAAACTCGGCTTAGTTTAG 

CDS 

> ONAC128 

ATGGCTGGTCCTGGAGTTTGCATCAACTTGCTGAACGGTACCACGATGCACCTCTCCGTT 

GGGTGTGTGTTCCGCCCCACCGAGGGTGAGCTTGTTGTCAACTACCTGTACCGCCGTGCC 

ATGCAGGAGCCGCTGCCTTGCGACTTCATCACCGATGTGGACATCCAGTGCCACAACCCT 

TGGGAAATCGTTCCCGCAGGGGAGAAGAAGAATGGGAAGCACTTCTTCACCCGCAAGGAG 

AACAGCCACCCTAGGGACTATGAAAGCAACCATGCCGCTGGTGATGGGTTCTGGAGATTG 

GCAGGCACAGAGGTCCCAATATACAACAAACCCAGCGGTGGTGCCGATGAAAAACTAGTG 

GGGATGAAACGCACCCTGGTGTTCCACTTTAGGAAGTCTTCATCCACAGAGCGCACCGGA 

TGGGTGATGCCGACTTGCCGGTGCCAGCCTTGTGCCTTGCCTTGTGATGAGGCCGGCCAC 
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CGATGCCATCTATACCACGGTTGCACCTTAATAGACTATATGCGAACTGTTTTGCAGAAA 

AACAATGGCAGTCCGTCTGCTGCCCATACTCATGCCCCTCTGGTGGAAACCATGGTCGAA 

CCTGATAATTCTTGGATGATATGTCGCATTTACAAGAAGAGGCAGCGTGCACCGCAGGTC 

ATCATCCCTCCGTCCATTGGCAATGCAAGGGAAGCTGTCCTCGCCGTTCCTGCCATTGGC 

AATGCAGGCGATCGTCAAGTCACTTCATTGACTTCCCAGGGCATAGATGTTTCGAGGAGG 

GGAGTGATGAGTCTGCCAATGTCATCACAAAGGACAAGGGCAGTGATGGTTATGGGAAGA 

ACTAATAGAAGGAAGAAACTCGGCTTAGTTTAG 

Protein 

> ONAC128 

MAGPGVCINLLNGTTMHLSVGCVFRPTEGELVVNYLYRRAMQEPLPCDFITDVDIQCHNP 

WEIVPAGEKKNGKHFFTRKENSHPRDYESNHAAGDGFWRLAGTEVPIYNKPSGGADEKLV 

GMKRTLVFHFRKSSSTERTGWVMPTCRCQPCALPCDEAGHRCHLYHGCTLIDYMRTVLQK 

NNGSPSAAHTHAPLVETMVEPDNSWMICRIYKKRQRAPQVIIPPSIGNAREAVLAVPAIG 

NAGDRQVTSLTSQGIDVSRRGVMSLPMSSQRTRAVMVMGRTNRRKKLGLV* 

 

LOC_Os11g31380 (ONAC129) sequence information 

Genomic sequence length: 1900 nucleotides 

CDS length: 723 nucleotides 

Protein length: 240 amino acids 

Putative Function: no apical meristem protein, putative 

Genomic Sequence 

> ONAC129 

ATGCACCTCCCCGCTGTGGGCATGTCACACCCCACCGAGGGTGAGCTTGTCTTCCACTAC 

CTCTATCGTCGTGCCGTTAACATGCCGCTGCCCTCTGAATTCATTTGTGATGTCAACGTT 

CTTCCTCATAACCCATGGGACATCGTCCCAGGTAAGTATATTTTGACTTATGCTGCCATA 

TCATCTTGCTCCCATAAAAATTGTTAGCACATCCAGATACATCTCGAATTGATTAATCTA 

TGTCTACCAGGCTTGATTGATTGCATGGCCTAATGTCCGATTTGTTGTTGGTTTTGTTTT 

TGTCTTTTTCTCTCTCTTGTTCCATGATGGTGATCATGGACATAGGAGCACTGACATAGA 

GGGAGAAAGGGAAGTACTTCTTTATGCAGAAGGAGATAAAGTGCCCTAGTAGTCGCCGTA 

GCAACCGTATCACAAGTAAAGGGTTCTGGAGGTCGGCAGGCTCAGAAAAGCCAGTCTACT 

ACAACCAGGGAGGTGGCAGCGACTGCATGCTGGTGGGAATGAGGCGCACCCTAACATTTT 

ACTTTGGGAATTCACGGACCGCAGAGCGCACAAAATGGGGTATGCAAGAATTTCGCCTTG 

CTGGCAATGGTCTTTCGCCTTACCCTGCGATGAAGCATGCCACCGGGGATGGCTCAAAAC 



S269 

 
CACCCTGCAACTGTGCCGAAACAACCATCGCCAAGGTAATTAAGATGTTGACTTCAAACA 

TTTTCCTGTCATCATTTTTTAATCGTCTTGTTCGTTTCATCTGCAAATTGAATCTAATAA 

GTTTGTTATTTTCGAGCAAGTGTACTATTGTGAGGTTTAGCTTTGGGAAATAGGGAGGGG 

GATTTAATAAATATGATGAGCCGTCTTCTAGATATAACTCTCATGTCGATTTTATTCATG 

GAAAGGAAAAGGTAGAGATTGTCTTTGATGCCGCTTAGGGTACATGCTATTAGATCTGTA 

GTTATGGACTGCTGCGATGCAAGGAACGTGGGATCTATACATGATTCAAATTTTGTCGAG 

ACGTAGGGATTTATAGTTGGTAAAATCTAGATATGTATATGTGTCAGTGGGGAGTTCCAT 

GCATATGTGTCAGTGGGATCGAGTCGATGTATTATAAATTTTGTCATAAGGTTAGATCTG 

GTTACGAGATCTATAATCGACTTGAATTTGACAAGAAGACAAAAGTGGTTTGTTGTCAGC 

TTGCGAGCAATGAACCTATTTAATGAACACCATGTGTTGTTAACTCGTTTCTCCCATGAT 

TTTTGGAGTTTTATATCAGATAATGTATCAACCATTTATTGGTCAAATTTTCTGTGATGT 

TCAAACTGAACAATGGAGAATACTCATTTTCCGACATCAGGAAGAAAACTGATAACAAAT 

AAGTTACCATGTCTTTCAAATTCAGTAGCTATGTTATTAGCATCCGTATATAACATATAT 

ACAAAATATTCCTTTCCAACTAATAGTACTTCATCAATTTTCCCTTAGGTATACATCTTA 

CATATACCATGCTTTGTGCGTTCAGCAGCATCCATTAACAGGCAATTCGGTGACTGTTTT 

GCAGAGAAATGATGGTCTCTCTGCAGTTCTTCGTAATGTGCTCGCCGTCACCCCCCTTGT 

GGAAACCGTTGTCGAACCTGATGGATCATGGCTGATCTGCCGCATCTACAGGACAAGGCA 

GCGTGCATTGCCTGTTATCACTCCTCCTGCCATAGAAAATGCAAGGGAAATCATTATCCC 

TCCTGCCAATGGCAATGCAAGGGAGGCTCAAGTCCGCTTTATTGACTTCCTGCAGCAGGG 

ATCGCACATTGAGTCATCCTCCCCCTGTAGTTGTATAGTTGGCCCCTCTTTGGCAGAGGG 

AAGTGATGAATCTGCTGGTAGTGTTGACCAAAAGGATTGA 

CDS 

> ONAC129 

ATGCACCTCCCCGCTGTGGGCATGTCACACCCCACCGAGGGTGAGCTTGTCTTCCACTAC 

CTCTATCGTCGTGCCGTTAACATGCCGCTGCCCTCTGAATTCATTTGTGATGTCAACGTT 

CTTCCTCATAACCCATGGGACATCGTCCCAGGCTCAGAAAAGCCAGTCTACTACAACCAG 

GGAGGTGGCAGCGACTGCATGCTGGTGGGAATGAGGCGCACCCTAACATTTTACTTTGGG 

AATTCACGGACCGCAGAGCGCACAAAATGGGGTATGCAAGAATTTCGCCTTGCTGGCAAT 

GGTCTTTCGCCTTACCCTGCGATGAAGCATGCCACCGGGGATGGCTCAAAACCACCCTGC 

AACTGTGCCGAAACAACCATCGCCAAGAGAAATGATGGTCTCTCTGCAGTTCTTCGTAAT 

GTGCTCGCCGTCACCCCCCTTGTGGAAACCGTTGTCGAACCTGATGGATCATGGCTGATC 

TGCCGCATCTACAGGACAAGGCAGCGTGCATTGCCTGTTATCACTCCTCCTGCCATAGAA 

AATGCAAGGGAAATCATTATCCCTCCTGCCAATGGCAATGCAAGGGAGGCTCAAGTCCGC 

TTTATTGACTTCCTGCAGCAGGGATCGCACATTGAGTCATCCTCCCCCTGTAGTTGTATA 

GTTGGCCCCTCTTTGGCAGAGGGAAGTGATGAATCTGCTGGTAGTGTTGACCAAAAGGAT 

TGA 

Protein 

> ONAC129 

MHLPAVGMSHPTEGELVFHYLYRRAVNMPLPSEFICDVNVLPHNPWDIVPGSEKPVYYNQ 

GGGSDCMLVGMRRTLTFYFGNSRTAERTKWGMQEFRLAGNGLSPYPAMKHATGDGSKPPC 

NCAETTIAKRNDGLSAVLRNVLAVTPLVETVVEPDGSWLICRIYRTRQRALPVITPPAIE 

NAREIIIPPANGNAREAQVRFIDFLQQGSHIESSSPCSCIVGPSLAEGSDESAGSVDQKD 
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* 

 

LOC_Os11g45950 (ONAC130) sequence information 

Genomic sequence length: 791 nucleotides 

CDS length: 411 nucleotides 

Protein length: 136 amino acids 

Putative Function: NAC domain-containing protein 90, putative, expressed 

Genomic Sequence 

> ONAC130 

ATGGGTGCCGGGGCTGGGGAGCCGTGGTTCTACTTCCGCCACCATGAGAGATGGATGCAC 

CGGATGGACCGGAGCACACCATCAGGGTATTGGAAGACCGCAGGCAAAGCCAGTTTCGTG 

TACTCTGCAGATAGACATCCCGTCGGATTGAAGAAGAGCATGTTGTTCTACCGCGGCCCC 

GAGCCGTCGGGGCGCAAAACCAAGTGGAAGATCGACGAGTTTTGGGCACTTGACAACGCC 

GCCAATGGGTCTGGGGAGCTTTTGGCGCAGTTGTGCCGCTCACGGCAAAACGTTGGTCTC 

ATGGTATGTAATCAATCTCTAAACTGATACGTACGCGCGCGAGCAAGCACTTTATACATT 

TATTACTTGCATTAATTGTGTAATAAATCTTTATGGTTGTTTTCTCGTAGTAGTTTTTTT 

TCCACTGAGGGAGTAAATAACTAGATATGCCATATGTATACTCTCTCTATCCTAAAATAT 

AAGAGATTTTAGGTGAATGTGATATATGGTAGGACCATAAATCTAGGGAAAGAGAGTATG 

TTTAGATTTATATGGTCATATGATACATCACATTTACCTAAAATTACTTATATTTTAGAA 

CGGATGGAGTATTTAATTACCATACATCTCAAGTATATACGTACCTCTTACAATTAATTA 

TTAATATACACATGTTTTTGCAGCCGAGGTTCCCTCTCAGCTTGTGTCGGCTGTACAGTA 

CAAAATCGAGCTCAGAGCGCCATGTCCTAGCCACCAGTAGCGATGAAATCTCCGAGGACG 

AATCCGACTAG 

CDS 

> ONAC130 

ATGGGTGCCGGGGCTGGGGAGCCGTGGTTCTACTTCCGCCACCATGAGAGATGGATGCAC 

CGGATGGACCGGAGCACACCATCAGGGTATTGGAAGACCGCAGGCAAAGCCAGTTTCGTG 

TACTCTGCAGATAGACATCCCGTCGGATTGAAGAAGAGCATGTTGTTCTACCGCGGCCCC 

GAGCCGTCGGGGCGCAAAACCAAGTGGAAGATCGACGAGTTTTGGGCACTTGACAACGCC 

GCCAATGGGTCTGGGGAGCTTTTGGCGCAGTTGTGCCGCTCACGGCAAAACGTTGGTCTC 

ATGCCGAGGTTCCCTCTCAGCTTGTGTCGGCTGTACAGTACAAAATCGAGCTCAGAGCGC 

CATGTCCTAGCCACCAGTAGCGATGAAATCTCCGAGGACGAATCCGACTAG 
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Protein 

> ONAC130 

MGAGAGEPWFYFRHHERWMHRMDRSTPSGYWKTAGKASFVYSADRHPVGLKKSMLFYRGP 

EPSGRKTKWKIDEFWALDNAANGSGELLAQLCRSRQNVGLMPRFPLSLCRLYSTKSSSER 

HVLATSSDEISEDESD* 

 

LOC_Os12g03040 (ONAC131) sequence information 

Genomic sequence length: 2337 nucleotides 

CDS length: 1182 nucleotides 

Protein length: 393 amino acids 

Putative Function: no apical meristem protein, putative, expressed 

Genomic Sequence 

> ONAC131 

AATTAGCTCTCATTAATCAATTGCTTTGTAGTAATCCATCCATGCACCCACCTCTCTTTC 

TCCCGAACAGCAAGAAGATGAGCCAAGCCCATGGCGTCTATAAAAGAGAGCCCTACCCCC 

TCCATCTCAAAAATTTCAATCCTTCCTCTTCCTTAGCTTATTAGCTTCCTTCCTTCACTA 

GTGCCAGTTTTCCTCCTACGTAATCTAAGCTAGCCAGGTCGTCATCTTCTTCCTTCAGCT 

CACGCTGACCAAACACCATCTGTTATTCTGTTTGTTTGTTTTTTTTTAAAAAAAGAAAAA 

AAATCTAGCTAGGCGAGCCGATTGAAGGAGCTGAGCATGCCGAGCAGCGGCGGCGCCATG 

CCTGCCCTTCCACCAGGCTTCCGCTTCCACCCCACCGACGAGGAGCTCATCGTTCACTAC 

CTCATGAACCAGGCCGCCTCCATCAAGTGCCCCGTGCCAATCATCGCCGAGGTCAACATC 

TACAAGTGCAACCCATGGGACCTTCCTGGTAACTAACTAACTAATCACCATACATATATA 

AACTATCCATGTATCAATTAAACTCGATCAAATTAATGCCTTCAAACTGACCAAATTTAA 

TTTTGGGCTTTGAAAATGGATATGGAATGTTGCAGGTAAGGCGCTGTTCGGCGAGAACGA 

ATGGTACTTCTTCAGCCCGAGGGACCGCAAGTACCCCAACGGCGCACGCCCCAACCGCGC 

CGCCGGCTCGGGGTACTGGAAGGCCACCGGCACCGACAAGTCCATCTTGTCAACTCCGAC 

GAGCGACAACATCGGCGTCAAGAAGGCCCTAGTCTTCTACAAGGGCAAGCCCCCCAAGGG 

CGTCAAGACCGACTGGATCATGCACGAGTATCGCCTCACAGGCACATCAGCTAACAACAC 

CACCACCACAAAGCAGCGTAGAGCATCATCCATGACCATGAGGGTGAGATTCATTTAATT 

ACTTAATTTTAGTTCATTATTAATTTGTTTTTCTCTTCGTCGTACGTCTTCTTTGAAAGC 

TACGTCGTTGTTTGAATTGGCATATTGAAGGAAGCAAACGTGCATGTTGCTCTTAGTTAA 

CTCACTCTACAAAGTCAAATTTGTTGATGTTGATTGAGCTTGTGTTTTATTCTTTATTTT 

AAAAATAAATAAAGCAAGTTTGCACACTTCTAATTATTGTTTACTGCATTTGTGATATTG 

TTCATCAGCTGGACGACTGGGTGCTGTGCAGAATCCACAAGAAGAGCAACGACTTCAATT 
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CCTCTGACCAACACGACCAAGAACCCGAGGGATCAACCGTCGATGAACAGCTTGAAGACA 

TCCATGACAACAACTCTTCCTCTCAACAACCTCCTGCTCCACCTGACATGAACAACCAAC 

AGTCAGATTTCCAGCCCATGACGGCGATGAGCATGAGCAAGTCATGCTCCCTCACCGATC 

TCCTCAACAACCTCGACTGCGCCGCGCTCTCGCAGTTTCTCCTCGACGGCTCATCCGACG 

CCATCGCTGAGCTTCCTGCTCCTCCCAGCCCTCTAATATATCCAAACCAAACACTAAACT 

ATAACATCAACAACAACATGCCACACGCCTTCGAGTCACGCCTAGATCATCACGATGGTT 

ACGTTAACAATTATAATGTTAATGGCCTAAGGAGGAAGAGAATGATGGCGTGTAGTGCAA 

CTTCTTTTGATGATGGCAGCAGCAGCAGCAGCAGTGACTTTTTGCATGTTGCCAAGAAAC 

CGCTGCTGCTGCCAAGTGATTCAAGGGGCAGTGGTTTTGGAGGAGGTTACTGCAACCAGC 

AGCTTTCAGAGACTGCGACTGGTTTTCAGTTTCAGAACGGCAATATGTTGAGCCATCCAT 

TTCCTCTGAACCAGCAGCTACTGCTGAACAATCATCTGCAGATGCAGTAGCTAGTAGGCG 

TCTAGATCCGTTTACCGATCGATCTGAAGAGAGGTGAATTAATTTCAACGAATGAAACTA 

CAGATTCAGAGAGGAAGATACTGATTGTTCCATTTGGATTTATTTTGAGGAGTTGCATGA 

CAGATAGACAAACAGACGGAATTCTTGATGTAACCCATGCAAGGAAAGATTCAGATTTCT 

TCCTATGGCATTAATTTGTGAGTTTTTTTTTGTTTTCATTTTCATGTACAAGAATGTAAA 

TTATAAATGGTAATATCGTGCAAGCTAGTACTCAAGCCAATTTATATGATAATCTTTATG 

CATGTTTCTTAATTATTCTGGTATCAAGCACACGAAAGAAACATGCTACTTTGTCGTTGA 

TTCATTGGACCTTACAAATTAAACAATTTGTTCTTGTCTGAATGTGCTGATATATAA 

CDS 

> ONAC131 

ATGCCGAGCAGCGGCGGCGCCATGCCTGCCCTTCCACCAGGCTTCCGCTTCCACCCCACC 

GACGAGGAGCTCATCGTTCACTACCTCATGAACCAGGCCGCCTCCATCAAGTGCCCCGTG 

CCAATCATCGCCGAGGTCAACATCTACAAGTGCAACCCATGGGACCTTCCTGGTAAGGCG 

CTGTTCGGCGAGAACGAATGGTACTTCTTCAGCCCGAGGGACCGCAAGTACCCCAACGGC 

GCACGCCCCAACCGCGCCGCCGGCTCGGGGTACTGGAAGGCCACCGGCACCGACAAGTCC 

ATCTTGTCAACTCCGACGAGCGACAACATCGGCGTCAAGAAGGCCCTAGTCTTCTACAAG 

GGCAAGCCCCCCAAGGGCGTCAAGACCGACTGGATCATGCACGAGTATCGCCTCACAGGC 

ACATCAGCTAACAACACCACCACCACAAAGCAGCGTAGAGCATCATCCATGACCATGAGG 

CTGGACGACTGGGTGCTGTGCAGAATCCACAAGAAGAGCAACGACTTCAATTCCTCTGAC 

CAACACGACCAAGAACCCGAGGGATCAACCGTCGATGAACAGCTTGAAGACATCCATGAC 

AACAACTCTTCCTCTCAACAACCTCCTGCTCCACCTGACATGAACAACCAACAGTCAGAT 

TTCCAGCCCATGACGGCGATGAGCATGAGCAAGTCATGCTCCCTCACCGATCTCCTCAAC 

AACCTCGACTGCGCCGCGCTCTCGCAGTTTCTCCTCGACGGCTCATCCGACGCCATCGCT 

GAGCTTCCTGCTCCTCCCAGCCCTCTAATATATCCAAACCAAACACTAAACTATAACATC 

AACAACAACATGCCACACGCCTTCGAGTCACGCCTAGATCATCACGATGGTTACGTTAAC 

AATTATAATGTTAATGGCCTAAGGAGGAAGAGAATGATGGCGTGTAGTGCAACTTCTTTT 

GATGATGGCAGCAGCAGCAGCAGCAGTGACTTTTTGCATGTTGCCAAGAAACCGCTGCTG 

CTGCCAAGTGATTCAAGGGGCAGTGGTTTTGGAGGAGGTTACTGCAACCAGCAGCTTTCA 

GAGACTGCGACTGGTTTTCAGTTTCAGAACGGCAATATGTTGAGCCATCCATTTCCTCTG 

AACCAGCAGCTACTGCTGAACAATCATCTGCAGATGCAGTAG 
 

Protein 
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> ONAC131 

MPSSGGAMPALPPGFRFHPTDEELIVHYLMNQAASIKCPVPIIAEVNIYKCNPWDLPGKA 

LFGENEWYFFSPRDRKYPNGARPNRAAGSGYWKATGTDKSILSTPTSDNIGVKKALVFYK 

GKPPKGVKTDWIMHEYRLTGTSANNTTTTKQRRASSMTMRLDDWVLCRIHKKSNDFNSSD 

QHDQEPEGSTVDEQLEDIHDNNSSSQQPPAPPDMNNQQSDFQPMTAMSMSKSCSLTDLLN 

NLDCAALSQFLLDGSSDAIAELPAPPSPLIYPNQTLNYNINNNMPHAFESRLDHHDGYVN 

NYNVNGLRRKRMMACSATSFDDGSSSSSSDFLHVAKKPLLLPSDSRGSGFGGGYCNQQLS 

ETATGFQFQNGNMLSHPFPLNQQLLLNNHLQMQ* 

 

