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Figure S1: '"H NMR spectrum of 5 in CDCl;



8500
8000

7500

7000

6500

re000

5500

5000

4500

4000

~3500

~3000

F2500

2000

1500

1000

500

=500

BO9E~_
89~

W WI—
66601
ELOLL
i
f 3t
Fayags
LT
Be0zI—=
S5 HCT
£p 62 _W
A

BEERT
PG ErT
001
E0'Pl

SE'BET
—v.mv—w.
Fo'6kT

BZS5T—

BE'T9T—~—
BL WOl —
1)

Gy T —

SW-66-24 ¢

13C NMR spectrum for 5
CDCls, 75 MHz

0

]

I

Q
A\

20

30

60 50

70

180 170 160 150 140 130 120 110 100 90
f1 (ppm)

190

Figure S2: °C NMR spectrum of 5 in CDCl;
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COSY for compound 5
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Figure S3: COSY spectrum of 5 in CDCls
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H SQC forcompound 5
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HMBC for compound 5
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Figure S5: HMBC spectrum of 5 in CDCls
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Exact
compds Mol. Formula Mass
QGC-68-136 (C31H33NO11 595.2054

aqpc-68-136 #2178-3544 RT: 12.82-1880 AW: 1367 ML: 363EB
T: FTMS + ¢ NSI1Full me: [150.0000-1000.0000)

10
B

9

G85.4041 5554981 G05.E128 G05.T414 5857943 595.8017

M+H

596.2132

585.9671

SO6.05E6 554.1408

Observed
596.2128

5962

]

5062632

delta
-0.0004

596 3856

506 4852

ppm
-0.69

506. 7454 5968028
1

5B5.4 BOBS 5a5E8 585.7 5asa 5050

Figure S6: High resolution mass spectrum of 5
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Figure S7: HPLC chromatogram of §

Data File C:\HPCHEM\1\DATA\DEFAULT.D

Sample Name: SW-66-24

Injection Date : 9/17/2021 4:49:32 PM

Sample Name ! SW-66-24

Acq. Operator 1

Method : C:\HPCHEM\1\METHODS\JNP2015.M
Last changed t 9/17/2021 4:42:01 PM

B (mocdified after loading)

DAD1 A, Sig=340,50 Ref=400,100 (DEFAULT.D)
mAU
80
70

50
40
30
20
10

0 10
PMP1, Solvent A

o —fiitlasail,
o
ki
o

=14.682

15 20 25

— - - v r T

15 20 ) 25

Area Percent Report

Sorted By - Signal
Multiplier 3 1.0000
Dilution 2 1.0000

Signal 1: DADl A, Sig=340,50 Ref=400,100

Peak RetTime Type Width Area Height
# [min] [min] [mAU*s] [mADU]

1 14.624 BV 0.1086 539.64001 76.22746
2 14.762 VB 0.1216 724.78864 S0RZ20598

Totals : 1264.42865 166.52280

Results obtained with enhanced integrator!

42.6786
57.3214

*%*x End of Report **x*

min

min

S9
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Figure $8: 'H NMR spectrum of 4 in CDCl;
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Exact
compds Mol. Formula Mass M+H Observed delta ppm

SW-66-61 C34H38N2012 666.2425 667.2503 667.2498 -0.0005 -0.81

SW-66-61#2203-2839 RT: 11.59-14.92 AV: 637 NL: 2.36E8
T: FTMS + ¢ NSI Full ms [150.0000-1000.0000]

50— 667.2498
48
46
44
42
40
38
36
34
32
30
28
26
24
22

667.3113 667.3538
LA B A R R RS AR LA A LA RN LAY BN EAAY AR LA MRS LA RAAS AR RN L RN AN R A MRS AR LS LA Rt M) M L Ay L Mt MY A3 LAY Rks Lk R L) A0 AN Mty R A0 AN AN LA MAN M) RAADRAMM ML) M Ul ks LA A0 ML) M) LA RAAY LA RAMD k) M) LAMI MY LAS) MAAD LA MAS) LA RS MARI MMM A MM

LAl T
667.19 667.20 667.21 667.22 667.23 667.24 667.25 667.26 667.27 667.28 667.29 667.30 667.31 667.32 667.33 667.34 667.35 667.36
m/z

Figure S10: High resolution mass spectrum of 4
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Figure S11: HPLC chromatogram of 4

Data File C:\HPCHEM\1\DATA\DEFAULT.D

Injection Date :

