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Figure S1. Non redundant (Nr) classification. (A) The E-value distribution of the result of Nr
annotation; (B) The similarity distribution of the result of Nr annotation; (C) The species distribution
of the result of Nr annotation.
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Figure S2. Clusters of orthologous groups (COG) classification. All unigenes were aligned to the
COG database to predict and classify possible functions. The horizontal coordinates are COG
function classes, and the vertical coordinates are numbers of Unigenes in one class. The notation on
the right is the corresponding names from the X-axis.
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Figure S3. The distribution of differentially expressed genes. The X-axis is the control- vs.-treatment,
and the Y-axis is the number of the differentially expressed genes.



