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Figure S1: Test for the identity of analyzed lines to be HRs. PCR amplification of rolA and virD genes 
from genomic DNA isolated from HR lines that survived the hygromycin selection after separation on 
a 1.5% agarose gel. Successful integration of the rolA gene in the absence of the virD gene that is not 
transferred into the plant’s genome confirmed the identity of the root lines as HRs and the absence of 
persisting agrobacteria. Given are the names of the HR lines used in this study. A.r., DNA of A. 
rhizogenes, H2O, no template control, M, GeneRuler 100 bp DNA ladder. 
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