Stur-COIF

20 240
|
Acipenser gueldenstaedtii(NC_012576.1) TTGGBGGRTTEG T IGG 272
Acipenser baeri(NC_017603.1) TTGGEGGHATTEG T 272
Huso huso(NC_005252.1) TABTTGGEBGGATTRG T IGGI 272
Acipenser schrenckii(NC_021757.1) TBATTGGEGGHATTERG TGG! TRAT 272
Huso dauricus(NC_023837.1) TTGGBGGATTEG T THEGT 272

T
Consensus ATAGTAATACCCATCATAATTGGCGGATTCGGAA
Toom

Conservation
o

Acipenser gueldenstaedti(NC_012576.1)
Acipenser baerii(NC_017603.1)
Huso huso(NC_005252.1) “ T
Acipenser schrenckii(NC_021757.1)
Huso dauricus(NC_023837.1) BT ll IG T
Consensus CATGGCATTYCCTCGCATRAACAAYATGAGCTTCTGRCTYCTACCCCCATCCTTCCTACTCCTYTTRG

Conseton lIIlIIIII||IIlIIIIIIIIII|IIIIIIIIIII|II|IIIlIIIIIIIIIIIIIIIIIIIIIIuI

Acipenser gueldenstaedti(NC_012576.1) T TG 408
Acipenser baerii(NC_017603.1) G 408

Huso huso(NC_005252.1) GG TG 408

Acipenser schrenckii(NC_021757.1) GGG INERERE TG 408
Huso dauricus(NC_023837.1) T GGG T TGTT T TR 408

consensus CCTCYTCTGGGGTAGAGGCCGGRGCCGGVACAGGRTGAACTGTTTACCCYCCACTGGCGGGAAACCTR

Consenton IIII|IIIIIIIIIIIIIIIII|IIIIIlIIIII|IIIIIIIIIIIIII|III|III|IIIIIIII||

Acipenser gueldenstaedti(NC_012576.1) l l lGl l llll l
Acipenser baerii(NC_017603.1)
Huso huso(NC_005252.1) g-lg. ag'lllcl
Acipenser schrenckii(NC_021757.1) TETGT
Huso dauricus(NC_023837.1) GEBEBETGE TETGT,
Consensus GCCCATGCRGGAGCCTCTGTAGACCTAACCATTTTCTCCCTYCAYCTGGCYGGGGTKTCGTCCATTYT

consenator IIIIIIII|IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII|II|IIIII|IIIII|IIIIIIIII|I

Acipenser gueldenstaedtii(NC_012576.1) GGGGG'.
Acipenser baerii(NC_017603.1) GGGGGE

Huso huso(NC_005252.1) GGGGGE

Acipenser schrenckii(NC_021757.1) GGHGET!
Huse dauricus(NC_023837.1) HGGGCEHEBTT!
Consensus RGGRGCWATTAATTTTATTACCACMATYATYAACATGAARCCCCCCGCAGTMTCCCARTATCARACAC

100%
consenaton |II|II|IIIIIIIIIIIIIIIII|II|II|IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII

Acipenser gueldenstaedtii(NC_012576.1) @ -IG-GIGIIIGIIG. 612
Acipenser baerii(NC_017603.1) TGEBEH GBH 612
Huso huso(NC_005252.1) IG-GIGI GllG- 612

Acipenser schrencki(NC_021757.1) GTEEBTGEEBBGTGETHGETGEG 612
Huso dauricus(NC_023837.1) [ IGI-IG-GIGIIIGIIG- 612

T
Consensus CTCTATTTGTRTGATCTGTRTTAATYACGGCCGTACTYCTCCTRCTRTCACTGCCAGTGCTAGCTGCR

Consenton IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII|IIIIIIII|IIIIIIIIIIIIIIIIIIIII

Acipenser gueldenstaedtiiNC_012576.1) GG T GGHGGHG 680
Acipenser baerii(NC_017603.1) GG T GII GGHGGGG 680

Huso huso(NC_005252.1) GG l l l.l GGHGGHG! 680

Acipenser schrenckii(NC_021757.1) Gi GGHGGHG! 680
Huso dauricus(NC_023837.1) G GGHGGHG! 680

Consensus GGRATYACAATRCTCCTAACAGACCGRAATTfAAACACCACCTTCKTTGAMCCRGCCGGAGGRGGAGA

Consenaton I |II|IIIII|III||IIIIIIIII|IIIIIIIIIIII|IIIII|IIII||I|I|IIIIII|IIIII
Acipenser schrenckii(NC_021757.1)

GG 748

GG 748

G 748

G 748

Huso dauricus(NC_023837.1) GG 748

T
Consensus CCCCATCCTCTACCAACACCTATTTTGATTCTTTGGCCACCCAGARGTRTAYATTCTRATTCTRCCRG

.
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII:IIIII.IlIII|IIIII|lI|I

A

Acipenser gueldenstaedtiiiNC_012576.1)
Acipenser baerii(NC_017603.1)
Huso huso(NC_005252.1)

Acipenser gueldenstaedtiiiNC_012576.1) l G G GG 816
Acipenser baeri(NC_017603.1) G G G| 816
Huso huso(NC_005252.1) G G GF# 816
Acipenser schrenckii(NC_021757.1) G G GE# 816
Huso dauricus(NC_023837.1) GGI G G IIIIGGI GFH 816
Consensus GRTTCGGCATRATYTCCCAYATTGTRGCATACTAYGCCGGCAAAAA CCTTTT YTA TAG R
Consenaton HHIIIIIIiﬂHIIIIHIIIIHIIIIIIII1|IIIIIIIIIH 111

