
Supplementary Information 

Table S1. Oligonucleotide primers used for normalized cDNA construction, PCR detection 

and gene expression analysis (N = A, C, G, or T; K = A, G, or C). 

Primer name Primer sequence (5' to 3') 

SMART oligo IV AAGCAGTGGTATCAACGCAGAGTGGCCATTACGGCCrGrGrG 
CDS-3M adapter AAGCAGTGGTATCAACGCAGAGTGGCCGAGGCGGCC(T)20 KN 
CapM primer AAGCAGTGGTATCAACGCAGAGT 
M13 TGTAAAACGACGGCCAGT 
 CAGGAAACAGCTATGACC 
AsMDAS-box1 GCTGCAGAGTAGTCATCAAGAGT 

 GACTGTGCAAGGTATCCATTTGT 
AsMDAS-box2 GGTCGCCCTCATCATCTTCT 
 GCCGGCTGTATCCCACCATT 
AsMDAS-box5 GCTCAAGTACGAAGGAGATTATTG 
 CACGACTTAATCCAGTTTCAAGAG 
AsMDAS-box6 GCCCTCGTCATCTTCTCCAACC 
 GCCGGCTGTATCCCACCATT 
18S rRNA GGCCTTCGGGATCGGAGTAAT 
 CTAAGAACGGCCATGCACCAC 
AsKNOX CCGCCGACGACCTCCACAC 
 GATCCCCACTTTCGCCTTTA 

Figure S1. Alignment of MADS-box amino acid sequences between A. sisalana and A. tequilana. 
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