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Figure S1. Expression level changes of genes involved in calcium ion signaling pathways after AC3 deletion. (a) Influence of the differentially expressed genes on the
calcium ion signaling and related signaling pathways; (b) The changes of the expression levels of the differentially expressed genes in the calcium ion signaling pathway
from the microarray results.
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Figure S2. Expression level changes of the genes in the MAPK signal transduction pathway after AC3 deletion. (a) Influence of the differentially expressed genes on

MAPK signaling and related signaling pathways; (b) The changes of the expression levels of the differentially expressed genes in MAPK signaling pathway from
the microarray results.
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Figure S3. Expression levels of the genes in the Notch signal transduction pathway were altered after
AC3 deletion. (a) Influence of the differentially expressed genes on Notch signaling pathway and
related signaling pathways; (b) The changes of the expression levels of the differentially expressed
genes in Notch signaling pathway from the microarray results.
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Figure S4. Expression levels of the genes in the Wnt signal transduction pathway were altered after AC3 deletion. (a) Influence of the differentially expressed genes on Wnt

signaling pathway and related signaling pathways; (b) The changes of the expression levels of the differentially expressed genes in Wnt signaling pathway from the

microarray results.
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Figure S5. Expression levels of the genes in the GnRH signal transduction pathway were altered after AC3 deletion. (a) Influence of the differentially expressed genes
on GnRH signaling pathway and related signaling pathways; (b) The changes of the expression levels of the differentially expressed genes in GnRH signaling pathway
from the microarray results.
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Figure S6. Expression levels of the genes in the P53 signal transduction pathway were altered after AC3 deletion. (a) Influence of the differentially expressed genes on P53
signaling pathway and related signaling pathways; (b) The changes of the expression levels of the differentially expressed genes in P53 signaling pathway from the
microarray results.
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