LOC_Os12g03050 (ONAC132) sequence information 

Genomic sequence length: 1748 nucleotides 

CDS length: 1191 nucleotides 

Protein length: 396 amino acids 

Putative Function: no apical meristem protein, putative, expressed 

Genomic Sequence 

> ONAC132 

GTTCCATTTCCCATTCATCGCGCGTCGTCTCCACCTTTCTTGCTTGTGCCACCAAGCTAT 

CTCCTCCTCTCCTTCTCCTCTAGCTAGAGCTAGTGCTTCCTCCATCTTCAGTCTAGCTTC 

AATTCAAGCTAGGGAGCAAGCTAGCTAGCTAGCATGGTGGAGTCTACTACATCCCTTGTG 

AAATTAGAGCAAGATGGAGGCTTGTTCTTGCCTCCAGGCTTCAGGTTTCACCCGACGGAC 

GCTGAGGTAATCTTAAGCTACCTCCTGCAGAAGTTGCTCAACCCTAGCTTCACCTCCTTG 

CCCATCGGCGAGGTCGACCTCAACAAGTGCGAGCCATGGGATCTTCCAAGTAAGTCAAAT 

TTGTTTTTCTTTTCTTCTTCGATCCAAAAGCTTATATTTAGATGCACAAGTAGTTAATTA 

GATCTTGATGTTAATATGCTTGTTTTTCATATTAATTTGATGAAGGCAAGGCGAAGATGG 

GGGAAAAAGAATGGTACTTCTTCAGCCACAAGGACATGAAATACCCAACTGGCATGCGAA 

CCAACCGGGCCACCAAGGAGGGCTACTGGAAGGCCACCGGCAAGGACAGGGAGATCTTCA 

GGCAGCCTGCAGCTGTTAATACAAGCAGCTATGGAGGCAGCAGCAACAAGAAGAAGCAGC 

TGGTTGGGATGAAGAAGACGCTGGTGTTCTACATGGGGAGGGCTCCCAAGGGCACCAAGA 

CCAACTGGGTGATGCACGAGTTCCGTCTCCACGCCAACCTCCACAACCACCACCCAAACC 

TTCGTCTGAATCCCAAGGACGAATGGGTTGTGTGCAAGGTCTTCCACAAGAAGCAGGGAG 

ACGAAGCCATCAACAACCAGCAGCAGCAACCACAGTATGCAGCCGTGGATCAGTACTCTG 

CCGAAACCCCCAACAGCGGCAGCTCCGTCGTTCAAGCCGGCGACATCGACGGCGGCGATG 

ACTTCTTTCAGCTAGACGACATCATTGACCCCAGCATCTACTTCGTCAGCAACTCTTCCA 

ACATCTTGTCGGCGCCGCCCAACAACAACAACGCGGTTTATTCCGTTTCTGCAAGTACGA 

CGACGACTAATACTACTGCCGTTAGCTTCCAGCAGCAGCCAAACTACTACAGCTTGATCA 
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ACAAAAGCAGCAGCAGCAGCAGCAGCAACTATAGTGCTCCTCTGCAGCAGCACGTCTCTT 

CTTGGAATATTACGCCTGGAGCTGGAGGAGCCCATGGAATTGGAAGCAGCTACTACAACT 

TGCAGCAGCAGCAGGCAGCAATGGTGAAAGCCCTAGAAAATGTCATTGCTGTCCCGAATT 

TTGGTACTCTACTGCCGAGCAGCAACAAGCTGAAGGGTTTATCGAAGTCGGCGATGGCTG 

GGCTTACGCAGCAGAATCCCCTTGGCGTGCCGCAGTACAAGATAGAGAATTATGGGGATC 

ATTACATATCACGACAGTAATGATCACATATACATATATATTGCATGCTGCTGCGTTCTG 

AGAATTTTTGTGCTCGGCTACTGCATTACTGAATTACGTACTGAACATGGACATCATCGA 

GATTTAGGAATATATGTGTGTGCAATTTATTTTTGTTGACTGCTTCATTATTTAGTTCTT 

CCTAGGTAGCTAGCGAGATCATTCGTCTATATATATTCCGTTTGCTTAATAGGTTTCTTT 

TGTATATACAAAGGTCGTGTTTGTTTTGTTAATTAATTTGTTGGTGCTAACTACTACTGA 

TTGTTGAT 

CDS 

> ONAC132 

ATGGTGGAGTCTACTACATCCCTTGTGAAATTAGAGCAAGATGGAGGCTTGTTCTTGCCT 

CCAGGCTTCAGGTTTCACCCGACGGACGCTGAGGTAATCTTAAGCTACCTCCTGCAGAAG 

TTGCTCAACCCTAGCTTCACCTCCTTGCCCATCGGCGAGGTCGACCTCAACAAGTGCGAG 

CCATGGGATCTTCCAAGCAAGGCGAAGATGGGGGAAAAAGAATGGTACTTCTTCAGCCAC 

AAGGACATGAAATACCCAACTGGCATGCGAACCAACCGGGCCACCAAGGAGGGCTACTGG 

AAGGCCACCGGCAAGGACAGGGAGATCTTCAGGCAGCCTGCAGCTGTTAATACAAGCAGC 

TATGGAGGCAGCAGCAACAAGAAGAAGCAGCTGGTTGGGATGAAGAAGACGCTGGTGTTC 

TACATGGGGAGGGCTCCCAAGGGCACCAAGACCAACTGGGTGATGCACGAGTTCCGTCTC 

CACGCCAACCTCCACAACCACCACCCAAACCTTCGTCTGAATCCCAAGGACGAATGGGTT 

GTGTGCAAGGTCTTCCACAAGAAGCAGGGAGACGAAGCCATCAACAACCAGCAGCAGCAA 

CCACAGTATGCAGCCGTGGATCAGTACTCTGCCGAAACCCCCAACAGCGGCAGCTCCGTC 

GTTCAAGCCGGCGACATCGACGGCGGCGATGACTTCTTTCAGCTAGACGACATCATTGAC 

CCCAGCATCTACTTCGTCAGCAACTCTTCCAACATCTTGTCGGCGCCGCCCAACAACAAC 

AACGCGGTTTATTCCGTTTCTGCAAGTACGACGACGACTAATACTACTGCCGTTAGCTTC 

CAGCAGCAGCCAAACTACTACAGCTTGATCAACAAAAGCAGCAGCAGCAGCAGCAGCAAC 

TATAGTGCTCCTCTGCAGCAGCACGTCTCTTCTTGGAATATTACGCCTGGAGCTGGAGGA 

GCCCATGGAATTGGAAGCAGCTACTACAACTTGCAGCAGCAGCAGGCAGCAATGGTGAAA 

GCCCTAGAAAATGTCATTGCTGTCCCGAATTTTGGTACTCTACTGCCGAGCAGCAACAAG 

CTGAAGGGTTTATCGAAGTCGGCGATGGCTGGGCTTACGCAGCAGAATCCCCTTGGCGTG 

CCGCAGTACAAGATAGAGAATTATGGGGATCATTACATATCACGACAGTAA 

Protein 

> ONAC132 

MVESTTSLVKLEQDGGLFLPPGFRFHPTDAEVILSYLLQKLLNPSFTSLPIGEVDLNKCE 

PWDLPSKAKMGEKEWYFFSHKDMKYPTGMRTNRATKEGYWKATGKDREIFRQPAAVNTSS 

YGGSSNKKKQLVGMKKTLVFYMGRAPKGTKTNWVMHEFRLHANLHNHHPNLRLNPKDEWV 

VCKVFHKKQGDEAINNQQQQPQYAAVDQYSAETPNSGSSVVQAGDIDGGDDFFQLDDIID 

PSIYFVSNSSNILSAPPNNNNAVYSVSASTTTTNTTAVSFQQQPNYYSLINKSSSSSSSN 

YSAPLQQHVSSWNITPGAGGAHGIGSSYYNLQQQQAAMVKALENVIAVPNFGTLLPSSNK 

LKGLSKSAMAGLTQQNPLGVPQYKIENYGDHYISRQ* 
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LOC_Os12g04230 (ONAC133) sequence information 

Genomic sequence length: 1110 nucleotides 

CDS length: 1098 nucleotides 

Protein length: 365 amino acids 

Putative Function: expressed protein 

Genomic Sequence 

> ONAC133 

ATGGCGGAAGAAGATGACAAGAAGCAGAAGGGCCCCGACGTGACGGTGCCCTCGGGATAC 

TTCTTCGTGCCGAAGCCGGAGCAGCTCATCCGCGACTACCTCAACCACTGGATCACCGGC 

CGGCCGATCGAGGAGCTCCGGGACATCGTCCGGGAAGCCGACGTCTACGGCTCCGACCCG 

GCGACGCTGACGGAGGCGCATAGGGCGTACGGCCACGACGGCAAGTCGTGGTACTTCCTC 

ACCGTCGCCAAGTGGAAGGGCGGCAGGGGCGGCGCCGGCACCGCCGGCCGGCTCAACCGC 

TGCGTCGAGGGCGGCGGCACGTGGCACAACTCGCAGCGCCGCCGCGTCATCGAGGGCTAC 

GGCGACCGCCAGGCTTTCGAGTACCGCGCCCCCGGGAACAAGAAGACGAACTGGCTCATG 

GAGGAGATCGCCAGCAACCTGCCGGCGGCGATCACCGACGAGGGCATCATGGTCATCTGC 

AAGGTCTACCTCTCGCCGAGGGCCAAGGAGGCGACGGCCGACGAGGAGGAACGCCAAGAA 

ACCAACGTGGTTCCCGGGCCCAAGAGGCTCCGAGAGGCGGAAGCCACCGGCTACGACGCG 

CCGGCGCCGGAGACGCCACAGCCCGACGTCGGATGCTCGTACTCCGGCGGCGGCGAGACG 

TCTCAAGCGACCGCCTCGATGGACTACTGCTGCTCGACGACGACACACACGGCGGACGAC 

ACGGCCAATGCCGCCGCCTACTACTACGGCGACGTTGATGCCATCAAGCCAGATGCTTAC 

GACGGCGGCGACTACGGCATCGGCATCAACGCAGACGGGGAGCTGGTTCTCTGCGGCAAC 

GGCCACGGTGGCATCGGGACGCAGGGACAGATGCCATTGGCAATGCAGAACACCAACGGG 

GAGATGACCTTGTTCTCACCGATGAACGGCTATGGTGTTGGCTTCAATGAGGAGGTGAGA 

CAAGAACCACAAGTAGGAGGTGAGGTGGAGATGAATGATTTCTTCAACGATTTGTTCGTC 

GACTTCGACGGCGCCGGTGATCCCAATCCCAATCCCAACGAGGGTGGAGACAGCCACGGC 

CACATACTATGTGAATGAATTGAATCGCTG 

CDS 

> ONAC133 

ATGGCGGAAGAAGATGACAAGAAGCAGAAGGGCCCCGACGTGACGGTGCCCTCGGGATAC 

TTCTTCGTGCCGAAGCCGGAGCAGCTCATCCGCGACTACCTCAACCACTGGATCACCGGC 

CGGCCGATCGAGGAGCTCCGGGACATCGTCCGGGAAGCCGACGTCTACGGCTCCGACCCG 

GCGACGCTGACGGAGGCGCATAGGGCGTACGGCCACGACGGCAAGTCGTGGTACTTCCTC 
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ACCGTCGCCAAGTGGAAGGGCGGCAGGGGCGGCGCCGGCACCGCCGGCCGGCTCAACCGC 

TGCGTCGAGGGCGGCGGCACGTGGCACAACTCGCAGCGCCGCCGCGTCATCGAGGGCTAC 

GGCGACCGCCAGGCTTTCGAGTACCGCGCCCCCGGGAACAAGAAGACGAACTGGCTCATG 

GAGGAGATCGCCAGCAACCTGCCGGCGGCGATCACCGACGAGGGCATCATGGTCATCTGC 

AAGGTCTACCTCTCGCCGAGGGCCAAGGAGGCGACGGCCGACGAGGAGGAACGCCAAGAA 

ACCAACGTGGTTCCCGGGCCCAAGAGGCTCCGAGAGGCGGAAGCCACCGGCTACGACGCG 

CCGGCGCCGGAGACGCCACAGCCCGACGTCGGATGCTCGTACTCCGGCGGCGGCGAGACG 

TCTCAAGCGACCGCCTCGATGGACTACTGCTGCTCGACGACGACACACACGGCGGACGAC 

ACGGCCAATGCCGCCGCCTACTACTACGGCGACGTTGATGCCATCAAGCCAGATGCTTAC 

GACGGCGGCGACTACGGCATCGGCATCAACGCAGACGGGGAGCTGGTTCTCTGCGGCAAC 

GGCCACGGTGGCATCGGGACGCAGGGACAGATGCCATTGGCAATGCAGAACACCAACGGG 

GAGATGACCTTGTTCTCACCGATGAACGGCTATGGTGTTGGCTTCAATGAGGAGGTGAGA 

CAAGAACCACAAGTAGGAGGTGAGGTGGAGATGAATGATTTCTTCAACGATTTGTTCGTC 

GACTTCGACGGCGCCGGTGATCCCAATCCCAATCCCAACGAGGGTGGAGACAGCCACGGC 

CACATACTATGTGAATGA 

Protein 

> ONAC133 

MAEEDDKKQKGPDVTVPSGYFFVPKPEQLIRDYLNHWITGRPIEELRDIVREADVYGSDP 

ATLTEAHRAYGHDGKSWYFLTVAKWKGGRGGAGTAGRLNRCVEGGGTWHNSQRRRVIEGY 

GDRQAFEYRAPGNKKTNWLMEEIASNLPAAITDEGIMVICKVYLSPRAKEATADEEERQE 

TNVVPGPKRLREAEATGYDAPAPETPQPDVGCSYSGGGETSQATASMDYCCSTTTHTADD 

TANAAAYYYGDVDAIKPDAYDGGDYGIGINADGELVLCGNGHGGIGTQGQMPLAMQNTNG 

EMTLFSPMNGYGVGFNEEVRQEPQVGGEVEMNDFFNDLFVDFDGAGDPNPNPNEGGDSHG 

HILCE* 

 

LOC_Os12g05990 (ONAC134) sequence information 

Genomic sequence length: 1285 nucleotides 

CDS length: 924 nucleotides 

Protein length: 307 amino acids 

Putative Function: No apical meristem protein, putative, expressed 

Genomic Sequence 

> ONAC134 

ATTTCACGCGAACTCGAGCCCCACACATATATATACACATCCCAAGATCACAAATCGAGT 
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GTAATTAAATTTGTGATTTGTGAACCTTCTTCAATTCTACCTAGCTAGCAATCTATTGAG 

