Bisphenol A impairs lipid remodeling accompanying cell differentiation in the
oligodendroglial cell line oli-neu
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Supplementary Figure S1: Principal component analysis (PCA) models comparing lipid
distribution (mol %) of proliferation PO and differentiated groups DO, D1 and D10.



Supplementary Table S1: gPCR primer sequences

Gene na ne Forward (5 =3) Beverse (5 =3)

Arsa GGTGITGACATCAGCCCCTT TGGATCTCGTCTGGGTAGGG
CNPase AGAGACCTCCAGGIGIGLTG | GGCTCATTGGGAATAGGGGAG
HowWl CAGCCCTACCTTTGGIGGAA GTGAAGGTAGCCAGCTGATGT
How?2 ACTACGGCCTGICTGIGITC TTGGCT GGAGCCAGGAAATC
Hoi4 ATCTCCTGITCGIGIGGCTG COGGAAACCTTCCOCAAGTICA
How i TCGATGCGICACTCAGTACC GATACAGGTACAGCGIGCCA
HoWd CCGAAGATCAGCCCCAATGA | CACCAAGCCCGAGACAAGAA
HoW7 TGGGACCAGCCTACCAGAAG | ACCGGCCAGAGIGITITCAT
Gal 3st 1 TCCAAGGCCAAGGGGTITACT | AAGTICTCCCAAGCGCTTCAT
Galc GGCTTGGGAAACCTCACCAT AAGGGGACAGATGGTITCCAG
Gha GCTAGATGACCAACGCTTGC CATCAAAGGGCCTGICCAGT
Gha? ACCCTCATGGIGICCCTGAT GGTCCCATAATGCCGACAGG
Mag GICTCTACCCGGGATTGICA TCTGAGCCCTCTGCCGATAA
MBP CCGGACCCAAGATGAAAAC CCCAGGTCTGAGT GGGAATA
Mbg AAGAGGCAGCAATGGAGITG | GACCTGCAGGAGGATCGTAG
Hpl CCAAATGACCTTCCACCTIGT CGAAGITGTAAGTGGCAGCA
SenE i TTITAACCGGGT GCAGT GGG TGGGTGICACAAAGAGAGCA
Sgws 2 TCTCGTAGCGCATGAACACT CTTGGGATGGAGGTGGTGT
Snpdl AATTGGCCACATCCCTCCAG TTGCAGCTGGGCATGAAGT A
Snpd2 TCCAGCCATGAAGCTCAACT TGAGACAGCCAAAGGGGAAG
Spticl ACCTGGAGCGACTGCTAAAAG | TCCTGCGITGTATGATCCCA
Sptic? TGCCTGICAGCAGCTCATAC TGGTCCCAGUCATACAATGAG
Lecg CATTCAACTCAGGGGTGICCA | CGTACAGCGCAGAAAACAGG
L&t 8a CAGGCAAAAGGCATGGGGAT | TGCAGICCTCCATGAAGAAGA




