Supplementary Information
Figure S1. The sequence alignment of selected Desulfovibrio sp. The blue and black boxes

indicate the residues involved in the negatively charged surface and the dimeric interface,
respectively.
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Figure S2. The calculation of the molecular weight by gel filtration. The calculated
molecular weight of Fld is ~26 kDa by gel filtration through superdex-G75, which is the
twice monomeric molecular weight (15 kDa). Standard materials: Aldolase (158 kDa),
Ovalbumin (44 kDa), Ribonuclease (13.7 kDa), Aprotinin (6 kDa).

2.4 4
[ ]
2.04
S . .
= Fld
(@]
Re)
1.2 4
[ )
0.8 °
T % T * T L T
0.2 04 0.6 0.8
Kav

© 2013 by the authors; licensee MDPI, Basel, Switzerland. This article is an open access article
distributed under the terms and conditions of the Creative Commons Attribution license
(http://creativecommons.org/licenses/by/3.0/).



