Supplementary Information

YKL-40 Fw: GGCTTCTTCTGAGACTGGTGTTG
YKL-40 Rv: GAACCGGCCTGGAATTCC

Figure S1. The nucleotide sequences of the real-time PCR primers.

Mw 976864.4
CATGGAATTCTGGTCTGGGCCATTGATCTGGATGACTTCACTGGCACTTTCTGCAACCA
GGGCAAGTTTCCCCTAATCTCCACCCTGAAGAACGGCCCTCGGCCTGCAGAGTGCAAGTT
GCACGGCTCCAGCT CAGCCCATTGAGCCAATAACTGCTGCTCCCAGTGGCAGCEGGAAC
GGGAGCGGGAGTAGCAGCTCTGEGAGGCAGCTCGGGAGGCAGTGGATTCTGTGCTGGCAG
AGCCAACGGCCTCTACCCCGTGGCAAATAACAGAANTGCAGATCTGCAGGCCACAGGGG
CCCAGGAGGATGAGTATGGACAGTTTCTCGETGAACTGTAACAGCATTCAGAATCTGCCC
AGCTTGACCTTCATCATCAATGGTGTGGAGTTCCCTCTGCCACCTTCCTCCTATATCCT
CAGTAACAACGGCTACTGCACCGTGGGAGTCGAGCCCACCTACCTGTCCTCCCAGAACG
GCCAGCCCCTGETGEATCCTCGGGEEATGTCTTCCTCAGGTCCTACTATTCCGTCTACGAC
TTGOCETCGACT CTCTACCAGGAGTTCAATGGCCTGAAGAAGATGAATCCCAAGCTGAR
GACCCTGTTAGCCATCGGAGGCTGGAATTTCAGCACT CAGAAGTTCACAGATATGGTAG
CCACGGCCAACAACCGTCAGACCTTTGTCAACTCGGCCATCAGGTTT CTCCGCAAATAT
AGCTTTGACGGCCTTGACCTTGACTGGGAGTACCCAGGAAGCCAGGGGAGCCCTGCCET
AGACAAGGAGCGCTTCACAACCCTGGTACAGGACTTGGCCAATGCCTTCCAGCAGCTCGE
AGGCCATCAATGACCCCTTCATTGACCTCAACTACATGGTTTACATGTTCCAATATGAT
TCCACCCATGGCAAATTCCATGGCACCGTCAAGGCTGAGAACGGGAAGCTTGTCATCA&
TGGAAATCCCATCACCATCTT CCAGGAGCGAGATCCCTCCAAAATCAAGTGGGGCGAT G
CTGGCGCTGAGTACGTCGTGGAGTCCACTGGCGETCTTCACCACCATGGAGAAGGCTGGG
GCTCATTTGCAGGGGGCAGCCAAAAGGGTCATCATCTCTGCCCCCTCTGCTGATGCCCT
CAGCGGCCECI T GCACGAAGGAGATCACTGCCCTGGUACCCAGCACAATGAAGATCAAGA
TCATTGCTCCTCCTGAGCGCAAGTACTCCGTGTGGATCGGCGGCTCCATCCTGGCCTCG
CTGTCCACCTTCCAGCAGATGTGGATCAGCAAGCAGGAGTATGACGAGTCCEGGCCCCTC
CATCGTCCACCGCAAATGCTTCTAGGCGGACTATGACTTAGTTGCGTTACACCCTTTCT
TGACAAAACCTAACTTGCGCAGAAANACAAGATGAGATT GCTGCAGT ACATGTTGAGGCT
GGGGGCTCCTGCCAGTAAGCTGGTGATGGGCATCCCCACCTTCGGGAGGAGCTTCACTC
TGGCTTCTTCTGAGACTGGTGTTGGAGCCCCAATCTCAGGACCGGGAATTCCAGGCCGG
EEEACCAAGGAGGCAGGGACCCTTGCCTACTATGAGAGAATTCCATG

Figure S2. Nucleotide sequence of the human Refs/YKL-40 standard DNA. The human
Refs/YKL-40 standard DNA (1581 nucleotides long) contained six cDNA fragments
(shown in different colors) that covered the PCR target regions (shown in bold and
underlined) and 44—143 nucleotides of the flanking regions and contained the Bgl1II, Sall,
Xhol, NotlI and Pstl restriction sites (shown in bold and italics).



