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Figure S1:

'H- and *C-NMR-spectra of Prodigiosin (CDCls, 600 MHz and 151 MHz, respectively).
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Figure S2:

Prodigiosin increases cisplatin-mediated cytotoxicity in RT-112 and RT-112r cells after
72 h. RT-112 and RT-112r cells were treated with different concentrations of (A) cisplatin (CP)
alone or (B+C) prodigiosin (PG) or CP alone or in combination for 72 h. For combinatory

analysis 0.25x, 0.5x or 1x of the ICso values of the single substances in RT-112 (B) and RT-112res



(C) were used. After treatment, cell viability was measured using an MTT assay. Results are
shown as mean + SEM of three independent experiments performed in triplicates for each
treatment. The Combination Index (CI) for different fractions affected of RT-112 (D) and
RT-112r (E) was calculated using the software CompuSyn (black dots). CompuSyn uses
algorithms to extrapolate CI values for any effect level from the CI values of actual experiment
points (blue dots). Synergism (CI < 1), additivism (CI = 1) and antagonism (CI > 1) can thereby

be determined.



Supplementary Methods

For quantification of LysoTracker-stained lysosomes, the following Macro was used (Image]
1.53¢):

dirl = getDirectory("INPUT ");

dir2 = getDirectory("OUTPUT ");
setBatchMode(true);

list = getFileList(dirl);

for (i=0; i<list.length; i++)

{

open(dirl+list[i]);

title = File.nameWithoutExtension ;
//save channels

run("Options...", "iterations=1 count=1 black do=Nothing");
run("Z Project...", "projection=[Max Intensity]");
run("Duplicate...", " ");

saveAs("Tiff", dir2+title+"_lysosomes_roi.tif");

close();

run("8-bit");

saveAs("Tiff", dir2+title+"_lysosomes.tif");

//process and count lysosomes

run("Convoluted Background Subtraction", "convolution=Median radius=10");
run("Enhance Contrast...", "saturated=0.01 normalize");
run("Auto Threshold", "method=IsoData white");
run("Adjustable Watershed", "tolerance=0.5");
saveAs("Tiff", dir2+title+"_lysosomes_processed.tif");
run("Analyze Particles...", "size=0.01-Infinity show=0utlines exclude clear summarize add");
saveAs("Tiff", dir2+title+"_lysosomes_drawing.tif");
close();

//select all ROIs in ROl manager
count=roiManager("count");

array=newArray(count);

for(f=0; f<count;f++)

array[f] =f;

roiManager("Select", array);

close();

close();

//transfer ROIs to original image and measure intensities
open(dir2+title+"_lysosomes_roi.tif");
roiManager("Show All");

roiManager("Measure");

run("8-bit");

saveAs("Tiff", dir2+title+"_lysosomes_roi.tif");

//export to excel file on desktop



selectWindow("Results");
run("Read and Write Excel");
close();

}

setBatchMode(false);

//save summary sheet
selectWindow("Summary");
saveAs("Text", dir2+"Summary.txt");
run("Close All")

showMessage("You are awesome");
exit();