AGGTGAATTGAAGTGCATGCATACAAGAATATATAGATGGTGATGAGCGGCGGCGGCGGC 

GGCGCGAGGATTGTCAGTGATCCGGCGGCGACGCCGGGGTTCCGATTCTACCCGACGGAG 

GAGGAGCTGATCGGCTTCTACCTCCGCCACCGCCTCGCCGGCACGAGGGCCGACGACGTC 

GCCCGCGTCATCCCCGTCGTCGACGTCTACGGCTACCATCCTTCCCAGCTCGCCGCCATG 

GCCGGGGTGGCGACCGCGGGGGACAGGGAGCAGTGGTTCTTCTTCTGCCCGAGGGCGGAG 

CGGGAGCTCCACGGCGGCAGGCCGGCGCGGACCACGCCGTCGGGCTACTGGAAGGCCACG 

GGCTCGCCGTCCTTCGTCTTCTCCTCCTCCGCCGCCGCCGCCGCCAGGGTCATCGGCGTC 

AAGCGCACCATGGTCTTCTACCAGGGCCGCGCCCCCTCCGGCACCAAGACCAGGTGGAAG 

ATGAACGAGTACAAGGCCGTCGCCGCCGCCGCCGCCGACGACGACCACAACGCCGCTGGC 

GTGGCCGTGCAGCTGCCACCAATGGCGCCGCCGCCGTCGTCCTCCGCGTGCGTGCGGCTG 

AGGAACGAGCTGAGCGTGTGCCGGGTGTACGTCAGCACCGGCACGCTCCGATCCTTCGAC 

CGCCGCCCCCTCGACGCGCCCCCGGTGATCAGCCACCATCAACCTCAGCTCCAGCAACAA 

CAACGTCAGCTGCCATCGTCGGCAGCGGCGGCGGCGACGAACGGCAACCTCATCGCCCTC 

GCCGGCGGGTACGAGTGCTCACACGACAGCTCCGGTGGCTCGTCGGAAGATGCCGCCATC 

GACTGGAGCTCGCTGATTACCGCCGCCACCGATTCCGCTACCGCCGCCGTTGATTTCAGC 

TTCAACGACGACATCGATTTCAGCCCTGCCGCTGTTGGCCCATGGGCGCCACAGCTTTGA 

TTGATTGATTATTTGTGCACACTGCATAATAACTGAATTACTAGTAATTAGTAGTAGTAA 

GTTTGATCAGTGCTTGCTAATTGCCATAGTGTTCTATGTTCAGGTCAACTCGATTGATTT 

ATTACCTCCCAAACTCTCAATTCTGCTTGTCTTTAATTTTTCTTGAATAAATTCTGAACT 

ATGGCCTGTTCTTTTCTTACGAAGA 
 

CDS 

> ONAC134 

ATGGTGATGAGCGGCGGCGGCGGCGGCGCGAGGATTGTCAGTGATCCGGCGGCGACGCCG 

GGGTTCCGATTCTACCCGACGGAGGAGGAGCTGATCGGCTTCTACCTCCGCCACCGCCTC 

GCCGGCACGAGGGCCGACGACGTCGCCCGCGTCATCCCCGTCGTCGACGTCTACGGCTAC 

CATCCTTCCCAGCTCGCCGCCATGGCCGGGGTGGCGACCGCGGGGGACAGGGAGCAGTGG 

TTCTTCTTCTGCCCGAGGGCGGAGCGGGAGCTCCACGGCGGCAGGCCGGCGCGGACCACG 

CCGTCGGGCTACTGGAAGGCCACGGGCTCGCCGTCCTTCGTCTTCTCCTCCTCCGCCGCC 

GCCGCCGCCAGGGTCATCGGCGTCAAGCGCACCATGGTCTTCTACCAGGGCCGCGCCCCC 

TCCGGCACCAAGACCAGGTGGAAGATGAACGAGTACAAGGCCGTCGCCGCCGCCGCCGCC 

GACGACGACCACAACGCCGCTGGCGTGGCCGTGCAGCTGCCACCAATGGCGCCGCCGCCG 

TCGTCCTCCGCGTGCGTGCGGCTGAGGAACGAGCTGAGCGTGTGCCGGGTGTACGTCAGC 

ACCGGCACGCTCCGATCCTTCGACCGCCGCCCCCTCGACGCGCCCCCGGTGATCAGCCAC 

CATCAACCTCAGCTCCAGCAACAACAACGTCAGCTGCCATCGTCGGCAGCGGCGGCGGCG 

ACGAACGGCAACCTCATCGCCCTCGCCGGCGGGTACGAGTGCTCACACGACAGCTCCGGT 

GGCTCGTCGGAAGATGCCGCCATCGACTGGAGCTCGCTGATTACCGCCGCCACCGATTCC 

GCTACCGCCGCCGTTGATTTCAGCTTCAACGACGACATCGATTTCAGCCCTGCCGCTGTT 

GGCCCATGGGCGCCACAGCTTTGA 
 

Protein 
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> ONAC134 

MVMSGGGGGARIVSDPAATPGFRFYPTEEELIGFYLRHRLAGTRADDVARVIPVVDVYGY 

HPSQLAAMAGVATAGDREQWFFFCPRAERELHGGRPARTTPSGYWKATGSPSFVFSSSAA 

AAARVIGVKRTMVFYQGRAPSGTKTRWKMNEYKAVAAAAADDDHNAAGVAVQLPPMAPPP 

SSSACVRLRNELSVCRVYVSTGTLRSFDRRPLDAPPVISHHQPQLQQQQRQLPSSAAAAA 

TNGNLIALAGGYECSHDSSGGSSEDAAIDWSSLITAATDSATAAVDFSFNDDIDFSPAAV 

GPWAPQL* 

 

LOC_Os12g07790 (ONAC135) sequence information 

Genomic sequence length: 1716 nucleotides 

CDS length: 1716 nucleotides 

Protein length: 571 amino acids 

Putative Function: no apical meristem protein, putative 

Genomic Sequence 

> ONAC135 

ATGGACGTGGACCCTCCTCCTCCGCTGCCGCCGCCACCGCCACCGCCACCGCCGCCGGCG 

ACGCCGCAGCAGAACAAGGCGGTGGAGCTTCCTCCCGGCGTATACTTCAACCCGACGCGT 

GAGGAGGCCATGCACCACTACCTCAACCGGTGGATCGCCGGCAAGACGATACCGGAGATG 

GAGGCCGGGTTCGTCGCCGGCGCCGACGTCTACGGCGACGGCCCCGACGCGCTGCGGCGG 

CGGCACCGGCCGGGATACTGGTGCAACTGCGTGTACAAGTGGTTCTTCCTTTGCCACCGC 

AAGCGCCAGAGCTCGCGCAGGACCACCGGCAACAAGCGCGCCGAGCGCGTCGTCGCCGCC 

GGTGGGCGGTGGAAGGTGGAGCAGGGGAAGAAGGTGCTCGGCGGCGGCGGCGGCGGCGGG 

GAGAGGGACAGCTTAGGGTTCTACTCCAGTAACTCCACGAAGAAGACGTCATGGATTATG 

GAGGAGTACACGAGCTCCGCCGCTGATGGCGCCGCCGCCGCCCGCGGCGAGGAGGACAGA 

ATGGAGCCCGTGCTCTGCAAGATCTACCTCTCGCCGCGCGCCCCCGCCGGCGAGAAGCGG 

GCGCTGTTCGGGGAGGACGGCGTGGCGGTCGGGCCCGACGGACGCAAGAGGAACGCCCGG 

GTGACGGTTCTGGCGACACTGTTCGACGACGTCGCGGCACTCCTTGGACAGCCGGTCGCC 

GCGCCGCCGCTGCCGGCGCCAGGCGAACAGCTTGGCCATGGCCATGGCCATTTCGATGAT 

GTAGCGGCTCGTTTCGGACAGGTCGCCGTGGCGGCGCTGCCGGCGTCGGGCGATCTTGGC 

CACGGCGATTTCGATGACGACGCCGCGGCCCTCCTTGGACAGGTCGCCATGGCGCCGGCG 

CCGGCGCCGGGACATCACCAACAGGGTTATGTCGTCGCGGAGGCGCCGCTGCCGGAGTCA 

GGTTATCTTGGCCATTATCACCACGACGGCCATCTCGCGCAGGCGGCGGCGGCGCCGGAG 

CAAGATCATTATCTTGGCTATCACAGTCACGACGCGCATGTCGTGGACGCGGAGGCGACG 

CCGGAGCAAGGCTATCATGACGACGCGCATGTCGCGGTGGCGCCGGCGCCGGAGCAAGGC 

GATCTTGGCCATGACCAGGGGCATCTCGCGGCGGCGCTGACGCCGGAGGAATGTGGCGAG 

ATAGTTGGCGCATACGAATTTCACCCGGAAATGGTGCAGATGCTGTCCATTGGCTTCGCC 
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GCGCCCGACGAACAGTTGTTGCCGCAGCTGCTAGACCCCACCGGCGGCGGCTACGACATG 

GCTAGCTCCGCCATCGCCGCCGTTGGCGACGTGAACGCATATGCCGCCGCGGCGCCCACG 

CCGCGAATTAGACCCAACGCGGCGGAGGCAATGGCGGCGACGGCGACGGCAGAGACAATG 

CCACCACCGCTGGACGCCGTGGCGGCCGAGCTATCCGCGCCGCCGCGTGGCTTACCGCCG 

GAGCTCGCTTTCAGTGCCTTGCCGTCGGTGCAGCAGGAGCCATCCTGTGACGACGGCGAC 

AACTTCGGCGAGCTCGTGGCGGAGGCGATGCCGCCGTTGATCGGGGAGAACGCCGGCGTC 

GATGCCGGCAGCGACGAGCCTCTGCCGGATTTGGCCGGCATCATGACGGAGTTGGATTTT 

GGACATGACTTTTTCAGCAATCAGCACAGAGAATGA 

CDS 

> ONAC135 

ATGGACGTGGACCCTCCTCCTCCGCTGCCGCCGCCACCGCCACCGCCACCGCCGCCGGCG 

ACGCCGCAGCAGAACAAGGCGGTGGAGCTTCCTCCCGGCGTATACTTCAACCCGACGCGT 

GAGGAGGCCATGCACCACTACCTCAACCGGTGGATCGCCGGCAAGACGATACCGGAGATG 

GAGGCCGGGTTCGTCGCCGGCGCCGACGTCTACGGCGACGGCCCCGACGCGCTGCGGCGG 

CGGCACCGGCCGGGATACTGGTGCAACTGCGTGTACAAGTGGTTCTTCCTTTGCCACCGC 

AAGCGCCAGAGCTCGCGCAGGACCACCGGCAACAAGCGCGCCGAGCGCGTCGTCGCCGCC 

GGTGGGCGGTGGAAGGTGGAGCAGGGGAAGAAGGTGCTCGGCGGCGGCGGCGGCGGCGGG 

GAGAGGGACAGCTTAGGGTTCTACTCCAGTAACTCCACGAAGAAGACGTCATGGATTATG 

GAGGAGTACACGAGCTCCGCCGCTGATGGCGCCGCCGCCGCCCGCGGCGAGGAGGACAGA 

ATGGAGCCCGTGCTCTGCAAGATCTACCTCTCGCCGCGCGCCCCCGCCGGCGAGAAGCGG 

GCGCTGTTCGGGGAGGACGGCGTGGCGGTCGGGCCCGACGGACGCAAGAGGAACGCCCGG 

GTGACGGTTCTGGCGACACTGTTCGACGACGTCGCGGCACTCCTTGGACAGCCGGTCGCC 

GCGCCGCCGCTGCCGGCGCCAGGCGAACAGCTTGGCCATGGCCATGGCCATTTCGATGAT 

GTAGCGGCTCGTTTCGGACAGGTCGCCGTGGCGGCGCTGCCGGCGTCGGGCGATCTTGGC 

CACGGCGATTTCGATGACGACGCCGCGGCCCTCCTTGGACAGGTCGCCATGGCGCCGGCG 

CCGGCGCCGGGACATCACCAACAGGGTTATGTCGTCGCGGAGGCGCCGCTGCCGGAGTCA 

GGTTATCTTGGCCATTATCACCACGACGGCCATCTCGCGCAGGCGGCGGCGGCGCCGGAG 

CAAGATCATTATCTTGGCTATCACAGTCACGACGCGCATGTCGTGGACGCGGAGGCGACG 

CCGGAGCAAGGCTATCATGACGACGCGCATGTCGCGGTGGCGCCGGCGCCGGAGCAAGGC 

GATCTTGGCCATGACCAGGGGCATCTCGCGGCGGCGCTGACGCCGGAGGAATGTGGCGAG 

ATAGTTGGCGCATACGAATTTCACCCGGAAATGGTGCAGATGCTGTCCATTGGCTTCGCC 

GCGCCCGACGAACAGTTGTTGCCGCAGCTGCTAGACCCCACCGGCGGCGGCTACGACATG 

GCTAGCTCCGCCATCGCCGCCGTTGGCGACGTGAACGCATATGCCGCCGCGGCGCCCACG 

CCGCGAATTAGACCCAACGCGGCGGAGGCAATGGCGGCGACGGCGACGGCAGAGACAATG 

CCACCACCGCTGGACGCCGTGGCGGCCGAGCTATCCGCGCCGCCGCGTGGCTTACCGCCG 

GAGCTCGCTTTCAGTGCCTTGCCGTCGGTGCAGCAGGAGCCATCCTGTGACGACGGCGAC 

AACTTCGGCGAGCTCGTGGCGGAGGCGATGCCGCCGTTGATCGGGGAGAACGCCGGCGTC 

GATGCCGGCAGCGACGAGCCTCTGCCGGATTTGGCCGGCATCATGACGGAGTTGGATTTT 

GGACATGACTTTTTCAGCAATCAGCACAGAGAATGA 

Protein 

> ONAC135 

MDVDPPPPLPPPPPPPPPPATPQQNKAVELPPGVYFNPTREEAMHHYLNRWIAGKTIPEM 
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EAGFVAGADVYGDGPDALRRRHRPGYWCNCVYKWFFLCHRKRQSSRRTTGNKRAERVVAA 

GGRWKVEQGKKVLGGGGGGGERDSLGFYSSNSTKKTSWIMEEYTSSAADGAAAARGEEDR 

MEPVLCKIYLSPRAPAGEKRALFGEDGVAVGPDGRKRNARVTVLATLFDDVAALLGQPVA 

APPLPAPGEQLGHGHGHFDDVAARFGQVAVAALPASGDLGHGDFDDDAAALLGQVAMAPA 

PAPGHHQQGYVVAEAPLPESGYLGHYHHDGHLAQAAAAPEQDHYLGYHSHDAHVVDAEAT 

PEQGYHDDAHVAVAPAPEQGDLGHDQGHLAAALTPEECGEIVGAYEFHPEMVQMLSIGFA 

APDEQLLPQLLDPTGGGYDMASSAIAAVGDVNAYAAAAPTPRIRPNAAEAMAATATAETM 

PPPLDAVAAELSAPPRGLPPELAFSALPSVQQEPSCDDGDNFGELVAEAMPPLIGENAGV 

DAGSDEPLPDLAGIMTELDFGHDFFSNQHRE* 

 

LOC_Os12g22630 (ONAC136) sequence information 

Genomic sequence length: 1413 nucleotides 

CDS length: 1413 nucleotides 

Protein length: 470 amino acids 

Putative Function: retrotransposon protein, putative, unclassified, expressed 

Genomic Sequence 

> ONAC136 

ATGGCGACCAACCTCCACCTTCTCCTCGAGCTAGGATTCCGCTTCAACCCCTCACCGGAG 

GAGGTCGTCACCTACTACCTCCCACGCCTCATTGCCGGCCACCCGCCCAAGGACACCGAG 

TCCTGCATCCACCGAGCCAATGTCTACGGCGCCGAGCCCAGGGAGCTCGCAGCCCAGTTC 

GCGCCCGTGGCGAGGAGCTCCAATGGCGACCGGTTCTTCTTAACCGAGTGCAAGCGGATC 

AAGGGGAAGGTCTCTCGCGTCGCAGGCGGTGGCAGCTGGGTCTCTCAGACCAGCAAGGAT 

ATCAAGAACAGGGAGGGGATCAAGGTCGGGGAAGCCAAGAATTTCCGCTTCAAGAAAGAT 

GGCACGAACACGGATTGGTTGATGGAGGAGTACCACCTCTGCCTCCGACAAGCCAGCGAT 

CTCGAGCCCGTCCTCTGCCGGGTGTACGTCTCTCCCAGGGCGGCCAAAGATTCGGCGGCG 

CACCAAGAATCCGCCGCTCTCACGCCCCAAGAACCTGCGCCGCCGCTGGCTCATGCTCCC 

GCACCGGCTCCGATTCAAGAACCAGCCGCTCTGCCTCGTCAAGAACTCGCGCCTGCGCCA 

CCACGTCTCGAGGCCGTGATCACGCAGCAGCAAGCGACCATGAAGATGGGAGGTTCTGTC 

CCGGCAAGCAAGGCGACGCGCCAGAGTTGCGTGACGGCGTCCGCGCCACCACCGCGACGT 

GTGGCTCCGCAACCGGCACCTCCGTCACTGCGTACTGCACCGGCGGCTGTTGCGCCGCCA 

CGGCAAGTGCCCGTGATCACGCAGCAGCAGGCGCCTCCCCTGAAGAGGCCCGCCCCGCCG 

GTCCCCTCGCCGCCGTGCGCCAAGAAGATCAGAGGACCTGTCTCGGCAAGCCCGGCGGCG 

CGCCAGAGCTGCGTGGCGGCATCCGCGCCGCCGCCATGGTGTGTGCCTCCGCCTCCGCGA 

CCGGCACCACCGTCAAGGCGCGTCATGGCGCCACTGCCGCCTTATCCGATGGATCCGTTC 

GAGACACCACCGTCGCCTCATGCACCCAGGCATGATCCGTTCGAGCCACCACCGTCGCCT 

GATCCACCCATCCAGAGCTATGCGATCGATCCACCCATCCAGAGCTATGCGATGGATCCA 
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TTCGAGCAACCGCCGTCGCCATACGCACCACATGGCGTTGATGACATGGACGAGTTTACG 

AGATCGCTGGAAGCTCAGCTAGAAGAAGCCGATGGTGATGAAATTGCTGCAGCGACTGTT 

GCTCCTCCCATGGCACAAAACGTTGCGCCCGATGACGACATGGACGAGTTTACGAGATCG 

CTGGAAGCTCAGCTGGAAGAAGCAGATGGTGATGACAAGATTGATGATGATGAGATTGAC 

GAGGAAATTTTCCAAATTCCGCTGAAGGACTAA 

CDS 

> ONAC136 

ATGGCGACCAACCTCCACCTTCTCCTCGAGCTAGGATTCCGCTTCAACCCCTCACCGGAG 

GAGGTCGTCACCTACTACCTCCCACGCCTCATTGCCGGCCACCCGCCCAAGGACACCGAG 

TCCTGCATCCACCGAGCCAATGTCTACGGCGCCGAGCCCAGGGAGCTCGCAGCCCAGTTC 

GCGCCCGTGGCGAGGAGCTCCAATGGCGACCGGTTCTTCTTAACCGAGTGCAAGCGGATC 

AAGGGGAAGGTCTCTCGCGTCGCAGGCGGTGGCAGCTGGGTCTCTCAGACCAGCAAGGAT 

ATCAAGAACAGGGAGGGGATCAAGGTCGGGGAAGCCAAGAATTTCCGCTTCAAGAAAGAT 

GGCACGAACACGGATTGGTTGATGGAGGAGTACCACCTCTGCCTCCGACAAGCCAGCGAT 

CTCGAGCCCGTCCTCTGCCGGGTGTACGTCTCTCCCAGGGCGGCCAAAGATTCGGCGGCG 

CACCAAGAATCCGCCGCTCTCACGCCCCAAGAACCTGCGCCGCCGCTGGCTCATGCTCCC 

GCACCGGCTCCGATTCAAGAACCAGCCGCTCTGCCTCGTCAAGAACTCGCGCCTGCGCCA 

CCACGTCTCGAGGCCGTGATCACGCAGCAGCAAGCGACCATGAAGATGGGAGGTTCTGTC 

CCGGCAAGCAAGGCGACGCGCCAGAGTTGCGTGACGGCGTCCGCGCCACCACCGCGACGT 

GTGGCTCCGCAACCGGCACCTCCGTCACTGCGTACTGCACCGGCGGCTGTTGCGCCGCCA 

CGGCAAGTGCCCGTGATCACGCAGCAGCAGGCGCCTCCCCTGAAGAGGCCCGCCCCGCCG 

GTCCCCTCGCCGCCGTGCGCCAAGAAGATCAGAGGACCTGTCTCGGCAAGCCCGGCGGCG 

CGCCAGAGCTGCGTGGCGGCATCCGCGCCGCCGCCATGGTGTGTGCCTCCGCCTCCGCGA 

CCGGCACCACCGTCAAGGCGCGTCATGGCGCCACTGCCGCCTTATCCGATGGATCCGTTC 

GAGACACCACCGTCGCCTCATGCACCCAGGCATGATCCGTTCGAGCCACCACCGTCGCCT 

GATCCACCCATCCAGAGCTATGCGATCGATCCACCCATCCAGAGCTATGCGATGGATCCA 

TTCGAGCAACCGCCGTCGCCATACGCACCACATGGCGTTGATGACATGGACGAGTTTACG 

AGATCGCTGGAAGCTCAGCTAGAAGAAGCCGATGGTGATGAAATTGCTGCAGCGACTGTT 

GCTCCTCCCATGGCACAAAACGTTGCGCCCGATGACGACATGGACGAGTTTACGAGATCG 

CTGGAAGCTCAGCTGGAAGAAGCAGATGGTGATGACAAGATTGATGATGATGAGATTGAC 

GAGGAAATTTTCCAAATTCCGCTGAAGGACTAA 

Protein 

> ONAC136 

MATNLHLLLELGFRFNPSPEEVVTYYLPRLIAGHPPKDTESCIHRANVYGAEPRELAAQF 

APVARSSNGDRFFLTECKRIKGKVSRVAGGGSWVSQTSKDIKNREGIKVGEAKNFRFKKD 

GTNTDWLMEEYHLCLRQASDLEPVLCRVYVSPRAAKDSAAHQESAALTPQEPAPPLAHAP 

APAPIQEPAALPRQELAPAPPRLEAVITQQQATMKMGGSVPASKATRQSCVTASAPPPRR 

VAPQPAPPSLRTAPAAVAPPRQVPVITQQQAPPLKRPAPPVPSPPCAKKIRGPVSASPAA 

RQSCVAASAPPPWCVPPPPRPAPPSRRVMAPLPPYPMDPFETPPSPHAPRHDPFEPPPSP 

DPPIQSYAIDPPIQSYAMDPFEQPPSPYAPHGVDDMDEFTRSLEAQLEEADGDEIAAATV 

APPMAQNVAPDDDMDEFTRSLEAQLEEADGDDKIDDDEIDEEIFQIPLKD* 
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LOC_Os12g22940 (ONAC137) sequence information 