9/16/2021 2:21:42 PM

Sample Name ¢ SW-66-61 Location : Vial 1
Acg. Operator :
Method ¢ C:\HPCHEM\1\METHODS\JNP2015.M
Last changed t 9/16/2021 2:14:33 PM
o (modified after loading)
| DAD1 A, Sig=340,50 Ref=400,100 (DEFAULT.D)
mAU i
2 €
20 “
15 w
10 ‘
q'{_).
L5 @l
(). = P - S——
;V—'—' ¥ T g% T ;A T
0 10 15 20
PMP1, Solvent A
% -
90
ao "
70 -
60
50 -
40
—__ - ) T ===
0 5 10 15 20
Area Percent Report
Sorted By H Signal
Multiplier % 1.0000
Dilution 1} 1.0000
Signal 1: DADl1 A, Sig=340,50 Ref=400,100
Peak RetTime Type Width Area Height Area
# [min] [min] [mAU*s] [mAU] %
== mmmm——— [ | ==———————— e | ===————- |
1 16.115 PV 0.1108 9.05094 1.27589 GMO555
2 16.451 VB 0.1501 287.36374 30.44066 96.9465
Totals : 296.41468 31.71655

Results obtained with enhanced integrator!

*** End of Report ***

Sample Name:

25

SW-66-61

rmﬂ
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Figure $12: 'H NMR spectrum of 6 in CDCl;
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Figure $13: °C NMR spectrum of 6 in CDCl;



Exact
compds Mol. Formula Mass M+H Observed delta ppm
SW-66-60 C33H37NO11 623.2367 624.2445 624.2443 -0.0002 -0.34

SW-66-60 #2101-2856 RT: 11.05-15.01 AV: 756 NL: 2.46E8
T: FTMS + ¢ NSIFull ms [150.0000-1000.0000]

50 624.2443
48
46
44
42
40
38
36
34
32
30
28
26
24
22

o N A O @

T T T T T T T T T T T T T T T T T T T T T T
624.2415

T T T T T T T T T T T T T T T
624.2440 624.2445 624.2450 624.2455 624.2460

m/z

T T T T T T T T T T T T
624.2420 624.2425 624.2430 624.2435

T
624.2465

Figure S14: High resolution mass spectrum of 6
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Figure S15: HPLC chromatogram of 6

Data File C:\HPCHEM\1\DATA\DEFAULT.D

Injection Date : 9/16/2021 3:34:17 PM

Sample Name ¢ SW-66-60 Location : Vial 1
Acq. Operator

Method ¢ C:\HPCHEM\1\METHODS\JNP2015.M

Last changed t 9/16/2021 3:26:08 PM

. (modified after loading)
DAD1 A, Sig=340,50 Ref=400,100 (DEFAULT.D)

S
f1ﬂ:§§i
21.896

uPMP1 , Solvent A
*q
90 |
80
I 70
60
50
40 |

Area Percent Report

Sorted By H Signal
Multiplier t 1.0000
Dilution £ 1.0000

Signal 1: DAD1 A, Sig=340,50 Ref=400,100

Peak RetTime Type Width Area Height Area
# [min] [{min] [mAU*s] [mAU] %

1

2 0 v

3 15.978 BV 0.1128 744.94830 100.14996 47.0812
4 0.1149 802.74286 105.38542 50.7339
5 0.0996 8.45884 1.34011 0.5346
Totals : 1582.26220 210.24171

Results obtained with enhanced integrator!

*** End of Report **+*

Sample Name:

SW-66-60

min

_—
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Figure $16: 'H NMR spectrum of 7 in CDCls
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Sample

Name Mol Fomula MW M+H observed delta ppm
SW-66-171-

01 C38H46N2012 722.3051 723.3129 723.3129 0.0000 0.00

SW-66-171-01 #2474-2537 RT: 13.37-13.69 AV: 64 NL: 1.28E8
T: FTMS + ¢ NSI Full ms [300.0000-1000.0000]

1004 723.3129
957
907
857
80
75
70
657
60
55
50
457
409
357
307
251

20

723.5078
|

B B B s e B L aa s s s m e B B e B M M s o B o e i LA B s e e e B B L i A A B e A
722.6 722.7 722.8 7229 723.0 7231 7232 7233 7234 7235 7236 7237 7238 723.9
m/z

Figure S18: High resolution mass spectrum of 7
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Data File C:\HPCHEM\1\DATA\DEFAULT.D Sample Name: SW-66~171

