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Figure S1. *H NMR spectrum of L1
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Figure S2. 13C NMR spectrum of L1
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Figure S3. *H NMR spectrum of L>
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Figure S4. 13C NMR spectrum of L2
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Figure S5. Mass spectroscopy analysis of L1
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Figure S6. Mass spectroscopy analysis of L2
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Figure S7. Mass spectroscopy analysis of C1
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Figure S8. Mass spectroscopy analysis of Cz

Peak Mass Display Formula M5 Cov. [%]

23407423 CreHaaDzNe"™Cd 90.24 0.16 23407419



