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Figure S1. The MS/MS spectra of 2,4,6-TriHB(−) reported in PubChem database. 
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Figure S2. The EICs for the putative benzoic acid (calc. 123.044605 [M+H]+) detected both from pellets (A) and medium 

(B) of clones harbored pETDuet-BadA-GmBPS. 

 

Figure S3. The XhoI recognition site* detected in the BadA coding sequence. * The restriction site was analysed by NEBcut-

ter V2.0 (http://nc2.neb.com/NEBcutter2/). 
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Figure S4. The insertion of BadA in MCS-1 region of pETDuet-1 vector. 

 

 

 

 



 

 

Figure S5. The insertion of GmBPS in MCS-2 region of pETDuet-1 vector. 

 

 

 

 

 

 

 

 

 



 

  

Figure S6. The MS/MS spectra of triketide lactone. (A) The MS/MS spectra of triketide lactone obtained from the enzy-

matic reaction of GmBPS reported in this study; (B) The MS/MS spectra of triketide lactone reported by Nualkaew et al. 

2012 [12]. 

 

Figure S7. The MS/MS spectra of tetraketide lactone. (A) The MS/MS spectra of tetraketide lactone obtained from the 

enzymatic reaction of GmBPS reported in this study; (B) The MS/MS spectra of tetraketide lactone reported by Nualkaew 

et al. 2012 [12]. 



 

 

Figure S8. The raw mass data of 2,4,6-TriHB measured by positive ion mode LC-MS/MS. 

 

Figure S9. The raw mass data of 2,4,6-TriHB measured by negative ion mode LC-MS/MS. 

 

 


