Supplementary Table S5. Analysis of PTR metabolic pathway enrichment

Pathway Name Match Status -log(p) Holm p FDR Impact Details
Taurine and hypotaurine
metabolism 2/8 6.8401 5.7805E-6 2.964E-6 0.0 KEGG SMP
Primary bile acid
biosynthesis 4/46 6.8291 5.7805E-6 2.964E-6 0.06417 KEGG SMP
Tryptophan metabolism 3/41 3.7534 0.0067052 0.0021579 0.0139 KEGG SMP
Riboflavin metabolism 1/4 3.666 0.0079842 0.0021579 0.0 KEGG SMP
Glutathione metabolism 2/28 3.3235 0.017091 0.0027412 0.02698 KEGG SMP
beta-Alanine metabolism 1/21 3.319 0.017091 0.0027412 0.05597 KEGG SMP
Arginine and proline
metabolism 1/38 3.319 0.017091 0.0027412 0.0 KEGG SMP
Glycerolipid metabolism 1/16 2.7966 0.052718 0.0071 0.01246 KEGG SMP
Phosphatidylinositol
signaling system 1/28 2.7966 0.052718 0.0071 0.00152 KEGG
Glycine, serine and
threonine metabolism 1/34 2.5244 0.092684 0.011959 0.0 KEGG SMP
Purine metabolism 3/66 1.7577 0.52415 0.059558 0.13284 KEGG SMP
Metabolism of xenobiotics
by cytochrome P450 1/64 1.7479 0.52415 0.059558 0.0 KEGG
Glycolysis / KEGG SMP SM
Gluconeogenesis 2/26 1.5236 0.83852 0.085352 0.04443 P
Steroid hormone
biosynthesis 777 1.4957 0.86229 0.085352 0.10964 KEGG
Ascorbate and aldarate 1/10 1.4948 0.86229 0.085352 0.0 KEGG
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