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Figure S1. Selectivity of QUID−1 or SYTO RNASelect toward RNA versus DNA. (A) Fluorescence 

emission spectrum of 1 μM QUID−1 with or without 200 μg/mL baker’s yeast RNA or salmon testes 

DNA in TE buffer. (B) The fluorescence intensity enhancement of 1 μM QUID−1 at 560 nm against 

the sample concentrations, λex = 470 nm. (C) Fluorescence emission spectrum of 1 μM SYTO 

RNASelect with or without 200 μg/mL baker’s yeast RNA or salmon testes DNA in TE buffer. (D) 

The fluorescence intensity enhancement of 1 μM SYTO RNASelect at 525 nm against the sample 

concentrations, λex = 470 nm. 
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Figure S2. (A) Linear fit equations for calculating LOD values of QUID−1 for baker’s yeast RNA. 

(B) Linear fit equations for calculating LOD values of SYTO RNASelect for baker’s yeast RNA.  

 

 

 

 
Figure S3. Normalized UV spectra of QUID−1−QUID−6 (5 μM) in TE buffer and normalized 

fluorescence emission spectrum of QUID−1−QUID−6 (1 μM) with 100 μg/mL baker’s yeast RNA. 
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Figure S4. Linear fit equations for calculating LOD values of probes (QUID−2−QUID−6) for baker’s 

yeast RNA. 

 

 

 

 

Figure S5. The UV spectra of QUID−2 (1 μM) with or without 100 μg/mL baker’s yeast RNA in TE 

buffer. 
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Figure S6. Concentration-Dependent UV-Vis absorbance of QUID−2. All of the spectra were collected 

in TE buffer. (A) The spectra of QUID−2 at different concentrations. (B) The absorbance of QUID−2 

at 475 nm showed that the variations follow the Beer-Lambert law. QUID−2 had little propensity to 

aggregate in buffer according to its concentration dependent absorbance spectra. 

 

 

 

 
Figure S7. The spectra of QUID−2 (1 μM) in glycerol-water mixed solution. 
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Figure S8. Co-staining QUID−2 (0.5 μM, λex = 488 nm, λem = 500-600 nm, green) with BFP-G3BP1 

(λex = 405 nm, λem = 430-480 nm, blue) in live cells treated with sodium arsenite (500 μM). Scale bars 

for cell image: 10 μm. White arrowheads indicate SGs. 

 

 

 

Figure S9. 1H NMR spectrum of intermediate 4. 
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Figure S10. 1H NMR spectrum of intermediate 5. 

 

 

Figure S11. 1H NMR spectrum of intermediate 6. 
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Figure S12. 1H NMR spectrum of intermediate 7. 

 

 

Figure S13. 1H NMR spectrum of intermediate 8. 
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Figure S14. 1H NMR spectrum of QUID-2. 

 

 

Figure S15. 13C NMR spectrum of QUID−2. 
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Figure S16. HRMS spectrum of QUID−2. 
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Figure S17. 1H NMR spectrum of QUID−3. 

 

 

Figure S18. 13C NMR spectrum of QUID−3. 
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Figure S19. HRMS spectrum of QUID−3. 
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Figure S20. 1H NMR spectrum of QUID−4. 

 

 

Figure S21. 13C NMR spectrum of QUID−4. 
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Figure S22. HRMS spectrum of QUID−4. 
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Figure S23. 1H NMR spectrum of QUID−5. 

 

 

Figure S24. 13C NMR spectrum of QUID−5. 
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Figure S25. HRMS spectrum of QUID−5. 
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Figure S26. 1H NMR spectrum of QUID−6. 

 

 

 

Figure S27. 13C NMR spectrum of QUID−6. 
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Figure S28. HRMS spectrum of QUID−6. 

 

 