Genomic sequence length: 1254 nucleotides 

CDS length: 1254 nucleotides 

Protein length: 417 amino acids 

Putative Function: no apical meristem protein, putative 

Genomic Sequence 

> ONAC137 

ATGGAGAAAGGCAAGCTCGATTTCCTCCTCGAGCTAGGGTTTCGCTTCAACCCGTCGCCG 

GAGCAGGTCGTCACCTACTACCTGCCATGCCTCGTCGCCGGCCAGCAGCCCAAGGACACC 

GAGGGGTGCATCCACAGCGCCGACGTCTACGGCGCCGACGAGCCCAGGGACCTCGCCGGC 

AAGTACGCGCCCGTGGCCAGGAGCTCCAACGGCGACCGGTTCTTCTTCACCGGTTGCAAG 

CGGATGAAAGGGAAGTTCTCCCGCTCCGCCGGGGGTGGCACCTGGGTCTCTCAGTCCAGC 

AAGGATCTCAAGAACAGGGAGGGGATCAAGATCGGCGAGGTCAAGAACTTCCGCTTCAAG 

AAAGATGGCAAGAACACGGATTGGTTGATGGAGGAGTATCACCTCTGCGGGCAAGAATCC 

GGTGATGTTGTCGAGCCCGTCGTCTGCCGGATTTACGTCTCCCCTAGGGCTGCTCCTGAT 

TCGGTGGCGCACCAAGAATCAGCTGTCCTGCAGCCTCAAGAACCCGCGCCGCTGCCGGTT 

CCTGCAGCACCAGCGCCGCCACGACAAGTGCCCGTGGTCACGCAGCAAGCGCCGCCGCCG 

CCGCCACCACTTGTTCCGGTGATCACGCAGGACGCGCCGCCCCTGAAGAGGCCCGCGCCG 

GTCGCCGCGCCGCCGTGCGCCAAGAAGATGAGAGGCGATGTCTCGGCATTCCCTGTGGTG 

CGCCAGAGCTGCGTGGCGGCGCCGCGATGTGCGCCACGCGTCGTGGCACCACCGCCGCGT 

CATCCACCCATCCAGACCTATCCGACGGATCCGTTCGAGTCAGCGCCGCTGGATCCGTTC 

GAGCCGCCGCCAGCAGCTGCCTCGGTGACCGGCGGACACCACACGCCTCAGCCGTCTGTC 

CCTGTCCCTGCGACGCCAGAGCAAGGGTTTTCACTGGCAGCTTCCAATAGTCCAGAACTC 

GATCCGGCTAACATCGGCATTGACATGGACGAGCTTATGAGATATCTGGGCAATACACCA 

TTGGACGGCGTTCTCCCTTCCCAGCTATTTGTTCTGCCCACCAACGACGATGAAGACGTC 

GAGCTCGCCAAAGTACTAGAGGACGGGCTACAAGGAGGAGGAGGACGGCAATGGCAATCC 

ACCGCTGTGTGTGACTCCTCCTCCTCCGCGACCGGCATCTTGGCCCGTCATGGCGCCACC 

GCCGCCTCATCCACCCATCCTGACCTGTCCCAAGGATCCGTTCGAGCCCAATGA 

CDS 

> ONAC137 

ATGGAGAAAGGCAAGCTCGATTTCCTCCTCGAGCTAGGGTTTCGCTTCAACCCGTCGCCG 

GAGCAGGTCGTCACCTACTACCTGCCATGCCTCGTCGCCGGCCAGCAGCCCAAGGACACC 
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GAGGGGTGCATCCACAGCGCCGACGTCTACGGCGCCGACGAGCCCAGGGACCTCGCCGGC 

AAGTACGCGCCCGTGGCCAGGAGCTCCAACGGCGACCGGTTCTTCTTCACCGGTTGCAAG 

CGGATGAAAGGGAAGTTCTCCCGCTCCGCCGGGGGTGGCACCTGGGTCTCTCAGTCCAGC 

AAGGATCTCAAGAACAGGGAGGGGATCAAGATCGGCGAGGTCAAGAACTTCCGCTTCAAG 

AAAGATGGCAAGAACACGGATTGGTTGATGGAGGAGTATCACCTCTGCGGGCAAGAATCC 

GGTGATGTTGTCGAGCCCGTCGTCTGCCGGATTTACGTCTCCCCTAGGGCTGCTCCTGAT 

TCGGTGGCGCACCAAGAATCAGCTGTCCTGCAGCCTCAAGAACCCGCGCCGCTGCCGGTT 

CCTGCAGCACCAGCGCCGCCACGACAAGTGCCCGTGGTCACGCAGCAAGCGCCGCCGCCG 

CCGCCACCACTTGTTCCGGTGATCACGCAGGACGCGCCGCCCCTGAAGAGGCCCGCGCCG 

GTCGCCGCGCCGCCGTGCGCCAAGAAGATGAGAGGCGATGTCTCGGCATTCCCTGTGGTG 

CGCCAGAGCTGCGTGGCGGCGCCGCGATGTGCGCCACGCGTCGTGGCACCACCGCCGCGT 

CATCCACCCATCCAGACCTATCCGACGGATCCGTTCGAGTCAGCGCCGCTGGATCCGTTC 

GAGCCGCCGCCAGCAGCTGCCTCGGTGACCGGCGGACACCACACGCCTCAGCCGTCTGTC 

CCTGTCCCTGCGACGCCAGAGCAAGGGTTTTCACTGGCAGCTTCCAATAGTCCAGAACTC 

GATCCGGCTAACATCGGCATTGACATGGACGAGCTTATGAGATATCTGGGCAATACACCA 

TTGGACGGCGTTCTCCCTTCCCAGCTATTTGTTCTGCCCACCAACGACGATGAAGACGTC 

GAGCTCGCCAAAGTACTAGAGGACGGGCTACAAGGAGGAGGAGGACGGCAATGGCAATCC 

ACCGCTGTGTGTGACTCCTCCTCCTCCGCGACCGGCATCTTGGCCCGTCATGGCGCCACC 

GCCGCCTCATCCACCCATCCTGACCTGTCCCAAGGATCCGTTCGAGCCCAATGA 

Protein 

> ONAC137 

MEKGKLDFLLELGFRFNPSPEQVVTYYLPCLVAGQQPKDTEGCIHSADVYGADEPRDLAG 

KYAPVARSSNGDRFFFTGCKRMKGKFSRSAGGGTWVSQSSKDLKNREGIKIGEVKNFRFK 

KDGKNTDWLMEEYHLCGQESGDVVEPVVCRIYVSPRAAPDSVAHQESAVLQPQEPAPLPV 

PAAPAPPRQVPVVTQQAPPPPPPLVPVITQDAPPLKRPAPVAAPPCAKKMRGDVSAFPVV 

RQSCVAAPRCAPRVVAPPPRHPPIQTYPTDPFESAPLDPFEPPPAAASVTGGHHTPQPSV 

PVPATPEQGFSLAASNSPELDPANIGIDMDELMRYLGNTPLDGVLPSQLFVLPTNDDEDV 

ELAKVLEDGLQGGGGRQWQSTAVCDSSSSATGILARHGATAASSTHPDLSQGSVRAQ* 

 

LOC_Os12g23090 (ONAC138) sequence information 

Genomic sequence length: 1388 nucleotides 

CDS length: 1215 nucleotides 

Protein length: 404 amino acids 

Putative Function: no apical meristem protein, putative 
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Genomic Sequence 

> ONAC138 

ATGGCCAGCCTCGATCTTCTCCTCAAGCTAGGGTTTCGCTTCAACCCGTCTCAGGAGGAG 

GTCATCACCTACTACCTGCCACGGCTCATCGCCGGCCACCCGCCCAAGGACACCGAGGGG 

TACATCCACCGCGCTGACGTCTACGGCGCCGACGAGCCCAGGGACCTCGCCGGCAAGTAC 

GCGCCCGTGGCGAGGAGCCCCAATGGCGACCGGTTCTTCTTCACCGGTTGCAAGCGGGTC 

AAAGGGAAGTTCTCCCGCTCCGCCGGGGGTGGCACCTGGGTCTCGCAGTCCAGCAAGGAT 

CTCAAGAACAGGGAGGGCATCAAGATCGGCGAGGTCAAGAACTTCCGCTTCAAGAAAGGT 

GGCAACAACACGGATTGGTTGATGGAGGAGTATCACCTCTGCGGGAAAGAAGCCGGTGGT 

GTCGTCGAGCCCGTCGTCTGCCGGATTTACGTCTCCCCGAGGGCGGCTCCTGATTCGGTG 

GCGCACCAAGAATCAGCCGCCCTGCCGCCGCCTCAAGAACTCGTGCCGCCGCCCCAAGAA 

CTCGCGCCGCCGCCGTATCCTGCAGCACAGGCGGCGCCGCAAGCTCCTGCGCCGCCACGA 

CAAGTGCCCGTGATCACGCAGCAGCAGGCGCCGCCCCAGAAGAGGCCCGCCGCGCCGGTC 

GCCGAGCCGCCGTGCGCCACCAAGAAGATGAAAGGCGCTGTCTCGGCAAAACCAATGGCG 

CCGCAGAGCAGCGTGACGGCGTCCGCGGCGCCACCCCGGTGTGCCGTGGCGCCATCGCAG 

CATCATCCACCATTCCAGACCTACCCGACGGACCCGTTCGAGCCACCGGCGCCAGCTGCC 

TCGGTGACTCAGCCGTCTGTCCCTGCGACGCCAGAGCAAGGCCCTGCTTATGTACCCGAT 

CCGGCTGACATCGGCATGGAAATGGACGAGCTTATGAGCTTCCTGGACAGTATACCAGTC 

GACGGCATCCTCCCTTCCCAGCTATATGAATACGACGAGCTCGCCAAAGAACTGGAGGAC 

GCGCTACAAGGAGGAGGAGAAGAGGACGGCAATGACAATCCACCGCGGTGTGCGACTCCT 

CCTCCTCCGCGACCGGCATCTTGGCCCGCCATGGCGCCACCGCCGCCGCCTCATCCACCC 

ATCTTGACCTTTCCCAAGGATCCGTTCGAGACCAACGAAGAAGACGAGGGCGAGGACGAT 

TTTGCGAGCATGCTAAGAGGCCATGTGTTCGCTCCTTCAGTCGTCGCGGAAGAGGTGGAT 

GTGACAAGCAGTCGCAGGGGGGCTACCGTGTGCTTCTGAAGGACATGGGCGACGATCAAA 

TTGACCAACAGTGGCTGAAGGTGTCTCTGAAAGACTACCACCATCTGATGAAGAGCTGTA 

AATTGTAG 
 

CDS 

> ONAC138 

ATGGCCAGCCTCGATCTTCTCCTCAAGCTAGGGTTTCGCTTCAACCCGTCTCAGGAGGAG 

GTCATCACCTACTACCTGCCACGGCTCATCGCCGGCCACCCGCCCAAGGACACCGAGGGG 

TACATCCACCGCGCTGACGTCTACGGCGCCGACGAGCCCAGGGACCTCGCCGGCAAGTAC 

GCGCCCGTGGCGAGGAGCCCCAATGGCGACCGGTTCTTCTTCACCGGTTGCAAGCGGGTC 

AAAGGGAAGTTCTCCCGCTCCGCCGGGGGTGGCACCTGGGTCTCGCAGTCCAGCAAGGAT 

CTCAAGAACAGGGAGGGCATCAAGATCGGCGAGGTCAAGAACTTCCGCTTCAAGAAAGGT 

GGCAACAACACGGATTGGTTGATGGAGGAGTATCACCTCTGCGGGAAAGAAGCCGGTGGT 

GTCGTCGAGCCCGTCGTCTGCCGGATTTACGTCTCCCCGAGGGCGGCTCCTGATTCGGTG 

GCGCACCAAGAATCAGCCGCCCTGCCGCCGCCTCAAGAACTCGTGCCGCCGCCCCAAGAA 

CTCGCGCCGCCGCCGTATCCTGCAGCACAGGCGGCGCCGCAAGCTCCTGCGCCGCCACGA 

CAAGTGCCCGTGATCACGCAGCAGCAGGCGCCGCCCCAGAAGAGGCCCGCCGCGCCGGTC 

GCCGAGCCGCCGTGCGCCACCAAGAAGATGAAAGGCGCTGTCTCGGCAAAACCAATGGCG 

CCGCAGAGCAGCGTGACGGCGTCCGCGGCGCCACCCCGGTGTGCCGTGGCGCCATCGCAG 

CATCATCCACCATTCCAGACCTACCCGACGGACCCGTTCGAGCCACCGGCGCCAGCTGCC 
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TCGGTGACTCAGCCGTCTGTCCCTGCGACGCCAGAGCAAGGCCCTGCTTATGTACCCGAT 

CCGGCTGACATCGGCATGGAAATGGACGAGCTTATGAGCTTCCTGGACAGTATACCAGTC 

GACGGCATCCTCCCTTCCCAGCTATATGAATACGACGAGCTCGCCAAAGAACTGGAGGAC 

GCGCTACAAGGAGGAGGAGAAGAGGACGGCAATGACAATCCACCGCGTCGTCGCGGAAGA 

GGTGGATGTGACAAGCAGTCGCAGGGGGGCTACCGTGTGCTTCTGAAGGACATGGGCGAC 

GATCAAATTGACCAACAGTGGCTGAAGGTGTCTCTGAAAGACTACCACCATCTGATGAAG 

AGCTGTAAATTGTAG 

Protein 

> ONAC138 

MASLDLLLKLGFRFNPSQEEVITYYLPRLIAGHPPKDTEGYIHRADVYGADEPRDLAGKY 

APVARSPNGDRFFFTGCKRVKGKFSRSAGGGTWVSQSSKDLKNREGIKIGEVKNFRFKKG 

GNNTDWLMEEYHLCGKEAGGVVEPVVCRIYVSPRAAPDSVAHQESAALPPPQELVPPPQE 

LAPPPYPAAQAAPQAPAPPRQVPVITQQQAPPQKRPAAPVAEPPCATKKMKGAVSAKPMA 

PQSSVTASAAPPRCAVAPSQHHPPFQTYPTDPFEPPAPAASVTQPSVPATPEQGPAYVPD 

PADIGMEMDELMSFLDSIPVDGILPSQLYEYDELAKELEDALQGGGEEDGNDNPPRRRGR 

GGCDKQSQGGYRVLLKDMGDDQIDQQWLKVSLKDYHHLMKSCKL* 

 

 

 

 

LOC_Os12g29330 (ONAC139) sequence information 

Genomic sequence length: 1391 nucleotides 

CDS length: 783 nucleotides 

Protein length: 260 amino acids 

Putative Function: no apical meristem protein, putative, expressed 

Genomic Sequence 

> ONAC139 

CCCCCGCCTCTACTCCCCGCACACCCGCGACAAGCTCAGCTCGGCTAGGCCAAGACGGTG 

GCGAGCGGCGGCGATCTGGTGCTCTGCTTGGGTTGAGTTCTTGATTTTGCCGAGGTGTAT 

CGATGGAGACGACGGCGGCGAAGAAGCTGCCGCCGGGGTTCAGGTTCAGGCCCACCGACG 

AGGAGCTTGTGGTGCACTACCTCCGCCGCCGCGCGCTCGGCTCCCCTCTCCCGCCCGCCG 

TCGACATCCCCGATGTCCGCCTCCTCGCGCATGACCCCTCCGACCTGCTTCCTCCAGGTG 

AGTCATGAGCCAGCTCGCCGCCGTCGCGCGGCGTCGTCGGAGTGTGGCCGGCCGGCGCTG 
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ACGAGGTCCCGTGCGTGCAGGGTGGAGTGAGCAGGAGAGGTACTTCTTCACGTGCAAGGA 

