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Figure S1. Native polyacrylamide gel electrophoresis of the mutants (silver-stained). M: native
marker; lane 1: purified recombinant R169Y; lane 2: purified recombinant R169P; lane 3: purified
recombinant R169D; and lane 4: purified recombinant R169H.
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Figure S2. Sodium dodecyl sulfate-polyacrylamide gel electrophoresis of the mutants (silver-staining).
M: high-molecular weight protein marker; lanes 1 and 2: purified recombinant R169Y; lanes 3 and 4:
purified recombinant R169P; lanes 5 and 6: purified recombinant R169D; lanes 7 and 8: purified
recombinant R169H; and lane 9: supernatant of the induced sample.



