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Supplementary Figure S1: comparison of initial and final body weight change in experimental 
groups. Statistical analysis was performed using Two-way ANOVA followed by Tukey’s test. (**): 
p < 0.01), (***): p < 0.001, (****): p < 0.0001 
 
 
 

 
Supplementary Figure S2: comparison of initial and final blood glucose levels. Statistical anal-
ysis was performed using two-way ANOVA followed by Tukey’s test.  (****): p < 0.0001 

 
 
 

 



 

 
 
Supplementary Figure S3: Representative images of western blots 
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Supplemen-
tary Table 
S1: Correla-
tion between 
diabetic, oxi-
dative and 
hypertrophic 
or fibrotic 
parameters  
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

 
 
 
 
 
 
 
 
 
 
 

 
ROS 
(S) 

ROS 
(T) Glucose 

SOD 
(S) 

SOD 
(T) 

CAT 
(S) 

CAT 
(T) 

GSH 
(S) 

GSH 
(T) 

mRNA 
(Drp1) 

mRNA 
(PUMA) 

mRNA 
(ARC) 

Drp1  
(Prot.) 

PUMA 
(Prot.) 

ARC 
(Prot.) 

mRNA 
(MFN-2) 

mRNA 
(PPARα) HW/BW HW/TL 

Cell  
SA Fibrosis 

mRNA 
(PGC-1a) 

mRNA 
(Bcl2) 

mRNA 
(Cyt C) 

ROS (S)                         

ROS (T) 0.99**                        

Glucose 1.00 0.99                       

SOD (S) -0.96 -0.99 -0.96                      

SOD (T) -1.00 -0.97 -1.00* 0.93                     

CAT (S) -0.97 -1.00* -0.97 1.00* 0.95                    

CAT (T) -1.00* -1.00* -1.00* 0.98 0.99 0.99                   

GSH (S) -1.00* -1.00* -1.00 0.98 0.98 0.99 1.00**                  

GSH (T) -1.00* -1.00* -1.00* 0.98 0.99 0.99 1.00** 1.00                 

mRNA (Drp1) 0.99 0.97 1.00 -0.92 -1.00 -0.94 -0.98 -0.98 -0.98                

mRNA (PUMA) 1.00** 0.99 1.00* -0.97 -0.99 -0.98 -1.00* -1.00 -1.00 0.99               

mRNA(ARC) -0.99 -0.95 -0.99 0.90 1.00* 0.92 0.97 0.97 0.97 -1.00 -0.98              

Drp1 (Prot.) 0.98 0.94 0.98 -0.88 -0.99 -0.90 -0.96 -0.96 -0.96 0.99 0.97 -1.00*             

PUMA(P) 0.90 0.84 0.91 -0.75 -0.94 -0.78 -0.87 -0.87 -0.88 0.95 0.90 -0.96 0.98            

ARC(P) -0.93 -0.97 -0.92 1.00 0.89 0.99 0.95 0.95 0.95 -0.88 -0.93 0.85 -0.82 -0.68 

mRNA(MFN-2) -0.93 -0.97 -0.92 1.00 0.89 0.99 0.95 0.95 0.95 -0.88 -0.93 0.85 -0.82 -0.68 1.00*          

mRNA(PPARα) -1.00** -0.99 -1.00** 0.96 0.99 0.98 1.00* 1.00** 1.00* -0.99 -1.00** 0.98 -0.97 -0.90 0.93 0.93         

HW/BW 0.99 1.00** 0.99 -0.98 -0.98 -0.99 -1.00* -1.00* -1.00* 0.98 1.00* -0.96 0.95 0.85 -0.96 -0.96 -1.00*        
HW/TL 1.00** 0.99 1.00* -0.95 -1.00* -0.97 -1.00* -0.99 -1.00* 1.00* 1.00* -0.99 0.98 0.91 -0.92 -0.92 -1.00* 0.99       

Cell SA 1.00* 0.98 1.00* -0.95 -1.00* -0.97 -0.99 -0.99 -1.00 1.00* 1.00* -0.99 0.98 0.92 -0.91 -0.91 -1.00* 0.99 1.00**      

Fibrosis 1.00* 0.98 1.00* -0.94 -1.00* -0.96 -0.99 -0.99 -0.99 1.00* 1.00* -0.99 0.99 0.93 -0.91 -0.91 -1.00 0.99 1.00* 1.00**     

mRNA(PGC1a) -0.99 -0.97 -1.00 0.92 1.00** 0.94 0.98 0.98 0.99 -1.00** -0.99 1.00* -0.99 -0.95 0.88 0.88 0.99 -0.98 -1.00* -1.00* -1.00*    

mRNA(BcL2) -0.90 -0.83 -0.91 0.74 0.94 0.78 0.87 0.86 0.87 -0.94 -0.89 0.96 -0.97 -1.00* 0.67 0.67 0.89 -0.85 -0.91 -0.92 -0.92 0.94   

mRNA (Cyt C) 0.96 0.99 0.96 -1.00** -0.93* -1.00 -0.98 -0.98 -0.98 0.92 0.96 -0.90 0.88 0.75 -1.00 -1.00 -0.96 0.98 0.95 0.95 0.94 -0.92 -0.74  



 

The correlation scale for Pearson correlation coefficients (Pearson’s r) varies from -1 to +1 for all variables.  
+1 or closer to +1 indicate strongly positively correlated, whereas -1 or closer to -1 indicate strongly negatively correlated.   
S= serum; T= tissue, p= protein; SA= surface area; CytC = cytochrome c 
Correlational analysis, significance (p) at 
< 0.01** 
< 0.05* 
 