GGCCAAGTATGTCAAGGGGCGCCGCGCCAACCGCGCCACGGGCGCCGGGTACTGGAAGGC 

GACGGGGAAGGAGAAGCCGGTGGCGGTGTCCGTGGCGGCGGCGCCGAGGAGCCAGGCCGC 

CGCCGTCGTCGTCGGCATGAAGCGCTCCCTCGTGTTCTACCGCGGGAAGCCGCCGACCGG 

CAAGAAGACGGACTGGGTCATGCACGAGTACCGCCTCGCCGGCGCCGGCCTCGCCCCGTG 

CCGCCGCGCCGCCACCGCCGACCACCCGGCGCGCCCCGCCGAGGGCTGGGTGCTCTGCCG 

CGTGTTCCGGAAGAAAGGCTCCGCGGCCGCGTCGACAGCCAGCCCCACCGCCGACGCCGA 

CGACGACGACGCCACCACGGAGCGCGCCGACGACGCCGCGGCGGGCGTCCGGTTCATCGA 

CTTCTTCGCCCGCGCCGACGCGCGGCGGCGCCGCGCGGCGTCGCCGGTGTCGTCGAGCTG 

CGTGACGGATGCGTCGGCGGAGCATTGCAGGGAGCAGGAGACGACGAGCCGGAACGGCGG 

CGCCGCCGCCGGCGACGCCTCCGACTAAGCTAGGCAAGGCAAGCCTTGCAAGATTGTAGC 

AAGAAAGAGGCAGGGTTAAGCTTTGTTTGTAAGTTTGCTTAACGAAATCGCCCCCAAAAA 

AAAAATGCAGGAGGACAAGACAGAGAGTAGCTCAAGAGTGTTCAGTGTAGCTCAAGATCT 

GTTAAAACTAATGTATCTGATTTTTAATCTGCTGTTTTTTGTTTTGTGTTTTATTTCACA 

GTGCCACACGCACCCGCGGTGCTCGTCCCAAATTCGGTGAGCTCAATCGCAAATTCGCAT 

TAAATTGGATTAGATTTTTTTTTTACAAAATTCAGTTTGACTTAAGTTGGTCCCAAGCAA 

ATGTGTAAATTGTGATTTGTGGGAGATTCAGTTTGACACGTCCTAGGTTTTTTAATTCTA 

AGAATCAATTT 

CDS 

> ONAC139 

ATGGAGACGACGGCGGCGAAGAAGCTGCCGCCGGGGTTCAGGTTCAGGCCCACCGACGAG 

GAGCTTGTGGTGCACTACCTCCGCCGCCGCGCGCTCGGCTCCCCTCTCCCGCCCGCCGTC 

GACATCCCCGATGTCCGCCTCCTCGCGCATGACCCCTCCGACCTGCTTCCTCCAGGGTGG 

AGTGAGCAGGAGAGGTACTTCTTCACGTGCAAGGAGGCCAAGTATGTCAAGGGGCGCCGC 

GCCAACCGCGCCACGGGCGCCGGGTACTGGAAGGCGACGGGGAAGGAGAAGCCGGTGGCG 

GTGTCCGTGGCGGCGGCGCCGAGGAGCCAGGCCGCCGCCGTCGTCGTCGGCATGAAGCGC 

TCCCTCGTGTTCTACCGCGGGAAGCCGCCGACCGGCAAGAAGACGGACTGGGTCATGCAC 

GAGTACCGCCTCGCCGGCGCCGGCCTCGCCCCGTGCCGCCGCGCCGCCACCGCCGACCAC 

CCGGCGCGCCCCGCCGAGGGCTGGGTGCTCTGCCGCGTGTTCCGGAAGAAAGGCTCCGCG 

GCCGCGTCGACAGCCAGCCCCACCGCCGACGCCGACGACGACGACGCCACCACGGAGCGC 

GCCGACGACGCCGCGGCGGGCGTCCGGTTCATCGACTTCTTCGCCCGCGCCGACGCGCGG 

CGGCGCCGCGCGGCGTCGCCGGTGTCGTCGAGCTGCGTGACGGATGCGTCGGCGGAGCAT 

TGCAGGGAGCAGGAGACGACGAGCCGGAACGGCGGCGCCGCCGCCGGCGACGCCTCCGAC 

TAA 

Protein 

> ONAC139 

METTAAKKLPPGFRFRPTDEELVVHYLRRRALGSPLPPAVDIPDVRLLAHDPSDLLPPGW 

SEQERYFFTCKEAKYVKGRRANRATGAGYWKATGKEKPVAVSVAAAPRSQAAAVVVGMKR 

SLVFYRGKPPTGKKTDWVMHEYRLAGAGLAPCRRAATADHPARPAEGWVLCRVFRKKGSA 

AASTASPTADADDDDATTERADDAAAGVRFIDFFARADARRRRAASPVSSSCVTDASAEH 

CREQETTSRNGGAAAGDASD* 
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LOC_Os12g43530 (ONAC140) sequence information 

Genomic sequence length: 2031 nucleotides 

CDS length: 1128 nucleotides 

Protein length: 375 amino acids 

Putative Function: no apical meristem protein, putative 

Genomic Sequence 

> ONAC140 

ATGGAGGAGGAGAAGAGGTTGGAAAGGATTATTAAGGAGATTGACAGTCCAATTAGCCCA 

GGAGGAGGAGCAGCTTTATTAGCAGAAGATGATGATCTGGTGTTTCCAGGGTTTCGATTT 

CATCCGACGGATCAAGAGCTCGTGGGGTTTTATCTGACAAGGAAGGTGGAGAAGAAGCCT 

TTCAGTATTGACATCATCAAGGAGATCGATATCTACAAGCATGATCCCTGGGATCTTCCA 

AGTAGGTTACTTCAATTTTGTTCTTAATTTTAAGAAAAAAACTGGTGTACGTGCAAGTTA 

TGTTCTTAATTGATTTGAACATATCCACACATGTATACGCATCATTATATGTGCACTGAA 

AAGTAAGAGGGGATAAAATCAGGATTCAGGGCATGAAACCGTATTACTTTTCTGATCTCA 

TGTTCTTCCTTTGTGCATATCAATTAGTTCATCTTACTTTCAAGAAGATTATAAGAATAT 

GATGCAAGATATATTAATTGTGATACCAGAGGTTAAATTTTTGTCACACTTGGTGGTGAA 

GGTTAATAATATGACTAGTATAGGCGAATCGTCATGCATGACTAATTATCTCCTGCAATT 

GAAACATTCATAAAATCATGCCTATGTGTCATTTAAATTTAGTTGGTTCTGTAACTGAAA 

AAAAAAAGGAAATTCAGTCATAAGTGGTAGTATATACTAGCTATCAGTTACAATTTGTAT 

CTCTGAATAATCCTCTCTGATCGATCGATCGTGAATAAAAATTAAACACTGAACAATTAA 

CACACAATCAGAGATTTGAGAGAATAATTGATATATATCAGCAAAGTCAGATAAAAATGA 

TGAACAACGAGCCATGCATGCATGCATATCAACCAAATTCTAATGTTGTGCTTGTGAATG 

CAGAGGTGAGCCATGGCGCGGTGGCGCTGCAGGGCTCGTCGTCGTCGTCGTCGTTGTCGA 

CGGCGGCGGCGGCGGAGAAGGAGTGCGGCTATTTCTTCTGCCTTCGAGGGAGGAAGTACA 

GGAACAGCATCCGCCCCAACCGCGTCACCGGCTCCGGCTTCTGGAAGGCCACCGGCATCG 

ACAAGCCAATCTACTCTTCCTCACTCGCCGCCGCCGCCGCCGCCGCCGGTGCCGGCGACT 

GCATTGGCCTCAAGAAGTCTCTCGTCTACTACCGCGGCAGCGCCGGTAAAGGCACCAAGA 

CAGATTGGATGATGCACGAGTTCCGACTCCCCTCCTCCATCTCCGACTCCGATCACCTCC 

AAGACGCATCAGTATGTCAGGTTTTTTTCGTGAACACGCAAAAGATTGCACGTCAATATA 

TTAGAAGGAAAAGATTTTTGATACACAACGCAATCGGCTAGACAGGCACATCATTGCGTC 

ACTAGCTAGCTAGCTTAATTAGCTACATCGATCGTCAGAATGATCTCTTATATATATATA 

CACCTTTAATTTGTTCTGAATTGAATTCATGGATAGTACTGGTCATGCATCATCTCGATC 

AATGGCATGCAGGAGACATGGACGATTTGCCGGATCTTCAAGAGGAGCATGACCTACACC 

AAGGGCAGGGCGGCGGCGGCAGCAGCATCCATGAACAAGCGAATTAGCCATGAGCTTCAG 
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CACATTCATCATCATCAGCAGCAGCAATTCTACTACCACGAGGTAGTCCATGACGGCCAT 

GGCCACCACCATCGTCGCCACCTGCAGCACTACGCCGGCAGCGCTTCCATGGCAGCGGCG 

GCGGCCAACATCGTCGACGTCATCGATCACTCGTCGGACGCCGAGACGACGACGAGGTCT 

CACTCTCACTCTCAGTCTCACCTCGTCGCTGACATTCGTCATCGTCAGTCGCCGTTCATG 

CTCGACTTCCATGCTGGGACGGCGTCGTCGTCGTCGTCGACGGCGGCGGGGTGGAGCGAG 

GTGATGAGCTTCAGTAGGGATGGCGGGAGCAGCAGCGGCAGTAGCTGGGACGAGCTGGGG 

AGGATCATGGATATCTCTACCAATTCTGCTAATAATAATTACTACTTGTAA 

CDS 

> ONAC140 

ATGGAGGAGGAGAAGAGGTTGGAAAGGATTATTAAGGAGATTGACAGTCCAATTAGCCCA 

GGAGGAGGAGCAGCTTTATTAGCAGAAGATGATGATCTGGTGTTTCCAGGGTTTCGATTT 

CATCCGACGGATCAAGAGCTCGTGGGGTTTTATCTGACAAGGAAGGTGGAGAAGAAGCCT 

TTCAGTATTGACATCATCAAGGAGATCGATATCTACAAGCATGATCCCTGGGATCTTCCA 

AAGGTGAGCCATGGCGCGGTGGCGCTGCAGGGCTCGTCGTCGTCGTCGTCGTTGTCGACG 

GCGGCGGCGGCGGAGAAGGAGTGCGGCTATTTCTTCTGCCTTCGAGGGAGGAAGTACAGG 

AACAGCATCCGCCCCAACCGCGTCACCGGCTCCGGCTTCTGGAAGGCCACCGGCATCGAC 

AAGCCAATCTACTCTTCCTCACTCGCCGCCGCCGCCGCCGCCGCCGGTGCCGGCGACTGC 

ATTGGCCTCAAGAAGTCTCTCGTCTACTACCGCGGCAGCGCCGGTAAAGGCACCAAGACA 

GATTGGATGATGCACGAGTTCCGACTCCCCTCCTCCATCTCCGACTCCGATCACCTCCAA 

GACGCATCAGAGACATGGACGATTTGCCGGATCTTCAAGAGGAGCATGACCTACACCAAG 

GGCAGGGCGGCGGCGGCAGCAGCATCCATGAACAAGCGAATTAGCCATGAGCTTCAGCAC 

ATTCATCATCATCAGCAGCAGCAATTCTACTACCACGAGGTAGTCCATGACGGCCATGGC 

CACCACCATCGTCGCCACCTGCAGCACTACGCCGGCAGCGCTTCCATGGCAGCGGCGGCG 

GCCAACATCGTCGACGTCATCGATCACTCGTCGGACGCCGAGACGACGACGAGGTCTCAC 

TCTCACTCTCAGTCTCACCTCGTCGCTGACATTCGTCATCGTCAGTCGCCGTTCATGCTC 

GACTTCCATGCTGGGACGGCGTCGTCGTCGTCGTCGACGGCGGCGGGGTGGAGCGAGGTG 

ATGAGCTTCAGTAGGGATGGCGGGAGCAGCAGCGGCAGTAGCTGGGACGAGCTGGGGAGG 

ATCATGGATATCTCTACCAATTCTGCTAATAATAATTACTACTTGTAA 

Protein 

> ONAC140 

MEEEKRLERIIKEIDSPISPGGGAALLAEDDDLVFPGFRFHPTDQELVGFYLTRKVEKKP 

FSIDIIKEIDIYKHDPWDLPKVSHGAVALQGSSSSSSLSTAAAAEKECGYFFCLRGRKYR 

NSIRPNRVTGSGFWKATGIDKPIYSSSLAAAAAAAGAGDCIGLKKSLVYYRGSAGKGTKT 

DWMMHEFRLPSSISDSDHLQDASETWTICRIFKRSMTYTKGRAAAAAASMNKRISHELQH 

IHHHQQQQFYYHEVVHDGHGHHHRRHLQHYAGSASMAAAAANIVDVIDHSSDAETTTRSH 

SHSQSHLVADIRHRQSPFMLDFHAGTASSSSSTAAGWSEVMSFSRDGGSSSGSSWDELGR 

IMDISTNSANNNYYL* 
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LOC_Os01g47670 (ONAC141) sequence information 

Genomic sequence length: 1209 nucleotides 

CDS length: 1095 nucleotides 

Protein length: 364 amino acids 

Putative Function: expressed protein 

> ONAC141 

ATGGGTGCCGCCTCCCGCCCCCGCCGCCAATGCAGGGCGCCGCGCCGTCTCGACGGCGGC 

GGAGGCGGCAGCATGGACGTCCACCCTTCCGAGCTCCTCCCCCGCAGCCGCTGCACGGCG 

CCGCGCCGCCTGGACGACGACGAGATGGACGTCCACCCTTCCGAGCAGGAGCTCATCGAG 

ACGTAGCTCCGCCCACGGGTCGTCTCCGGCGACAAGCCGCCGCCGTCGTCGTCGTCGTGC 

GGGTTCATCATCCACGAGGCGGACGTGTACTCCGCCGACCCCGCCGACCTCACGAGGGGG 

TTCGCGCCGGCGGTGGCGAGGAGCAGCGGCGACGAGGCGTGGTACTTCTTCAGCGCCGTG 

AGGGGGCTCAAGGGCGGCCGCAAGGCGCGCACGGTGGACGACGGCGCCGGGTGCTGGCAC 

TCGGAGGCCGGCGCGAAGCCCGTGCTCGCCGCCTCCTCCGGCCGCCGCCTGGGGCACCGG 

CAGAGCTTCTCCTTCATCACCAAGGACGACGACGGCCAGCGCGTCCGCTCCGGGTGGCTG 

ATGGTGGAGCTCAGCCTCGACGTCGACGAAGAGGAGCAGCTGGTCCTGAGCAAGGTCTAC 

TTCAGCCCGCGCGCGCCCGGCGCCAGGAAACCCACGACGGCGGCGGCGATGTCCCGCCAC 

AAGAGGAAGCTGTCCACCACCGACATCGCCTCACCGCCGCGGCGCCAGAGACGCCACCGT 

GTAGTACCATCATCTCCACCGGAGGAGCCGAACACGTCCCCGTCGCCGGCGGCTGCGCCT 

CCGGACCAGCAGGAAGGCGGCGACGACGACCCCGACCGCGGGAGCATTTCGTGGTGGCTG 

CGGAGGGTGTTCGGCCTGACCGCCACCTTTACCGAGGAGGAGTCCATCGAGCTCAACCCA 

TGGCTGAAGGACATCCTGAGGCCGTTCCCGCCTCCCTTGCCGCCGACGCCGCCGCCTCCA 

TGCCCGAGCCCTCGCCGGAAGCTGATCGACATGCCGGAGATCAGGGAGTTCATCATGCGC 

GGGTCGTACCTCGGCGGTGGCCCTGCACCTCCGCGCTACGAGTGCGATCATCCGGCCATG 

GTGATGACCGGCGGCGATGATCAGCAGCAGCTCGATGAGCAGCGCAGAGACGATGTTGGC 

GATGATCGAGCTCATTACGATCGGGTGGACGGCCAGCTGCAGTTCGAACGGCACTACCTG 

CAGTTGTAA 

CDS 

> ONAC141 

ATGGGTGCCGCCTCCCGCCCCCGCCGCCAATGCAGGGCGCCGCGCCGTCTCGACGGCGGC 

GGAGGCGGCAGCATGGACGTCCACCCTTCCGAGCTCCTCCCCCGCAGCCGCTGCACGGCG 

CCGCGCCGCCTGGACGACGACGAGATGGACGTCCACCCTTCCGAGCAGGAGCTCATCGAG 

ACGGGGTTCGCGCCGGCGGTGGCGAGGAGCAGCGGCGACGAGGCGTGGTACTTCTTCAGC 
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GCCGTGAGGGGGCTCAAGGGCGGCCGCAAGGCGCGCACGGTGGACGACGGCGCCGGGTGC 

TGGCACTCGGAGGCCGGCGCGAAGCCCGTGCTCGCCGCCTCCTCCGGCCGCCGCCTGGGG 

CACCGGCAGAGCTTCTCCTTCATCACCAAGGACGACGACGGCCAGCGCGTCCGCTCCGGG 

TGGCTGATGGTGGAGCTCAGCCTCGACGTCGACGAAGAGGAGCAGCTGGTCCTGAGCAAG 

GTCTACTTCAGCCCGCGCGCGCCCGGCGCCAGGAAACCCACGACGGCGGCGGCGATGTCC 

CGCCACAAGAGGAAGCTGTCCACCACCGACATCGCCTCACCGCCGCGGCGCCAGAGACGC 

CACCGTGTAGTACCATCATCTCCACCGGAGGAGCCGAACACGTCCCCGTCGCCGGCGGCT 

GCGCCTCCGGACCAGCAGGAAGGCGGCGACGACGACCCCGACCGCGGGAGCATTTCGTGG 

TGGCTGCGGAGGGTGTTCGGCCTGACCGCCACCTTTACCGAGGAGGAGTCCATCGAGCTC 

AACCCATGGCTGAAGGACATCCTGAGGCCGTTCCCGCCTCCCTTGCCGCCGACGCCGCCG 

CCTCCATGCCCGAGCCCTCGCCGGAAGCTGATCGACATGCCGGAGATCAGGGAGTTCATC 

ATGCGCGGGTCGTACCTCGGCGGTGGCCCTGCACCTCCGCGCTACGAGTGCGATCATCCG 

GCCATGGTGATGACCGGCGGCGATGATCAGCAGCAGCTCGATGAGCAGCGCAGAGACGAT 

GTTGGCGATGATCGAGCTCATTACGATCGGGTGGACGGCCAGCTGCAGTTCGAACGGCAC 

TACCTGCAGTTGTAA 

Protein 

>ONAC141 

MGAASRPRRQCRAPRRLDGGGGGSMDVHPSELLPRSRCTAPRRLDDDEMDVHPSEQELIE 

TGFAPAVARSSGDEAWYFFSAVRGLKGGRKARTVDDGAGCWHSEAGAKPVLAASSGRRLG 

HRQSFSFITKDDDGQRVRSGWLMVELSLDVDEEEQLVLSKVYFSPRAPGARKPTTAAAMS 

RHKRKLSTTDIASPPRRQRRHRVVPSSPPEEPNTSPSPAAAPPDQQEGGDDDPDRGSISW 

WLRRVFGLTATFTEEESIELNPWLKDILRPFPPPLPPTPPPPCPSPRRKLIDMPEIREFI 

MRGSYLGGGPAPPRYECDHPAMVMTGGDDQQQLDEQRRDDVGDDRAHYDRVDGQLQFERH 

YLQL* 

 
 

LOC_Os03g61650 (ONAC142) sequence information 

Genomic sequence length: 1095 nucleotides 

CDS length: 1095 nucleotides 

Protein length: 364 amino acids 

Putative Function: expressed protein 

Genomic Sequence 

> ONAC142 

ATGGCTGAGATCGGCAAGGGCTTGGTGTTCTCCCCCAGCGACGACCAGCTCACCGACGGC 
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TACCTCCGGAGCTACCTTGTCCGGACCAGCCTCGACGACCTGCCCTCCGCCGCCACCTCC 

