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Figure S1: NMR *3C spectra of 2-amino-8'-methoxy-4',4',6'-trimethyl-2',5-dioxo-5',6'-dihydro-
2'H,4'H,5H-spiro[pyrano[3,2-c]chromene-4,1'-pyrrolo[3,2,1-ij]quinoline]-3-carbonitrile 30901.
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Figure S2: NMR 'H spectra of 2-amino-8'-methoxy-4',4',6'-trimethyl-2',5-dioxo-5',6'-dihydro-
2'H,4'H,5H-spiro[pyrano[3,2-c]chromene-4,1'-pyrrolo[3,2,1-ij]Jquinoline]-3-carbonitrile 30901.
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Figure S3: HPLC-HRMS-ESI spectra of 2-amino-8'-methoxy-4',4',6'-trimethyl-2',5-dioxo-5',6'-
dihydro-2'H,4'H,5H-spiro[pyrano[3,2-c]chromene-4,1'-pyrrolo[3,2,1-ijJquinoline]-3-carbonitrile
30901.
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Figure S4: NMR 3C spectra of methyl 4-(8-methoxy-4,4,6-trimethyl-2-oxo-1,2-dihydro-4H-
pyrrolo[3,2,1-ijJquinolin-1-yl)-2-methyl-5-phenyl-1H-pyrrole-3-carboxylate 225738.
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Figure S5: NMR 'H spectra of methyl 4-(8-methoxy-4,4,6-trimethyl-2-oxo-1,2-dihydro-4H-
pyrrolo[3,2,1-ijJquinolin-1-yl)-2-methyl-5-phenyl-1H-pyrrole-3-carboxylate 225738.
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Figure S6: HPLC-HRMS-ESI spectra of methyl 4-(8-methoxy-4,4,6-trimethyl-2-0xo-1,2-
dihydro-4H-pyrrolo[3,2,1-ijJquinolin-1-yl)-2-methyl-5-phenyl-1H-pyrrole-3-carboxylate
225738.
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Figure S7: HPLC-HRMS-ESI spectra of 2-amino-8'-ethyl-4',4",6'-trimethyl-2',5-diox0-5,5',6,6'-
tetrahydro-4'H-spiro[pyrano[3,2-c]quinoline-4,1'-pyrrolo[3,2,1-ij]quinoline]-3-carbonitrile
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Figure S8: HPLC-HRMS-ESI spectra of 2-amino-4-(3,4-dimethoxyphenyl)-5-oxo-5,6-dihydro-
4H-pyrano[3,2-c]quinoline-3-carbonitrile 38756.
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Figure S9: HPLC-HRMS-ESI spectra of 6',6'-dimethyl-2,3,4,5',6',9-hexahydrodispiro[f-

carboline-1,1'-pyrrolo[3,2,1-ijJquinoline-4',1"-cyclohexan]-2'-one 41453.
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Figure S10: HPLC-HRMS-ESI spectra of 6-methyl-2-phenyl-5,6,7,8-tetrahydrofuro[2,3-
b]quinolin-4-amine 224530.
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Figure S11: HPLC-HRMS-ESI spectra of 4-amino-2-(2-chlorophenyl)-7,8-dihydrofuro[2,3-
b]quinolin-5(6H)-one 224533.
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Figure S12: HPLC-HRMS-ESI spectra of 2-(8-methoxy-4,4,6-trimethyl-2-oxo-4H-pyrrolo[3,2,1-
ijJquinolin-1(2H)-ylidene)hydrazinecarboximidamide 225635.
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Figure S13: HPLC-HRMS-ESI spectra of 2-[6-{[4-(4-fluorophenyl)piperazin-1-yl]Jmethyl}-8-
methoxy-4,4-dimethyl-2-oxo0-4H-pyrrolo[3,2,1-ij]quinolin-1(2H)-
ylidene]hydrazinecarboximidamide 225638.
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Figure S15: HPLC-HRMS-ESI spectra of 6,8,8,9-tetramethyl-3-(2-morpholin-4-yl-6-0xo-1,6-
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Figure S16: HPLC-HRMS-ESI spectra of 3-(4-methoxybenzoyl)-6,8,8,9-tetramethyl-6,7,8,9-
tetrahydro-2H-pyrano[3,2-g]quinolin-2-one 224870.
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Figure S17: HPLC-HRMS-ESI spectra of 6-((4-benzo[d][1,3]dioxol-5-yImethyl)piperazine-1-
yl)methyl)-8-fluoro-4,4-dimethyl-1H-pyrrolo[3,2,1-ijJquinolin-1,2(4H)-dione 225624.
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Figure S18. Inhibition curve for 30901 against factor Xlla. The dots are mean =SEM.
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Figure S19. Inhibition curve for 41453 against factor Xlla. The dots are mean =SEM.
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Figure S20. Inhibition curve for 225006 against factor Xlla. The dots are mean =SEM.
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Figure S21. Inhibition curve for 225738 against factor Xlla. The dots are mean =SEM.
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Figure S22. Inhibition curve for 30901 against factor Xa. The dots are mean =SEM.



