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Table S1: Phenolic component profile of GLE and RE obtained through HPLC/MS analysis by
Abruscato et al. [5]. n.q. = non quantifiable
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Table S2: Complete protein profile of GLE and RE obtained through MS-based proteomic analysis by
Abruscato et al. [5]

__________________Accessionnumber/Protein/Organismsource | GLE_[| RE |
047254 _POSOC Ribulose bisphosphate carboxylase large chain (Fragment) OS=Posidonia oceanica 1,81E+07 0
7326406 5,62E406
5,81E+05  1,55E407
AOAOK9Q5Y8_ZOSMR 5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase OS=Zostera
marina 8,18E+05 5,92E+05

1,BIE+06  6,44E+05
125€406  3,85E406
346405  9,88E+05
pirodela intermedia 3,01E+05 1,61E+05
1156406 0
3,04E405  5,07E405
1,OGE+05  6,39E+05

AO0A843V8I2_COLES Lactoylglutathione lyase OS=Colocasia esculenta 7870 4,74E+05
AOA1D1ZEX7_9ARAE phosphoglycerate mutase (2,3-diphosphoglycerate-independent) OS=Anthurium amnicola 2,15E+05 5,31E+05

3926405  1,95E406
247405  1,95E+05
2,16E405  3,16E+05
2,74E405  4,15E+05
AO0A0K9Q334_ZOSMR Triose-phosphate isomerase OS=Zostera marina 1,27E+05 3,65E+05
6,91£+05 0
6,28E+05  4,68E+05
7330 6,38E+05
4,15E+05 0
2,A8E+04  7,47E+05
4,30E+05 1,44E+04
3,56E+04  4,60E+05
1,22E+05  3,26E+05
2,14E+05 0
2,99E+05  2,58E+04
2,96E+05  7,75E+04
1,22E+05  7,75E+04

g 0 2,35E+05

3876404 2,31E405
AO0AOK9P7Q7 ZOSMR Peptidyl-prolyl cis-trans isomerase OS=Zostera marina 0 1,96E+05
AO0A843WDB0_COLES ACB domain-containing protein OS=Colocasia esculenta 5,34E+04 3,72E+05
AOA1D1Z5E0 9ARAE hydroxymethylbilane synthase (Fragment) OS=Anthurium amnicola 2,57E+06 2,07E+07
AOAOK9INHA8_ZOSMR Peptidyl-prolyl cis-trans isomerase OS=Zostera marina 0 8,24E+04
AOA1D1YZX9 9ARAE 2-Cys peroxiredoxin BAS1-like, chloroplastic (Fragment) OS=Anthurium amnicola 5850 6,58E+04
AOA7I8JWW?7_SPIIN Peroxidase OS=Spirodela intermedia 6,97E+04 2,63E+05

AOA1D1YK72_ 9ARAE transaldolase OS=Anthurium amnicola 2,28E+05 8,85E+04

AO0AO0K9PQ40_ZOSMR Ferredoxin--NADP reductase, chloroplastic 0S=Zostera marina 1,37E+05 0




Table S2 (continued)

cession number/Protein/Organism source GLE “

5,56E+05 4,85E+05

3,28E+05 0
8,19E+04 9,28E+04

0 4,936+05
0 ,00€404
0 7748404
AO0A843W9S8 COLES Aspartate a otransferase 0S=Coloc esculenta 4,20E+04 0

503404 1216405
2436604 3716+08
6,67€404 0

9566400 423E404

rote hi stic O: 1,11E+05 4,19E+04

498E:04 1286405
106E+05 0

0 1336405
L19E405  1,006405

AOAOK9PFX9 ZOSMR Chaperonin CPN60-2, mitochondrial OS=Zostera marina 0 3,16E+05
AO0A1D1Z22Q2_ 9ARAE Proteasome subunit alpha type (Fragment) OS=Anthurium amnicola 0 1,79E+05

0 8,01E+04
1,89E+05 8,92E+04
1,15E+05 0
0 1,22E+05
1,99E+04 2,07E+05
1,07E+06 0
3,10E+05 0
AO0A1D1YQU6 9ARAE Adenosylhomocysteinase (Fragment) OS=Anthurium amnicola 0 2,65E+05
1,90E+05 0

0 1,408405
0 2278405
0 7136408
0 131405
4286104 5166408

AOAOK9P894 ZOSMR Malate dehydrogenase OS=Zoster ina 1,06E+05 0

AOAOK9P699_ZOSMR glutathione transferase OS=Zostera marina 0 2,01E+05
AO0A843WQL4 COLES transketolase OS=Colocasia esculenta 1,34E+05 0

AOA1D1YLI7 9ARAE Phosphoglycerate kinase OS=Anthurium amnicola 6,99E+04 5,59E+04

25304 2,89E404
823604 0
0 1,06€405
0 1226405




Table S2 (continued)

L Accessionnumber/Protein/Organismsource | GLE [ RE_
D2KL31_WOLAR Glutaredoxin-dependent peroxiredoxin OS=Wolffia arrhiza 1,32E+05 4,38E+04
850E+04  8,89E+04
0 1,19E+05
3176404 2,03E405
1876404 5,08E+04
4,68E404  3,02E+04
1,99E+04 651404

AOA7I8IGX1_SPIIN Nucleoside diphosphate kinase OS=Spirodela intermedia 4,69E+04 1,90E+04

AO0A1D1XKQ1l_9ARAE NADP-dependent D-sorbitol- hate dehydrogenase (Fragment) OS=Anthurium amnicola 0 1,45E+05
AO0A71819Q7_ SPIIN Cysteine synthase OS=Spirodela intermedia 2,58E+04 8,85E+04
AOAOK9INRD5_ZOSMR coproporphyrinogen oxidase OS=Zostera marina 1,67E+05 0

AO0A718)3Q6_SPIIN ATP-dependent Clp protease ATP-binding subunit OS=Spirodela intermedia 0 1,58E+05

AOAOK9PL60_ZOSMR Bifunctional aspartate aminotransferase and glutamate/aspartate-

prephenateaminotransferase OS=Zostera marina 1,32E+05 0
875E404 0
AOAOK9PFW2_ZOSMR Vacuolar proton pump subunit B 0S=Zostera marina 0 1,06E+05
A0A1D1ZGC8_9ARAE Proteasome subunit beta (Fragment) OS=Anthurium amnicola 1,40E+05 0
AO0AOK9PU68_ZOSMR Proteasome subunit beta OS=Zostera 4,97E+04 7,69E+04
AOA1D1YE28 9ARAE Cell division cycle protein 48 (Fragment) OS=Anthurium amnicola 7,96E+04 0

AOA4Y1KCE6_9LILI Photosystem Il D2 protein OS=Thalassia hemprichii 6,22E+04 0

AOAOKINY84 ZOSMR Cysteine synthase OS=Zostera marina 1,43E+05 0
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Figure S1: Representative image of the whole protein blot stained with Ponceau S and showing the
molecular weight marker and images of the whole immunoblots whose trimmed inserts have been used for
figures 4-7. Control = sample 1, LPS = sample 2, LPS + GLE = sample 3, LPS + RE = sample 4.
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