Supplementary File

Multipile alignment of e-LCY proteins from higher plants. Amino acid sequence identities. Comparation of amino sequences of Nicotiana
tabacum (1: Nte-LCY1), N. sylvestris (2: Nsye-LCY), N. tomentosiformis (3: Ntome-LCY), Solanum tuberosum (4. Ste-LCY), Solanum
lycopersicum (5: Sle-LCY), Arabidopsis (6: Ate-LCY).
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Identities of Nte-LCY 1 with other e-LCYs in higher plants.

Amino Acid Nsye-LCY Ntome-LCY

Ste-LCY

Sle-LCY Ate-LCY
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