Stur-COIR

(a)



SturDF

Acipenser gueldenstaedti(NC_012576.1) BG- -
Acipenser baerii(NC_017603.1) BG- -

R
TTGTET GGTTHAT TG 473

Huso huso(NC_005252.1) IGI glglgg -IIGIEIGHI .almlg' TG 421
Acipenser schrenckii(NC_021757.1) TG 421

Huso dauricus(NC_023837.1) -_IG- IlGllGl-Gl TGGHEEETERGCTTRRTCAGHETG 412
Consensus CG- - AAACCATAAJATGTAGTAAG CCGAACA TCTTGTCTGTCTAGAACATAAGGTTAATGAGATG

Consenaton rn.JHTIH‘nﬂ [THIRLLLLTTRRRLE IrmﬁHIIIIHIlIIIIIhiIIIIIIIIIII
Acipenser gueldenstaedtii(NC_012576.1) I (G;E TGEBTHEGG- llmlﬂgh'"ﬂlcg
Acipenser baerii(NC_017603.1) G IIGIIGIG T

Huso huso(NC_005252.1) GGHBER

GTGH
Acipenser schrenckii(NC_021757.1) GGG_..IIG.IGGGI
Huso dauricus(NC_023837.1) BGGGHERETARETCTERERA
Consensus AAGGACAATAACTGTAAGG-TTTCATAACTGAACTATTACTGGCATCTGGTTCCTATTTCAGGTCCAT

Consenaton I|IIIII|III||I|II|II|IIIIIII|III|III|IIIIIIII|IIIIIIIIII|I|IIII

500

Acipenser gueldenstaedti(NC_012576.1) [fl GI.G“I_IEHG'IIGIE g= g’l=‘=lG =g= TGHG- TBE 438

Acipenser baeri(NC_017603.1) GTTGTH TET GT TGGG- TBE 607

Huso huso(NC_005252.1) GTT| .l==l THEG- ll” a Pa GGT E'E 554

Acipenser schrenckii(NC_021757.1) [ GG'I lG-l TGTEBTG TETGHATT IG.IG GTHET TEE 556

Huso dauricus(NC_023837.1) THETHGE TGTETGGEATETGETTEETGTTRGERGTAR - ATEERERTE 547
Consensus TAACAGTTATNTCCCCATAACTAGNCTATNACTGGCATCTGAT TAATGTTAGAAGTACCATAAA-TCC

Consenatn ||I||I|I|||IIIIIIIII||IIIIIIIIIIIII|I|III|II|IIII|II ""
I
Acipenser gueldenstaedti(NC_012576.1) [BE T GG l ll l 504
Acipenser baerii(NC_017603.1) BT i T GGTET 674
TCAGGBGACA T CGGRACARTET 1 1OARGH e

Huso huso(NC_005252.1)
Acipenser schrenckii(NC_021757.1) G

- GGGIII-II-IG- 614
Consensus ATGACCCCACATGCCGAGAACCCCACCAACATTTGGTAATTTTTATTTTGNGGTTTCCATTCACTGAC

Huso dauricus(NC_023837.1) ETETEEEEREATGCEECHCEATE
.
||||||||||||||||||||||quIIIIIIIIII ||||||||...||I||||IIIIIIIIII

Acipenser gueldenstaedtiiNC_012576.1) BTGEBBGGGGET!
Acipenser baerii(NC_017603.1) BTGEBBGGG-E
Huso huso(NC_005252.1) | G-
Acipenser schrenckii(NC_021757.1)
Huso dauricus(NC_023837.1) IIGIIG- -GIG-G-I-GGIGG-IIIIIG- --BTTGEEEGHCHGETGCHT 573

Consensus ATGCAGAG-CTCCTTCAGAAAAGANCAATAAGGTGGAACATTCATGA--CTGCTCNGAGATAATGAAT

H00%
III|I'ﬁ|IIIIIIIIII|I|II I|I|IIIIIIIIII||I et T |

Huso dauricus(NC_023337.1) BETGEETGGT I-IG-I TEETTG- _IGI .I-GIGI-I-GIGGIGII 744

Consensus AATGAATGATATAATGACATATCCTGG-ATACCACACATGA-CCTGTGCCACGTACATAAGGAGTGTT
100%

Conservation
o%
Acipenser gueldenstaedtii(NC_012576.1) 702
Acipenser baerii(NC_017603.1) 871
Huso huso(NC_005252.1) 819
Acipenser schrenckii(NC_021757.1) - 804
Huso dauricus(NC_023837.1) - i 805
Consensus
oo
Conservation -
Acipenser gueldenstaedtiiiNC_012576.1) l I TTITETTGTEHEI G 0
Acipenser baerii(NC_017603.1) T T | G 39
Huso huso(NC_005252.1) TATT G 87
Acipenser schrenckii(NC_021757.1) TG T TTTETT ; G 72
Huso dauricus(NC_023837.1) |Gl T TTTERTG G 73
Consensus AAACCCCCTACCCCCTTACGCCGGACAGGCCTTATATTTCTTGTCAAAC CA GG/

Conservanon
o

(b)
Figure S1. Sequence alignment of COI (a) and D-loop (b) primer designs. Using CLC Genomics
Workbench 8.5, the COI and D-loop gene sequences of sturgeon were compared, and the conserved

regions with significant differences in their sequences were selected to design primers.