TACTTCCACGTCGCCGACGTGTACTCCGCCCCACCCGATCAGCTCGTCGCCGGCCTCGCC 

CCGGCGCCCGGCACCGGCGACGGCGATGGCCGGGTGTGGTACGTGTTCACCCCAGTGCGC 

GTTCTCGGCAGCCGCGGCGCGAGGAAGGCTCGCACCGTCGGCGGCGGCTGCGGCGAGTGC 

TGGCACGCGGAGGGAGGCCCCAAGGACGTCAAGGGCAGCGCCGCCGGCGGCAAGCTGCAG 

AAGTTCTCGTACAAGATCAAGACGGCGTTGGGCGCCGTCGTCAAGCCCGGGTGGCTCATG 

GTGGAGTTCTCGTTCCCCGGCTCCGACCACCTCGCGCTCTGCAAGGTCTACCGCTCGCCC 

CGCACGTCGCGCTACGGCGCGCCCTCGCCGCCGTCCTCCGCCGCGTCGTCACCGTCGAGG 

GCCGCGCCGCCGCCCGTGTCGTCGACGTCCGGCCGCAAGCGCAAGGCAGAGGAGGAGTCC 

GACCACCCCGAGGCGCCAGCGAGCAGCGCGCCGCGGCGAACTCTGCCGGCGTCGGAGCAA 

CACGTCGACGTCGACGCCGCTGCAGCATCCGAGCCGGATCAGGGCGGCTACCTGAGCACT 

GACCAGCTGGACAGCGTCGCGGCGTTCGTGCAAGAACACGAGGCGTTCGTGCAAGAACAC 

GAGGGGGACGAGGAGTTCTGCAAGAGCCTCGGGTTCGACGAGCGCTCGGATCCGCAATGC 

TGGACCAACTTCTTCTTGTCGGCGTTGGAGGAGTTCGGGCCGGCGCCAGAAACCGACGCC 

GCCGCCGTCGCCGTCGCCGCCGTTGAGCCTGGCCCTTGCCCGGAGTACGAGGAACACGAT 

GACACTGCCACTACTGCTGCGTCCAGCCATGCTTACGACAGTGCCACGGCTGAGCTGGTG 

AACCTCTCGGACAAGGAGTTCTATGACATCATCTTCTCCGGTGACCAACAAGGCGGCGCC 

GCTGTGGCTGGATGA 

CDS 

> ONAC142 

ATGGCTGAGATCGGCAAGGGCTTGGTGTTCTCCCCCAGCGACGACCAGCTCACCGACGGC 

TACCTCCGGAGCTACCTTGTCCGGACCAGCCTCGACGACCTGCCCTCCGCCGCCACCTCC 

TACTTCCACGTCGCCGACGTGTACTCCGCCCCACCCGATCAGCTCGTCGCCGGCCTCGCC 

CCGGCGCCCGGCACCGGCGACGGCGATGGCCGGGTGTGGTACGTGTTCACCCCAGTGCGC 

GTTCTCGGCAGCCGCGGCGCGAGGAAGGCTCGCACCGTCGGCGGCGGCTGCGGCGAGTGC 

TGGCACGCGGAGGGAGGCCCCAAGGACGTCAAGGGCAGCGCCGCCGGCGGCAAGCTGCAG 

AAGTTCTCGTACAAGATCAAGACGGCGTTGGGCGCCGTCGTCAAGCCCGGGTGGCTCATG 

GTGGAGTTCTCGTTCCCCGGCTCCGACCACCTCGCGCTCTGCAAGGTCTACCGCTCGCCC 

CGCACGTCGCGCTACGGCGCGCCCTCGCCGCCGTCCTCCGCCGCGTCGTCACCGTCGAGG 

GCCGCGCCGCCGCCCGTGTCGTCGACGTCCGGCCGCAAGCGCAAGGCAGAGGAGGAGTCC 

GACCACCCCGAGGCGCCAGCGAGCAGCGCGCCGCGGCGAACTCTGCCGGCGTCGGAGCAA 

CACGTCGACGTCGACGCCGCTGCAGCATCCGAGCCGGATCAGGGCGGCTACCTGAGCACT 

GACCAGCTGGACAGCGTCGCGGCGTTCGTGCAAGAACACGAGGCGTTCGTGCAAGAACAC 

GAGGGGGACGAGGAGTTCTGCAAGAGCCTCGGGTTCGACGAGCGCTCGGATCCGCAATGC 

TGGACCAACTTCTTCTTGTCGGCGTTGGAGGAGTTCGGGCCGGCGCCAGAAACCGACGCC 

GCCGCCGTCGCCGTCGCCGCCGTTGAGCCTGGCCCTTGCCCGGAGTACGAGGAACACGAT 

GACACTGCCACTACTGCTGCGTCCAGCCATGCTTACGACAGTGCCACGGCTGAGCTGGTG 

AACCTCTCGGACAAGGAGTTCTATGACATCATCTTCTCCGGTGACCAACAAGGCGGCGCC 

GCTGTGGCTGGATGA 

Protein 

> ONAC142 

MAEIGKGLVFSPSDDQLTDGYLRSYLVRTSLDDLPSAATSYFHVADVYSAPPDQLVAGLA 
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PAPGTGDGDGRVWYVFTPVRVLGSRGARKARTVGGGCGECWHAEGGPKDVKGSAAGGKLQ 

KFSYKIKTALGAVVKPGWLMVEFSFPGSDHLALCKVYRSPRTSRYGAPSPPSSAASSPSR 

AAPPPVSSTSGRKRKAEEESDHPEAPASSAPRRTLPASEQHVDVDAAAASEPDQGGYLST 

DQLDSVAAFVQEHEAFVQEHEGDEEFCKSLGFDERSDPQCWTNFFLSALEEFGPAPETDA 

AAVAVAAVEPGPCPEYEEHDDTATTAASSHAYDSATAELVNLSDKEFYDIIFSGDQQGGA 

AVAG* 

 

LOC_Os04g42940 (ONAC143) sequence information 

Genomic sequence length: 1272 nucleotides 

CDS length: 1188 nucleotides 

Protein length: 395 amino acids 

Putative Function: expressed protein 

Genomic Sequence 

> ONAC143 

GCGTGCCGATAGTATATATGGCGGAGTAGTAGTTGAGTCGAGTTCGCGCATGCGCCGCCG 

TGGCGACGACCTAGCTTAAACCCTATGCTGCCCATGCGTCCCAGGGCGAGTCAGGCGGCG 

GCGCCGGAGACCGCCGCCGCCGCGGAGAGCCTCCGCGAGGAGGAGACCGAGGACGGGTGG 

GTCTTCCTCGCCGGCAGGTCAAGGGCGACGAGGCCGCCGCCGCCGCCGCCTTCGCCCATG 

GCGAGGGCCGTGGCGTCCGGCAGCAGCGGCGGCGGAGGCGGCCAGCCGTTCGACCCCACG 

GCGGAGGATATCGTCAACCGGTACCTGCCGTTGCGCCGGGCGCTGCGGTGCGACGCGCTG 

CCGAGGCAGGTGCACGACGCGGATGTGTACGGCGCGCACCCGGCGCTGCTCGCGTCGGTG 

TACCCGGCGGCGAACGAGCGGTTCGAGTGGTTCTTCTTCGTGTGCCGCCGTCAGTGCCCC 

GGTGGCCGGCGCAGGGCCGGGCCCGGGGACTACCGCCTCTCGCAGGAGGCGAAGCACCGC 

GGCAACGCGTTCTGCCACAGCTTCCGGTACTACGAGTACGAGGACGCCGGCGGCGGCTTC 

AGGGAGACCGAGTGGCGCATGGTGGAGTACGGCGATCGCGGCCGCGACGCCGGCGCCGGA 

GGCTCCGAGGGCTTCGAGCTGGTCGTCTGCAAGGTCTACCCGGCGCGCGGCGGGGCGCTC 

CACGAGCGGCTCGGGGCCGACCGGGCGGTGCTCGCGACGCGCCACCGCGCCGACGAGGAC 

GCCAAGCCGCAGGTGCTCGTCCAGCTCTACCTCGCCAGCCTCCGCCTCGGGAACCCGCTC 

GCGTGCCGCGTGCACCGCGCCGACGACGTCTTCGACGCGCACCCGGCGGTGATCACGGCC 

GCGCTCCCTGCTGCCAACGACCGGTGCGAGTGGTTCTTCGCCGCCGTGCGCCCGCGCGGG 

CACGCGCAAGGGCACGGGGACGGCGCGCCGCCGCGCCCGCGGAAGGCCGGGCCAGGGGCG 

TACGTGCCGGTGCGCGAGTGCCGCGTCGTGGACGGGAGGCGCGGGGACATGGGCTGCCGC 

CTCGTGTTCTGGTACAGGGAGGACGACGAGGAGGCGAGGCGGGCGTCGCGGAGGACGGAG 

TGGTGGATGGACGAGTACAGGTTCGGCCCGGACTTCCCGTACGGCGAGCTGCCCGCGCCC 

ATGGCGCGCGGCGAAGACGAAGAGCTGGTGGTGTACAAGGTGTATCCTAGGCTGGTCGGT 
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AACCGGCGATAA 

CDS 

> ONAC143 

ATGCTGCCCATGCGTCCCAGGGCGAGTCAGGCGGCGGCGCCGGAGACCGCCGCCGCCGCG 

GAGAGCCTCCGCGAGGAGGAGACCGAGGACGGGTGGGTCTTCCTCGCCGGCAGGTCAAGG 

GCGACGAGGCCGCCGCCGCCGCCGCCTTCGCCCATGGCGAGGGCCGTGGCGTCCGGCAGC 

AGCGGCGGCGGAGGCGGCCAGCCGTTCGACCCCACGGCGGAGGATATCGTCAACCGGTAC 

CTGCCGTTGCGCCGGGCGCTGCGGTGCGACGCGCTGCCGAGGCAGGTGCACGACGCGGAT 

GTGTACGGCGCGCACCCGGCGCTGCTCGCGTCGGTGTACCCGGCGGCGAACGAGCGGTTC 

GAGTGGTTCTTCTTCGTGTGCCGCCGTCAGTGCCCCGGTGGCCGGCGCAGGGCCGGGCCC 

GGGGACTACCGCCTCTCGCAGGAGGCGAAGCACCGCGGCAACGCGTTCTGCCACAGCTTC 

CGGTACTACGAGTACGAGGACGCCGGCGGCGGCTTCAGGGAGACCGAGTGGCGCATGGTG 

GAGTACGGCGATCGCGGCCGCGACGCCGGCGCCGGAGGCTCCGAGGGCTTCGAGCTGGTC 

GTCTGCAAGGTCTACCCGGCGCGCGGCGGGGCGCTCCACGAGCGGCTCGGGGCCGACCGG 

GCGGTGCTCGCGACGCGCCACCGCGCCGACGAGGACGCCAAGCCGCAGGTGCTCGTCCAG 

CTCTACCTCGCCAGCCTCCGCCTCGGGAACCCGCTCGCGTGCCGCGTGCACCGCGCCGAC 

GACGTCTTCGACGCGCACCCGGCGGTGATCACGGCCGCGCTCCCTGCTGCCAACGACCGG 

TGCGAGTGGTTCTTCGCCGCCGTGCGCCCGCGCGGGCACGCGCAAGGGCACGGGGACGGC 

GCGCCGCCGCGCCCGCGGAAGGCCGGGCCAGGGGCGTACGTGCCGGTGCGCGAGTGCCGC 

GTCGTGGACGGGAGGCGCGGGGACATGGGCTGCCGCCTCGTGTTCTGGTACAGGGAGGAC 

GACGAGGAGGCGAGGCGGGCGTCGCGGAGGACGGAGTGGTGGATGGACGAGTACAGGTTC 

GGCCCGGACTTCCCGTACGGCGAGCTGCCCGCGCCCATGGCGCGCGGCGAAGACGAAGAG 

CTGGTGGTGTACAAGGTGTATCCTAGGCTGGTCGGTAACCGGCGATAA 

Protein 

> ONAC143 

MLPMRPRASQAAAPETAAAAESLREEETEDGWVFLAGRSRATRPPPPPPSPMARAVASGS 

SGGGGGQPFDPTAEDIVNRYLPLRRALRCDALPRQVHDADVYGAHPALLASVYPAANERF 

EWFFFVCRRQCPGGRRRAGPGDYRLSQEAKHRGNAFCHSFRYYEYEDAGGGFRETEWRMV 

EYGDRGRDAGAGGSEGFELVVCKVYPARGGALHERLGADRAVLATRHRADEDAKPQVLVQ 

LYLASLRLGNPLACRVHRADDVFDAHPAVITAALPAANDRCEWFFAAVRPRGHAQGHGDG 

APPRPRKAGPGAYVPVRECRVVDGRRGDMGCRLVFWYREDDEEARRASRRTEWWMDEYRF 

GPDFPYGELPAPMARGEDEELVVYKVYPRLVGNRR* 

 

LOC_Os05g26026 (ONAC144) sequence information 
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Genomic sequence length: 963 nucleotides 

CDS length: 963 nucleotides 

Protein length: 320 amino acids 

Putative Function: expressed protein 

Genomic Sequence 

> ONAC144 

ATGGCGGCGGCTGCGGCTGGCGCGGATGGGCTCCTCCCGGGCCTCAAGCTCGATCCCAGC 

GACGACGAGCTCGTCGGCCGCTGCCTGCTCCGGCGCCTCCAGGGCCAGCCCCTCCCGCTC 

GGCGGCGACATCCTCGAGGCGGATCCCCTGAGCGCGCCGCCGCCGTGGAATCTTCTCGCG 

GATCACGGCCGCGGCGACGAGGCCTTCTTCTTGGCCAAGAAGGGGAACGGAAAGCGGCAG 

AGGAGCAGTGTCGAGGGGCAGAGGATGTGCGTGGACGGCGGGAGGCTCCGGGTCCCTGAT 

GACGGTCGCGGCGGCGGCGGTGGTTTGGCTTTCTTGCCGTCGATCTTTCCTTCGCCACCA 

CCGGTTCCCCGCTGCTCCACTCCGCTGTCCCCGTCCTCGCCGCCATTTAAGCCGAGCCGG 

GTGATCGTCAGATGGTGGGCGCCGCCGGGGGGGTGGTGCAAACTCAACTTTGATGGCAGC 

GTGTATGACGACGGATCCCGGCGAGCGAGCATCGGCGGCGTGATCCGCGGCTGCGACGGT 

GGCGTGGTGCTCGCCTTCGCGGAGATCACGGAGCACTGGACGGTTGGCGTGGTGGAGGCC 

CGTGCGATGATCCGGGGGCTGAGGCTCGCGCTGGCGTGCTTCGTCGAGCGGCTTGTCGTC 

GAGGGCGACGACCTGGTGCTGGTTCAGCTCATCCGCGGCGAGGAGACGCAGACGAGGATC 

CCGGCGGCGATGCACGAGGAAATCCTGGACCTGCTCCGCTGCTTCGCGGACGTCGAGGTG 

CGACACATATATCGGGAGGGCAACTCGATGGCCCACACCCTGTGTCGCCAGGCGTACGTG 

CATCCCGGGCTGTGGACAGATTGCGCCACGCTGCCGGCCGCCGTCTGGGAGAAGATCGAC 

GATGATCTGCGCGGGGTGGTGCACGAGCGCCTCTGCAACAAGAAGAAGAAATCCAGCGCT 

TGA 

CDS 

> ONAC144 

ATGGCGGCGGCTGCGGCTGGCGCGGATGGGCTCCTCCCGGGCCTCAAGCTCGATCCCAGC 

GACGACGAGCTCGTCGGCCGCTGCCTGCTCCGGCGCCTCCAGGGCCAGCCCCTCCCGCTC 

GGCGGCGACATCCTCGAGGCGGATCCCCTGAGCGCGCCGCCGCCGTGGAATCTTCTCGCG 

GATCACGGCCGCGGCGACGAGGCCTTCTTCTTGGCCAAGAAGGGGAACGGAAAGCGGCAG 

AGGAGCAGTGTCGAGGGGCAGAGGATGTGCGTGGACGGCGGGAGGCTCCGGGTCCCTGAT 

GACGGTCGCGGCGGCGGCGGTGGTTTGGCTTTCTTGCCGTCGATCTTTCCTTCGCCACCA 

CCGGTTCCCCGCTGCTCCACTCCGCTGTCCCCGTCCTCGCCGCCATTTAAGCCGAGCCGG 

GTGATCGTCAGATGGTGGGCGCCGCCGGGGGGGTGGTGCAAACTCAACTTTGATGGCAGC 

GTGTATGACGACGGATCCCGGCGAGCGAGCATCGGCGGCGTGATCCGCGGCTGCGACGGT 

GGCGTGGTGCTCGCCTTCGCGGAGATCACGGAGCACTGGACGGTTGGCGTGGTGGAGGCC 

CGTGCGATGATCCGGGGGCTGAGGCTCGCGCTGGCGTGCTTCGTCGAGCGGCTTGTCGTC 

GAGGGCGACGACCTGGTGCTGGTTCAGCTCATCCGCGGCGAGGAGACGCAGACGAGGATC 

CCGGCGGCGATGCACGAGGAAATCCTGGACCTGCTCCGCTGCTTCGCGGACGTCGAGGTG 

CGACACATATATCGGGAGGGCAACTCGATGGCCCACACCCTGTGTCGCCAGGCGTACGTG 

CATCCCGGGCTGTGGACAGATTGCGCCACGCTGCCGGCCGCCGTCTGGGAGAAGATCGAC 

GATGATCTGCGCGGGGTGGTGCACGAGCGCCTCTGCAACAAGAAGAAGAAATCCAGCGCT 

TGA 
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Protein 

> ONAC144 

MAAAAAGADGLLPGLKLDPSDDELVGRCLLRRLQGQPLPLGGDILEADPLSAPPPWNLLA 

DHGRGDEAFFLAKKGNGKRQRSSVEGQRMCVDGGRLRVPDDGRGGGGGLAFLPSIFPSPP 

PVPRCSTPLSPSSPPFKPSRVIVRWWAPPGGWCKLNFDGSVYDDGSRRASIGGVIRGCDG 

GVVLAFAEITEHWTVGVVEARAMIRGLRLALACFVERLVVEGDDLVLVQLIRGEETQTRI 

PAAMHEEILDLLRCFADVEVRHIYREGNSMAHTLCRQAYVHPGLWTDCATLPAAVWEKID 

DDLRGVVHERLCNKKKKSSA* 

 
 