MW 926,190.6
GTTTTCCCAGTCACGACGTTGTAAAACGACGGCCAGTGAATTGTAATACGACTCACTAT
AGGGCGAATTGGGCCCGACGTCGCATGCT CCCGGCCECCATGGCEECCECEEEAATTCE
ATTCATGGGATCCCCTGTCTAGGTAGCTGGCACCAGGAGCCETGGGCAAGGGAAGAGEC
CACACCCTGCCCTGCTCTGCTGCAGCCAGATGGGTGTGAAGGCGTCTCAAACAGGCTTT
GTGGTCCTGGTGCTGCTCCAGTGCTGCTCTGCATACAAACTGGTCTGCTACTACACCAG
CTGGTCCCAGTACCGGGAAGGCGATGGGAGCTGCTTCCCAGATGCCCTTGACCGCTTCC
TCTGTACCCACATCATCTACAGCTTTGCCAATATAAGCAACGAT CACATCGACACCT GG
GAGTGGAATGATGTGACGCTCTACGGCAT GCTCAACACACTCAAGAACAGGAACCCCAA
CCTGAAGACTCTCTTGTCTGTCGGAGGAT GGAACTTTGGGETCTCAAAGATTTTCCAAGA
TAGCCTCCAACACCCAGAGTCGCCGGACTTTCATCAAGTCAGTACCGCCATTTCTGCGC
ACCCATGGCTTTGATGGGCTGEACCTTGCCTGGCTCTACCCT GGACGEAGAGACAANCA
GCATTTTACCACCCTAATCAAGGAAATGAAGGCCGAATTTATAAAGCGAAGCCCAGCCAG
GGAARAAGCAGCTCCTGCTCAGCGCAGCACTGTCTGCGGEEAAGGTCACCATTGACAGC
AGCTATGACATTGCCAAGATATCCCAACACCTGGATTTCATTAGCATCATGACCTACGA
TTTTCATGGAGCCTGGCGT GGGACCACAGGCCATCACAGTCCCCTGTTCCGAGGTCAGE
AGGATGCAAGT CCTGACAGATTCAGCAACACTGACTAT GCTGTGEGETACATGTTGAGE
CTGGGGGCTCCTGCCAGTAAGCTGGTGAT GGGCATCCCCACCTTCGGGAGGAGCTTCAC
TCTGGCTTCTTICTGAGACT GGTGTTGEGAGCCCCAAT CTCAGGACCGGEAATTCCAGECC
GGTTCACCAAGGAGGCAGGGACCCTTGCCTACTATGAGATCTGTGACTTCCTCCGCGGA
GCCACAGTCCATAGAATCCTCGGCCAGCAGGTCCCCTATGCCACCAAGGGCAACCAGTG
GGTAGGATACGACGACCAGGAAAGCGTCAAAAGCAAGGTGCAGTACCTGAAGGACAGGC
AGCTGGCGGGCGCCATGGTATGGECCCTGGACCTGGATGACTTCCAGGGCTCCTTCTGC
GGCCAGGATCTGCGCTTCCCTCTCACCAATGCCATCAAGGATGCACTCGCTGCAACGGC
TCGAGGTCARATCACTAGTGAATTCGCGGCCGCCTGCAGGTCGACCATATGGGAGAGCT
CCCAACGCGTTGGATGCATAGCTTGAGTATTCTATAGT GTCACCTAAATAGCTTGGCET
AATCATGGTCATAGCTGTTTCCTG

Figure S3. Nucleotide sequence and calculated molecular weight of YKL-40 open
reading frame. ATG start codon is highlighted in bold. Open reading frame of YKL-40 is
shown underlined.

Pstl YKL-40 Fw: TGACCTGCAGTACATGTTGAGGCTGGGGGCTCCTG

Quant YKL-40 Rv: CATGGAATTCTCTCATAGTAGGCAAGGGTCCCTGC

Quant Human AMCase Fw: CATGGAATTCTGGTCTGGGCCATTGATCTGGATGA

PstI Human actin Rv: TGACCTGCAGCAATCTCATCTTGTTTTCTGCGCAR

Figure S4. Forward and reverse primers used to construct the standard template DNA. The
primers contains the Pstl recognition sequence (underlined) and the 4 bases-long extra
nucleotides (boldfaced) to efficiently cleave close to the end of the amplified cDNAs by Pstl.

Entire YKL-40 Fw: CATGGGATCCCCTGTCTAGGTAGCTGGCACCAGGA
Entire YKL-40 Rv: TGACCTCGAGCCGTTGCAGCGAGTGCATCCTTGAT

M13 Fw: GTTTTCCCAGTCACGAC
M13 Rv: CAGGAAACAGCTATGAC

Figure SS. Primers for amplifying entire coding cDNAs by PCR.