LOC_Os05g26049 (ONAC145) sequence information 

Genomic sequence length: 963 nucleotides 

CDS length: 963 nucleotides 

Protein length: 320 amino acids 

Putative Function: expressed protein 

Genomic Sequence 

> ONAC145 

ATGGCGGCGGCTGCGGCTGGCGCGGATGGGCTCCTCCCGGGCCTCAAGCTCGATCCCAGC 

GACGACGAGCTCGTCGGCCGCTGCCTGCTCCGGCGCCTCCAGGGCCAGCCCCTCCCGCTC 

GGCGGCGACATCCTCGAGGCGGATCCCCTGAGCGCGCCGCCGCCGTGGAATCTTCTCGCG 

GATCACGGCCGCGGCGACGAGGCCTTCTTCTTGGCCAAGAAGGGGAACGGAAAGCGGCAG 

AGGAGCAGTGTCGAGGGGCAGAGGATGTGCGTGGACGGCGGGAGGCTCCGGGTCCCTGAT 

GACGGTCGCGGCGGCGGCGGTGGTTTGGCTTTCTTGCCGTCGATCTTTCCTTCGCCACCA 

CCGGTTCCCCGCTGCTCCACTCCGCTGTCCCCGTCCTCGCCGCCATTTAAGCCGAGCCGG 

GTGATCGTCAGATGGTGGGCGCCGCCGGGGGGGTGGTGCAAACTCAACTTTGATGGCAGC 

GTGTATGACGACGGATCCCGGCGAGCGAGCATCGGCGGCGTGATCCGCGGCTGCGACGGT 

GGCGTGGTGCTCGCCTTCGCGGAGATCACGGAGCACTGGACGGTTGGCGTGGTGGAGGCC 

CGTGCGATGATCCGGGGGCTGAGGCTCGCGCTGGCGTGCTTCGTCGAGCGGCTTGTCGTC 

GAGGGCGACGACCTGGTGCTGGTTCAGCTCATCCGCGGCGAGGAGACGCAGACGAGGATC 

CCGGCGGCGATGCACGAGGAAATCCTGGACCTGCTCCGCTGCTTCGCGGACGTCGAGGTG 

CGACACATATATCGGGAGGGCAACTCGATGGCCCACACCCTGTGTCGCCAGGCGTACGTG 

CATCCCGGGCTGTGGACAGATTGCGCCACGCTGCCGGCCGCCGTCTGGGAGAAGATCGAC 

GATGATCTGCGCGGGGTGGTGCACGAGCGCCTCTGCAACAAGAAGAAGAAATCCAGCGCT 

TGA 
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CDS 

> ONAC145 

ATGGCGGCGGCTGCGGCTGGCGCGGATGGGCTCCTCCCGGGCCTCAAGCTCGATCCCAGC 

GACGACGAGCTCGTCGGCCGCTGCCTGCTCCGGCGCCTCCAGGGCCAGCCCCTCCCGCTC 

GGCGGCGACATCCTCGAGGCGGATCCCCTGAGCGCGCCGCCGCCGTGGAATCTTCTCGCG 

GATCACGGCCGCGGCGACGAGGCCTTCTTCTTGGCCAAGAAGGGGAACGGAAAGCGGCAG 

AGGAGCAGTGTCGAGGGGCAGAGGATGTGCGTGGACGGCGGGAGGCTCCGGGTCCCTGAT 

GACGGTCGCGGCGGCGGCGGTGGTTTGGCTTTCTTGCCGTCGATCTTTCCTTCGCCACCA 

CCGGTTCCCCGCTGCTCCACTCCGCTGTCCCCGTCCTCGCCGCCATTTAAGCCGAGCCGG 

GTGATCGTCAGATGGTGGGCGCCGCCGGGGGGGTGGTGCAAACTCAACTTTGATGGCAGC 

GTGTATGACGACGGATCCCGGCGAGCGAGCATCGGCGGCGTGATCCGCGGCTGCGACGGT 

GGCGTGGTGCTCGCCTTCGCGGAGATCACGGAGCACTGGACGGTTGGCGTGGTGGAGGCC 

CGTGCGATGATCCGGGGGCTGAGGCTCGCGCTGGCGTGCTTCGTCGAGCGGCTTGTCGTC 

GAGGGCGACGACCTGGTGCTGGTTCAGCTCATCCGCGGCGAGGAGACGCAGACGAGGATC 

CCGGCGGCGATGCACGAGGAAATCCTGGACCTGCTCCGCTGCTTCGCGGACGTCGAGGTG 

CGACACATATATCGGGAGGGCAACTCGATGGCCCACACCCTGTGTCGCCAGGCGTACGTG 

CATCCCGGGCTGTGGACAGATTGCGCCACGCTGCCGGCCGCCGTCTGGGAGAAGATCGAC 

GATGATCTGCGCGGGGTGGTGCACGAGCGCCTCTGCAACAAGAAGAAGAAATCCAGCGCT 

TGA 

Protein 

> ONAC145 

MAAAAAGADGLLPGLKLDPSDDELVGRCLLRRLQGQPLPLGGDILEADPLSAPPPWNLLA 

DHGRGDEAFFLAKKGNGKRQRSSVEGQRMCVDGGRLRVPDDGRGGGGGLAFLPSIFPSPP 

PVPRCSTPLSPSSPPFKPSRVIVRWWAPPGGWCKLNFDGSVYDDGSRRASIGGVIRGCDG 

GVVLAFAEITEHWTVGVVEARAMIRGLRLALACFVERLVVEGDDLVLVQLIRGEETQTRI 

PAAMHEEILDLLRCFADVEVRHIYREGNSMAHTLCRQAYVHPGLWTDCATLPAAVWEKID 

DDLRGVVHERLCNKKKKSSA* 

 

LOC_Os05g27749 (ONAC146) sequence information 

Genomic sequence length: 1218 nucleotides 

CDS length: 1218 nucleotides 

Protein length: 405 amino acids 

Putative Function: expressed protein 

Genomic Sequence 
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> ONAC146 

ATGGCGGCGGCTGCGGCTGGCGCGGATGGGCTCCTCCCGGGTCCCAAGCTTGATCCTAGC 

GACGACGAGCTCGTCGGCGGCTACCTGCTCCGGCGCCTCCAGGGCCAGCCCCTCCCGCTC 

GAGGCGGATCCCCTGAGCGCGCGGCCGCGGAATCTTGCCGCGGATCACGGCCGCGGCGAC 

GAGGCCTTCTTCTTGGCGGAGGCGCAGGCCAAGAACGCGAAGGGAAAGCGGCAGAGGAGC 

ACCGTCGAGGGGCAGAGCATGTGCGTGGACGGCGGGAGGCTCCGCGTCCCTGATGACGGT 

CGCGGCGGCGGCGGATTGGCTTTCTCGCACTTCTTGCCGCTGTCGCCGTCGATCGTTCCC 

TCGCCAGCACCGTCTCCCCGCTGCTCCACCTCCACGCCGCTGTCCCCGCCGAAGCTTCTC 

GCGGATCACGGCCGGGGCGACGAGGCCGCCTTCTTCGCGGACGCGTGGGCCAAGAACGGC 

AAGCGGCAGAAGCAGAGGAGCACCGTCGAGGGCGGAGGGCTCTGGCAGGGGCAGGGGATG 

CTCGTGGACGGCGAGAGGCTCCGCGTCGCTGATGACGGCGGCGGCGGTTCGGCTTTCTTG 

CCGCCGTCGATCCTTCCGTCGCTGCTGCCGGCTCCCCGCTGCTCCACGCCGCTCTCCCCG 

TCCTCGCCGCCGTTCCGGCCGTCCAGGGTGATCGTTCGGTGGGCGCGGCCGCCGCCTGGG 

TGGTGCAAACTGAACTTTGACGGCTCGGTGTTCAACGACGGCTCCCCGCGAGCGAGCATC 

GGCGGCGTCATCCGCGACAGCGACGCCGGCGTGGTGCTCGCCTTCGCGGAGACAACGGAG 

CACTGGACCGTCGGCGTGGTGGAGGCCCGTGCTATGATCAGAGGCCTGAGGTTCGCGCTG 

GCGTGCTTCATCGAGCGGCTCGTGGTGGAGGGCGACGACCTGGTGCTGGTCCAGCTCATC 

CGCGGCGAGGAGACGCAGACGAGGATCCCGGCGGCGATGCAGGAGGAGATCCTCAACCTT 

CTGCGATGCTTCGCCGAGGTGGATGTGCGGCACATCTACCGGGAGGGAAACTCGGTGGCC 

CACACACTGTGCCGGCAGGCGTACGTGTGTCCGGGCATATGGTCGCAGAGGGGAGGAGGG 

ATGCCGGCGGCCGTCTGGGACAAGGTGGATGATGATAGGCGAGGGGTGGTGCACGAGCGC 

ATCCGCAAGAACAAGTAG 

CDS 

> ONAC146 

ATGGCGGCGGCTGCGGCTGGCGCGGATGGGCTCCTCCCGGGTCCCAAGCTTGATCCTAGC 

GACGACGAGCTCGTCGGCGGCTACCTGCTCCGGCGCCTCCAGGGCCAGCCCCTCCCGCTC 

GAGGCGGATCCCCTGAGCGCGCGGCCGCGGAATCTTGCCGCGGATCACGGCCGCGGCGAC 

GAGGCCTTCTTCTTGGCGGAGGCGCAGGCCAAGAACGCGAAGGGAAAGCGGCAGAGGAGC 

ACCGTCGAGGGGCAGAGCATGTGCGTGGACGGCGGGAGGCTCCGCGTCCCTGATGACGGT 

CGCGGCGGCGGCGGATTGGCTTTCTCGCACTTCTTGCCGCTGTCGCCGTCGATCGTTCCC 

TCGCCAGCACCGTCTCCCCGCTGCTCCACCTCCACGCCGCTGTCCCCGCCGAAGCTTCTC 

GCGGATCACGGCCGGGGCGACGAGGCCGCCTTCTTCGCGGACGCGTGGGCCAAGAACGGC 

AAGCGGCAGAAGCAGAGGAGCACCGTCGAGGGCGGAGGGCTCTGGCAGGGGCAGGGGATG 

CTCGTGGACGGCGAGAGGCTCCGCGTCGCTGATGACGGCGGCGGCGGTTCGGCTTTCTTG 

CCGCCGTCGATCCTTCCGTCGCTGCTGCCGGCTCCCCGCTGCTCCACGCCGCTCTCCCCG 

TCCTCGCCGCCGTTCCGGCCGTCCAGGGTGATCGTTCGGTGGGCGCGGCCGCCGCCTGGG 

TGGTGCAAACTGAACTTTGACGGCTCGGTGTTCAACGACGGCTCCCCGCGAGCGAGCATC 

GGCGGCGTCATCCGCGACAGCGACGCCGGCGTGGTGCTCGCCTTCGCGGAGACAACGGAG 

CACTGGACCGTCGGCGTGGTGGAGGCCCGTGCTATGATCAGAGGCCTGAGGTTCGCGCTG 

GCGTGCTTCATCGAGCGGCTCGTGGTGGAGGGCGACGACCTGGTGCTGGTCCAGCTCATC 

CGCGGCGAGGAGACGCAGACGAGGATCCCGGCGGCGATGCAGGAGGAGATCCTCAACCTT 

CTGCGATGCTTCGCCGAGGTGGATGTGCGGCACATCTACCGGGAGGGAAACTCGGTGGCC 

CACACACTGTGCCGGCAGGCGTACGTGTGTCCGGGCATATGGTCGCAGAGGGGAGGAGGG 

ATGCCGGCGGCCGTCTGGGACAAGGTGGATGATGATAGGCGAGGGGTGGTGCACGAGCGC 
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ATCCGCAAGAACAAGTAG 

Protein 

> ONAC146 

MAAAAAGADGLLPGPKLDPSDDELVGGYLLRRLQGQPLPLEADPLSARPRNLAADHGRGD 

EAFFLAEAQAKNAKGKRQRSTVEGQSMCVDGGRLRVPDDGRGGGGLAFSHFLPLSPSIVP 

SPAPSPRCSTSTPLSPPKLLADHGRGDEAAFFADAWAKNGKRQKQRSTVEGGGLWQGQGM 

LVDGERLRVADDGGGGSAFLPPSILPSLLPAPRCSTPLSPSSPPFRPSRVIVRWARPPPG 

WCKLNFDGSVFNDGSPRASIGGVIRDSDAGVVLAFAETTEHWTVGVVEARAMIRGLRFAL 

ACFIERLVVEGDDLVLVQLIRGEETQTRIPAAMQEEILNLLRCFAEVDVRHIYREGNSVA 

HTLCRQAYVCPGIWSQRGGGMPAAVWDKVDDDRRGVVHERIRKNK* 

 

LOC_Os07g31410 (ONAC148) sequence information 

Genomic sequence length: 636 nucleotides 

CDS length: 636 nucleotides 

Protein length: 211 amino acids 

Putative Function: expressed protein 

Genomic Sequence 

> ONAC148 

ATGGCGCCGCTCGCAGATCCCGCCGCCGAGGGCTTCCGCATCCCCTTCCTCCCCAGCGAC 

AGCGACCTCCTCGACTGCCTCCTCCGCCCCAAGATCGCCTCCGGCCGCGTCGACCCCCGC 

TTCGCGCCGCTCGTGCACGACGTCGCCGACGCGTTCGCCCTCCCCCCGGCCCAGCTGGCG 

GCCGCGCACGCGCCCGCGCCCGGCGCCGGCGGCGCCGAGGCGTGGTACTTCTTCAGCGTG 

CGCCCCCGCGCCCGCGCCCGCGCCCGCGCCGGATCCAAGAGGGCGGCGTCGCGCGCGGTC 

GGCGGCGGCGGCGGCAAGCGGTGGTGCTCGATGGGCGCCAAGAAGGCGGTGGAGGGAGGC 

GGGTACTGCCAGAGGTTCAGGTACAAGGAGAGGACGGCGGCGGGCGTCGTGGCGCCCCGA 

TGGATGATGGTGGAGTACGGCGTCGCCCAGGAACACGACGGCGAGGGCGTCGCCCAGGAA 

CACGGCGGCGAGGGCGTCGCCGAGCTCGTGCTCTGCAAGATCTTCCGCTCCCCCGAGCCT 

TCCCGTCGCTCGGAGTCGGGGTCGCCGTCCTCCAGCTCGTCGGCCTCCGCCTCCCCGTCC 

TGCTCCGGCGGCCGCAAGAGGAAGGCCGCCGAATAG 

CDS 

> ONAC148 

ATGGCGCCGCTCGCAGATCCCGCCGCCGAGGGCTTCCGCATCCCCTTCCTCCCCAGCGAC 
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AGCGACCTCCTCGACTGCCTCCTCCGCCCCAAGATCGCCTCCGGCCGCGTCGACCCCCGC 

TTCGCGCCGCTCGTGCACGACGTCGCCGACGCGTTCGCCCTCCCCCCGGCCCAGCTGGCG 

GCCGCGCACGCGCCCGCGCCCGGCGCCGGCGGCGCCGAGGCGTGGTACTTCTTCAGCGTG 

CGCCCCCGCGCCCGCGCCCGCGCCCGCGCCGGATCCAAGAGGGCGGCGTCGCGCGCGGTC 

GGCGGCGGCGGCGGCAAGCGGTGGTGCTCGATGGGCGCCAAGAAGGCGGTGGAGGGAGGC 

GGGTACTGCCAGAGGTTCAGGTACAAGGAGAGGACGGCGGCGGGCGTCGTGGCGCCCCGA 

TGGATGATGGTGGAGTACGGCGTCGCCCAGGAACACGACGGCGAGGGCGTCGCCCAGGAA 

CACGGCGGCGAGGGCGTCGCCGAGCTCGTGCTCTGCAAGATCTTCCGCTCCCCCGAGCCT 

TCCCGTCGCTCGGAGTCGGGGTCGCCGTCCTCCAGCTCGTCGGCCTCCGCCTCCCCGTCC 

TGCTCCGGCGGCCGCAAGAGGAAGGCCGCCGAATAG 

Protein 

> ONAC148 

MAPLADPAAEGFRIPFLPSDSDLLDCLLRPKIASGRVDPRFAPLVHDVADAFALPPAQLA 

AAHAPAPGAGGAEAWYFFSVRPRARARARAGSKRAASRAVGGGGGKRWCSMGAKKAVEGG 

GYCQRFRYKERTAAGVVAPRWMMVEYGVAQEHDGEGVAQEHGGEGVAELVLCKIFRSPEP 

SRRSESGSPSSSSSASASPSCSGGRKRKAAE* 

 

LOC_Os10g27380 (ONAC149) sequence information 

Genomic sequence length: 1720 nucleotides 

CDS length: 1128 nucleotides 

Protein length: 375 amino acids 

Putative Function: expressed protein 

Genomic Sequence 

> ONAC149 

GGAGCACACGCACGCGCGGCGCGACGGCGCGACCTCGCCTCGACACGAGCTCTCGTGATC 

TCGTCTCGCCGCGTCTAGCTCGCCGGCGCCGCCGCGCGCGCGCGTCCCCTCGCCGCCGTA 

CGTGTAGCGGAGCGACTCCCTCTCTCCCTCCCGCCTCACCTCCGGGACCGGTCGGTCGGT 

CGATCGATCGACGGGGCGAGGGGATGGCGGCACCGGAAGGCCAGAACAAGTTCGCGGGCG 

TCCGCTTCTTGCCCAAGGACCTGGAGCTCCTCGCCATCCTCGACGCCAAGCTCCGCGGAA 

GCCCGTTAGGCCCCGTGGAAGCCATCTTCCACGACACGCAGATCCTCGACTTCCACCCGT 

ACAAGCTCTACGGTATCCACCGCCTCGATCGATCGATCTCCCTCTCTCTCTCTCTTTGTC 

GATCTCCTTCTTCTTCTCCGGCGACGGGTGGGTGCCTGGATCAGATCATGCAGTTTTGGG 

GATTTTGATTCGGGATTTCGGGTGGATATTACTCGACTGATTTTGCAGAGATGTATGCTG 

AGGACGAGGAGGAGGAAGGCTACATCTACTTCTTCAGCACGATGCAGTTCAGATGCAGGA 



S300 

 
AGATTGTGGAGCGCGCGGCGCAGGGCGGCCGGTGGAAGGTGAACAACTGCGAGACTCTGG 

AGGTTGGCGGCGTCGCCGTTGGCCGGAAGTTCACCATGAATTTCTACGAGCATATCGGCG 

GCGACAACGACCTCATCTGGACCAACTGGGGCATGCAAGAGTTCGCCAGGATCATCGGCC 

CAAACAAGGAGGTATTCCATTCGGAAATCCACTTCTGAATCTTCGTTCAATGATCGGATA 

CATTTGATCTCATTTGGGTGAAATTTTTCTGATCATTTTGGCCAAAAGCTCGCGGATCTT 

GCCTTGTACCGCCTATACAAGAAGAAAATAACAAGGGGGACAGGCGAGGAGAAGCCGGAA 

GACATCGCCGCGGCTAGCGATGGCGATACCGAGAGCAGCATGAACAAGCGTAGACGTGTA 

GAAGCGTCGGCGGCGGCCATGGCGCTGCCACCGCCACCGCCATCGCCAGGCCTGCCTGGA 

ACAATGATGTTCATGGCGGCGGACCAGGCGAACGTGGCCTCGACCTCGCAGGAATGGCAC 

GGCCAGTTCGCCAACGGCGCTGCGGCGGCGCCGAGTCCTAGCGGCTGCTGGCCCTGGGCG 

CCACCGCCGACACCGAGCGCAGTGGAGCCTTTCAGCTTCTGGGCCAGCGCGTCGGCGGCG 

ACTCCTCCTGCCGCCGCGAACTACCACCCGTCGCCGCAGCCGCAGCCGCTGCCGCCGCAG 

GGCGGCGAGTACTACTCCAGACACGGCGCCTTCTCGGTGGCGCCCGTGCCCGCGTCCGCC 

TGCTCGACGCCGTCCCCGGAGGCGGCGACCAGCTGCCTCTTGGCTACGACGTCACCTCTG 

CCGGCGGCAGGTACTGAGGGCAGTGACAGTCAGCAGCAAGAACCCCCCTGCGAATTGATG 

GAATTTTGAAATTTTGGCGAATTGCTTATAGCTGATTCTGATCTGGCCGACAAATTTCCG 

TCAAATTCGCAGTGTTCAACTTCGTACTCTTTTTCTGACCGTTGGCTGTTACTTCACTAG 

TTCTACATATGTGAGACTGCATTGTTTTTTGTACTAGTATTAATCTTGGTGATCTGTTGT 

TCTGAAATGCTTATAAATTTTGCCCTTGTGCCTTGAAGAA 

CDS 

> ONAC149 

ATGGCGGCACCGGAAGGCCAGAACAAGTTCGCGGGCGTCCGCTTCTTGCCCAAGGACCTG 

GAGCTCCTCGCCATCCTCGACGCCAAGCTCCGCGGAAGCCCGTTAGGCCCCGTGGAAGCC 

ATCTTCCACGACACGCAGATCCTCGACTTCCACCCGTACAAGCTCTACGGTATCCACCGC 

CTCGATCGATCGATCTCCCTCTCTCTCTCTCTTTGTCGATCTCCTTCTTCTTCTCCGGCG 

ACGGAGATGTATGCTGAGGACGAGGAGGAGGAAGGCTACATCTACTTCTTCAGCACGATG 

CAGTTCAGATGCAGGAAGATTGTGGAGCGCGCGGCGCAGGGCGGCCGGTGGAAGGTGAAC 

AACTGCGAGACTCTGGAGGTTGGCGGCGTCGCCGTTGGCCGGAAGTTCACCATGAATTTC 

TACGAGCATATCGGCGGCGACAACGACCTCATCTGGACCAACTGGGGCATGCAAGAGTTC 

GCCAGGATCATCGGCCCAAACAAGGAGCTCGCGGATCTTGCCTTGTACCGCCTATACAAG 

AAGAAAATAACAAGGGGGACAGGCGAGGAGAAGCCGGAAGACATCGCCGCGGCTAGCGAT 

GGCGATACCGAGAGCAGCATGAACAAGCGTAGACGTGTAGAAGCGTCGGCGGCGGCCATG 

GCGCTGCCACCGCCACCGCCATCGCCAGGCCTGCCTGGAACAATGATGTTCATGGCGGCG 

GACCAGGCGAACGTGGCCTCGACCTCGCAGGAATGGCACGGCCAGTTCGCCAACGGCGCT 

GCGGCGGCGCCGAGTCCTAGCGGCTGCTGGCCCTGGGCGCCACCGCCGACACCGAGCGCA 

GTGGAGCCTTTCAGCTTCTGGGCCAGCGCGTCGGCGGCGACTCCTCCTGCCGCCGCGAAC 

TACCACCCGTCGCCGCAGCCGCAGCCGCTGCCGCCGCAGGGCGGCGAGTACTACTCCAGA 

CACGGCGCCTTCTCGGTGGCGCCCGTGCCCGCGTCCGCCTGCTCGACGCCGTCCCCGGAG 

GCGGCGACCAGCTGCCTCTTGGCTACGACGTCACCTCTGCCGGCGGCAGGTACTGAGGGC 

AGTGACAGTCAGCAGCAAGAACCCCCCTGCGAATTGATGGAATTTTGA 

Protein 

> ONAC149 
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MAAPEGQNKFAGVRFLPKDLELLAILDAKLRGSPLGPVEAIFHDTQILDFHPYKLYGIHR 

LDRSISLSLSLCRSPSSSPATEMYAEDEEEEGYIYFFSTMQFRCRKIVERAAQGGRWKVN 

NCETLEVGGVAVGRKFTMNFYEHIGGDNDLIWTNWGMQEFARIIGPNKELADLALYRLYK 

KKITRGTGEEKPEDIAAASDGDTESSMNKRRRVEASAAAMALPPPPPSPGLPGTMMFMAA 

DQANVASTSQEWHGQFANGAAAAPSPSGCWPWAPPPTPSAVEPFSFWASASAATPPAAAN 

YHPSPQPQPLPPQGGEYYSRHGAFSVAPVPASACSTPSPEAATSCLLATTSPLPAAGTEG 

SDSQQQEPPCELMEF* 

 

LOC_Os11g04360 (ONAC150) sequence information 

Genomic sequence length: 1911 nucleotides 

CDS length: 1284 nucleotides 

Protein length: 427 amino acids 

Putative Function: alpha/beta hydrolase fold, putative, expressed 

Genomic Sequence 

> ONAC150 

ACATTTTCACTGCTACGTACTCGATCATCTGGCCAGCTGCTGCCATGGCAACATTGCCGC 

AAATGGCCGCGACCAAGGAGCGTCAAGAGGCGGCTAACCCGACCACGACGACCAGGACGC 

TGGTCGAGTCCGTCACCAACTGGATCCGCGTCTACTCCGACGGCTCCGTCGACCGCCTCG 

GCCCGCCGGAAGCCGCCGCGTTCATGGTCCTCGTCCCGCCGTACGACGACCCACGCGACG 

GGGTCACCGTCCACGACGTCGCCACGGACCATGGCGTCGACGTCCGCCTGTACCTGACGA 

CGACGGCGCCGGCCAGGCGCCGCCCTGTTCTCGTTCATTTCCACGGCGGCGGCTTCTGCT 

TGTCCCACGCCGCGTGGTCGCTCTGCCACCGCTTCTACGCCCGCCTCACCGTGGACCTCG 

ACGTCGCGGGCATCGTCTCCGTCGTCCTCCCGCTCGCGCCGGAGCACCGCCTACCCGCCG 

CCATCGACGCCGGACACGCCGCGCTGCTCTGGCTCCGTGACGTCGCGTCCGGGGGCAGCG 

ACACCATCGCACATCCTGCGGTCGAACGCCTTTGCGGCGCCGCCGACTTCTCACGCGTGT 

TCCTCATCGGCGACAGCGCGGGCGGCGTCCTCGTGCACAACGTGGCGGCACGCGCCGGCG 

AGGCTGGGGCCGAGGCGCTCGACCCGATACGCCTCGCCGGTGGTGTCCAGCTCCACCCGG 

GCTTCATCTTGCCGGAGAAGAGCCCGTCGGAGCTGGAGAACCCGCCCACCCCGTTCATGA 

CGCAGGAGACGGTGGACAAGTTCGTCGTGCTCGCGTTGCCGGTAGGCACCACCCGTACAC 

GTCTCCGGCGGCGGCGGTGACGGCGGCGGAGGGCGCCCAGCTGCCGCCAATGCTGGTGAT 

GGTCGCGGAGGAGGACATGCTCCGGGACGCGCAGACGGAGTACGGCGAGGCCATGGCGCG 

CGCGGGCAAGGCGGTGGAGACGGTGGTCAGCCGCGGCCGCGGGATCGGCCACGTGTTCTA 

CCTCAACTGGTTCGCCGTGGAGTCCGACCCCGTCGCGGCGGCGCGGGCGCGGGAGCTCGT 

CGACGCCGTCAAGAGCTTCGTCGATAGCCACTGAAACAATGCTCTTCTTTCCCCGACCGA 

TTCCAAGTTTGTACCGGTGTCTGCTTGTACATCTAAATTTGTGTCGAAATCCTGTACCTG 

TCACGTACTACTCCTACATCACAATGGCTCTGTATTTTTAAACAACTTTCCCGCCAATAC 
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GTGTCTTCGTCTCTCCGATCCGCTTACGAAATTTCGATTTGATGGAGCAATACGTCGAGA 

AGATGCTCACTTTAGGCTTTCGTTTCAACCCGTCTGCAGAGGATCTCATCACCTTCTACC 

TGCCACGGCTGATCGCCGGCAAAGCCGACGAAAGACACCGAGAAGTTCATCTGCCGCGCC 

GATGTTTACGGCAGCGAGCCCAGTGACCTCGCCGGAAAGTTCGCGCCGGTGCCCAGGTGC 

GAGAAAGGTGGCAGGCTCTTCTTCACTAGCTGCAAGCGGCACAAGGGGAGTAGCACCAGG 

AAAGAGCGAACCGCGGGGGATGGCACCTGGGTGAGGCAGAACAGCAAGGGGGTGAAGAAC 

AAGGCAGGGGTCAAGGTCGGCGAGACGCAGAACTTCCGTTTCAAGAAGGACGGGAGCTAC 

ACCGACTGGCTGATGGAGGAGCACCACTGCTGCCGGCAGCAAGCCGTCGCCGGCGACGAG 

GAGCCCGTCATCTGCCGGATGTATGTGTCGCCGAGGGCGCCTCCGGATTCCGCGGCGCGC 

CAGGAATCCGCTGCTTTTGTGCAGCAGCAGCCGGCGCCGCAGGTTTCCGAGCCGCCGTGC 

GACAAGAAGAAGAGAGATGATGTGGCAGAAGAAGCCCCTGCCGCAGCTTAG 

CDS 

> ONAC150 

ATGGCAACATTGCCGCAAATGGCCGCGACCAAGGAGCGTCAAGAGGCGGCTAACCCGACC 

ACGACGACCAGGACGCTGGTCGAGTCCGTCACCAACTGGATCCGCGTCTACTCCGACGGC 

TCCGTCGACCGCCTCGGCCCGCCGGAAGCCGCCGCGTTCATGGTCCTCGTCCCGCCGTAC 

GACGACCCACGCGACGGGGTCACCGTCCACGACGTCGCCACGGACCATGGCGTCGACGTC 

CGCCTGTACCTGACGACGACGGCGCCGGCCAGGCGCCGCCCTGTTCTCGTTCATTTCCAC 

GGCGGCGGCTTCTGCTTGTCCCACGCCGCGTGGTCGCTCTGCCACCGCTTCTACGCCCGC 

CTCACCGTGGACCTCGACGTCGCGGGCATCGTCTCCGTCGTCCTCCCGCTCGCGCCGGAG 

CACCGCCTACCCGCCGCCATCGACGCCGGACACGCCGCGCTGCTCTGGCTCCGTGACGTC 

GCGTCCGGGGGCAGCGACACCATCGCACATCCTGCGGTCGAACGCCTTTGCGGCGCCGCC 

GACTTCTCACGCGTGTTCCTCATCGGCGACAGCGCGGGCGGCGTCCTCGTGCACAACGTG 

GCGGCACGCGCCGGCGAGGCTGGGGCCGAGGCGCTCGACCCGATACGCCTCGCCGGTGGT 

GTCCAGCTCCACCCGGGCTTCATCTTGCCGGAGAAGAGCCCGTCGGAGCTGGAGAACCCG 

CCCACCCCGTTCATGACGCAGGAGACGGTGGACAAGTTCGTCGTGCTCGCGTTGCCGCCG 

ACGAAAGACACCGAGAAGTTCATCTGCCGCGCCGATGTTTACGGCAGCGAGCCCAGTGAC 

CTCGCCGGAAAGTTCGCGCCGGTGCCCAGGTGCGAGAAAGGTGGCAGGCTCTTCTTCACT 

AGCTGCAAGCGGCACAAGGGGAGTAGCACCAGGAAAGAGCGAACCGCGGGGGATGGCACC 

TGGGTGAGGCAGAACAGCAAGGGGGTGAAGAACAAGGCAGGGGTCAAGGTCGGCGAGACG 

CAGAACTTCCGTTTCAAGAAGGACGGGAGCTACACCGACTGGCTGATGGAGGAGCACCAC 

TGCTGCCGGCAGCAAGCCGTCGCCGGCGACGAGGAGCCCGTCATCTGCCGGATGTATGTG 

TCGCCGAGGGCGCCTCCGGATTCCGCGGCGCGCCAGGAATCCGCTGCTTTTGTGCAGCAG 

CAGCCGGCGCCGCAGGTTTCCGAGCCGCCGTGCGACAAGAAGAAGAGAGATGATGTGGCA 

GAAGAAGCCCCTGCCGCAGCTTAG 

Protein 

> ONAC150 

MATLPQMAATKERQEAANPTTTTRTLVESVTNWIRVYSDGSVDRLGPPEAAAFMVLVPPY 

DDPRDGVTVHDVATDHGVDVRLYLTTTAPARRRPVLVHFHGGGFCLSHAAWSLCHRFYAR 

LTVDLDVAGIVSVVLPLAPEHRLPAAIDAGHAALLWLRDVASGGSDTIAHPAVERLCGAA 

DFSRVFLIGDSAGGVLVHNVAARAGEAGAEALDPIRLAGGVQLHPGFILPEKSPSELENP 

PTPFMTQETVDKFVVLALPPTKDTEKFICRADVYGSEPSDLAGKFAPVPRCEKGGRLFFT 
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SCKRHKGSSTRKERTAGDGTWVRQNSKGVKNKAGVKVGETQNFRFKKDGSYTDWLMEEHH 

CCRQQAVAGDEEPVICRMYVSPRAPPDSAARQESAAFVQQQPAPQVSEPPCDKKKRDDVA 

EEAPAAA* 

 

LOC_Os11g31370 (ONAC151) sequence information 

Genomic sequence length: 773 nucleotides 

CDS length: 381 nucleotides 

Protein length: 126 amino acids 

Putative Function: hypothetical protein 

Genomic Sequence 

> ONAC151 

ATGGCCGGTCCTCAGGTATGCATCAACTAAGTGAGCAGTACGAGTATTCACCATCCCACT 

AGGTGTGTGTTCCAACCCACTACGGTGAGCTTGTCATCAACTACCTTTACCAATGCGCCA 

TTCAGATGTCTCTGCCCTATGACTTCATCACTGACATCGACATCCTTCACCATAATCCCT 

TGGACATTGTCCCAAGTGAATATATTTTGACTTGTGTTGCCTTTGTTGTCCCATTGAAAT 

TATTAAGCCAAATCTTTGCAATCTTTGGTTTAATTTCATCAATCTATAGCCTCACCTATG 

ATATATTAGGTGTTTTGACGGTTAATTTCTTGTCTAATTCTGTGTGTGTCATATTTTCCT 

TATGTTGGGTTTGGTGATGGAGCACGGCAGGAGAAGAAGAACGGGAAGCACTTCTTCACC 

CGTAAGGAGAAAAAGCACCATGGCGACAACTGTAGGAACCATGCCGCCGGCGTTGGGTTT 

TGGAGGTTAGCAAGCACAGAGGCACTGGTATACAAGAATTCGGTGATGGCTCTGATAAAG 

TGATAGTGGGTATGAAGCACACCCTGGTGTTCCACTACAGGAAGTCTTCATTTGCCGAGA 

GCATGGAATGGGCAATGCAAGAGTTCCAACTAGCTGGTTCCTACCTCTTGCCTTGCTTTG 

TGATGCGGTTTGCCACCAGTGATGGCACAGAACAACCTTTTGGCTGCACTAGAGTGACCA 

TTGCCAACATGAGACACTGCATCCTAACACCATATTGTTGTTTTATTGGATAA 

CDS 

> ONAC151 

ATGGCCGGTCCTCAGATGTCTCTGCCCTATGACTTCATCACTGACATCGACATCCTTCAC 

CATAATCCCTTGGACATTGTCCCAACACGGCAGGAGAAGAAGAACGGGAAGCACTTCTTC 

ACCCGTAAGGAGAAAAAGCACCATGGCGACAACTGTAGGAACCATGCCGCCGGCGTTGGG 

TTTTGGAGGAAGTCTTCATTTGCCGAGAGCATGGAATGGGCAATGCAAGAGTTCCAACTA 

GCTGGTTCCTACCTCTTGCCTTGCTTTGTGATGCGGTTTGCCACCAGTGATGGCACAGAA 

CAACCTTTTGGCTGCACTAGAGTGACCATTGCCAACATGAGACACTGCATCCTAACACCA 

TATTGTTGTTTTATTGGATAA 
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Protein 

> ONAC151 

MAGPQMSLPYDFITDIDILHHNPLDIVPTRQEKKNGKHFFTRKEKKHHGDNCRNHAAGVG 

FWRKSSFAESMEWAMQEFQLAGSYLLPCFVMRFATSDGTEQPFGCTRVTIANMRHCILTP 

YCCFIG* 
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Supplementary File 8. Real-time PCR primers of 30 selected ONAC genes and actin  

gene (Os05g36290). 

Locus Name Primers (5'–3') Size (bp) 

Os03g60080 SNAC1 
Forward CATCCCCAGGAACAACAGCA 

64 
Reverse GTACATGCCCTGGATATCGTCG 

Os07g12340 OsNAC3 
Forward AGAAGGCGCTCGTGTTCTACCA 

65 
Reverse GTGCATGATCCACTCCGTCTTGAC 

Os01g60020 OsNAC4 
Forward AGACGGACTGGATCATGCACGA 

82 
Reverse TCCAGCTTCTGTGAGCCCTTCTTG 

Os11g08210 OsNAC5 
Forward ACAACGCCCTCAGGTTGGATGA 

73 
Reverse TCGTACCTCTCGATCACTCCCTTC 

Os01g66120 OsNAC6 
Forward AACAGCCTCAGGTTGGATGATTGG 

60 
Reverse CAGCCCGCCCTTCTTGTTGTAAAT 

Os01g15640 OsNAC8 
Forward TGCAAAGTGCGATGTTCCAA 

138 
Reverse ATGGCTCGATCCTTTCCAGTG 

Os07g37920 ONAC010 
Forward TTGCCATCGGAGTCAGCAG 

78 
Reverse TGGAGAGTTGGAACGGATGC 

Os05g37080 ONAC012 
Forward GGGCCAAGACCAAGTGGAAGAT 

114 
Reverse TGAAGTCACTCCTCGTCTGGAGAT 

Os01g01430 ONAC016 
Forward ACTACTCCGACGACCTCCC 

100 
Reverse CTCCATAGTTTTGTGCCTCTT 

Os01g01470 ONAC020 
Forward TGCAGATGCCATCCATGTCTGAC 

64 
Reverse AGTGAAGCGGTGGTGGAGAAGT 

Os03g04070 ONAC022 
Forward AAGGAGGACATGGTGCTCTGCAAG 

89 
Reverse TGCATCTCTTCCATTGCCGAGGCT 

Os02g12310 ONAC023 
Forward TTCAGTGGGGTTGAATGGTGATGG 

61 
Reverse TGGAGGCTCAAGGTGATCAAGGAT 

Os01g29840 ONAC026 
Forward TCTACCTGGCTTCCCGCTTCAGAT 

60 
Reverse GACGGGTTCCCAACAAACTGCT 

Os11g03370 ONAC045 
Forward TTGCAGCACCAGGCAGCAAT 

67 
Reverse TGCCAAGAGGATTTGGGAGACGAA 

Os08g02160 ONAC049 
Forward TCTTCCCGCTCTGGCCTCAATT 

72 
Reverse TTTCGGTACTTGCGGTCCCTTG 

Os03g02800 ONAC054 
Forward CTTCCATCCAAGGTGGATGTTG 

117 
Reverse GCCAATCTTCGTGTCAAGGCT 

Os03g21060 ONAC058 
Forward AACGGTTCATGCGTTGGTG 

102 
Reverse CATCCCCATGTTAGAGTGGAGC 

Os10g21560 ONAC061 
Forward GGAATGACCATAACGCAGCTG 

108 
Reverse CAAACCCTTGTTCAGGTGGACT 

Os08g33910 ONAC063 
Forward GGATCTCCCAAAGCTTGCG 

112 
Reverse GAACCCAGCTGTTGTCACCC 

Os03g56580 ONAC066 
Forward AGACCGACTGGATGATGCACGA 

99 
Reverse TGCAGATGGTCCAGACCTCAGCTT 
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Supplementary File 8. Cont. 

Locus Name Primers (5'–3') Size (bp) 

Os03g39100 ONAC069 
Forward GGGATCAAGAAAGCGCGACTCA 

68 
Reverse AGGCACGTATCCGTCGAACAGA 

Os01g66490 ONAC075 
Forward GCCGGCAGCCACAACTATAG 

64 
Reverse TTGGTTGATGCGACGACG 

Os05g34830 ONAC088 
Forward TGGGTCCTGTGCCGAATCTACAAC 

99 
Reverse GGTCTCCCCGTGGCTCATCATATT 

Os06g51070 ONAC095 
Forward CATTCCCGACACCATGCAAT 

68 
Reverse CCTTCCGGTAGACCTTGCAGA 

Os07g04560 ONAC096 
Forward GCAACGTGAACGGTGGCTAC 

61 
Reverse GCTGCTACTGTTCCATTGCTCC 

Os07g48450 ONAC103 
Forward CGATTCCGCAACGTCTCCATGA 

64 
Reverse CGGACTTCTTGTAGATCCGGCAGA 

Os10g42130 ONAC121 
Forward GCGTGATCAAGAGGCACGA 

72 
Reverse TGCTGATCATTCCTTTCGCC 

Os11g03300 ONAC122 
Forward TTCCTTTGATGATGGCAGCAGCA 

60 
Reverse TGCGGTTTCTTGACAACGGCAT 

Os12g03040 ONAC131 
Forward ATCCATGACCATGAGGCTGGACGA 

119 
Reverse GCTGTTCATCGACGGTTGATCCCT 

Os12g03050 ONAC132 
Forward TGACCCCAGCATCTACTTCGTCAG 

80 
Reverse CGGAATAAACCGCGTTGTTGTTGT 

Os05g36290 Actin1 
Forward ATCCTTGTATGCTAGCGGTCGA 

118 
Reverse ATCCAACCGGAGGATAGCATG 

 