Injection Date : 9/20/2021 2:44:39 PM

Sample Name ¢ SW-66-171 Location : Vial 1
Acg. Operator 3

Method i C:\HPCHEM\1\METHODS\JNP2015.M

Last changed : 9/20/2021 1:10:34 PM

(modified after loading)
DAD1 A, Sig=340,50 Ref=400,100 (DEFAULT.D)

mAU o
i} :
20 I\
15 |
10 I
5 ‘1
0 /
T T 10 5 20 "2 min

QPMPL Solvent A
% |
20
80
70
60 |
50

Area Percent Report

== o st = e

Sorted By : Signal
Multiplier 4 1.0000
Dilution ; 1.0000

Signal 1: DADl A, Sig=340,50 Ref=400,100

Peak RetTime Type Width Area Height Area
# [min] [min] (mAU*s] [mAU] %
S e L | e e P m e I
Figure S19: HPLC chromatogram of7 1 18.881 VB 0.1887 352.03210 30.04979 100.0000
Totals : 352.03210 30.04979

Results obtained with enhanced integrator!

*** End of Report *x* $21
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Figure S$21: °C NMR spectrum of 8 in CDCl;
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Exact
compds Mol. Formula Mass M+H Observed delta ppm

SW-66-70 C31H33NO10S 611.1826 612.1904 612.1920 0.0016 2.68

SW-66-70 #4861-4923 RT: 26.28-26.61 AV: 63 NL: 3.26E8
T: FTMS + ¢ NSI Full ms [150.0000-1000.0000]

100 612.1920
95
90
85
80
75
70
65
60
55
50
45
40
35
30
25
20
15

10

611.7172  611.7856 612.0224
T T T T T T T T T

612.4705 612.5953
T T T T T T T T T T T
611.6 611.7 611.8 611.9 612.0

T T T
612.5 612.6

T T T T T T T

T T T T T T T T T T
612.2 612.3 612.4
m/z

T T
612.1

Figure S22: High resolution mass spectrum of 8
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Figure S23: HPLC chromatogram of 8

Data File C:\HPCHEM\1\DATA\DEFAULT.D

= o T D T

Injection Date : 9/17/2021 10:18:16 AM

Sample Name : SW-66-70 Location : Vial 1
Acg. Operator 3

Method : C:\HPCHEM\1\METHODS\JNP2015.M

Last changed : 9/17/2021 10:10:55 AM

(modified after loading)
DAD1 A, Sig=340,50 Ref=400,100 (DEFAULT.D)

mAU %
30 - '
25 T‘v
20 ‘

15 |
10 M

‘0 o 8 10 15 20 25
PMP1, Solvent A

80 |
70 |
60
50
40

1
90|
]

[=i SVEL S TS FEREY RUSS

0 15 20 25

o—

===== TRy

Area Percent Report

Sorted By % Signal
Multiplier H 1.0000
Dilution $ 1.0000

Signal 1: DAD1 A, Sig=340,50 Ref=400,100
Peak RetTime Type Width Area Height Area

# {min] [min] [mAU*s] [mAU] %
T Tse3s'se | 0.1241 328.80160  40.52058 1000000
Totals : 326.80460 40,52058

Results obtained with enhanced integrator!

*** End of Report ***

Sample Name:

SW-66-70

min

min
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Figure $24: 'H NMR spectrum of 9 in CDCl;
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Figure $25: °C NMR spectrum of 9 in CDCl;
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Sample
Name Mol Fomula MW M+H observed delta ppm

SW-66-170-
01 C34H38N2010S2 698.1968 699.2046 699.2050 0.0004 0.51

SW-66-170-01 #2436-2464 RT: 13.17-13.32 AV: 29 NL: 2.05E8
T: FTMS + ¢ NSI Full ms [300.0000-1000.0000]

1004 699.2050
957
907
857
80
75
70
657
60
55
50
457
409
357
307
251

20

A A s s a M B B e L maa B e B A B B B A A A o i B o b o B B I A o A A Ras R A s B B o B AALAnas nans nans aans nans Rans Aant Bas
699.15 699.16 699.17 699.18 699.19 699.20 699.21 699.22 699.23 699.24 699.25 699.26 699.27 699.28 699.29
m/z

Figure S26: High resolution mass spectrum of 9
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Figure S27: HPLC chromatogram of 9

Data File C:\HPCHEM\1\

DATA\DEFAULT.D Sample Name:

Injection Date
Sample Name H
Acg. Operator
Method

Last changed

mAU

80

S
o

ot

PMP1, Solvent A
% |

90

80
70
80
50
40

|

9/18/2021 11:40:15 AM
SW-66-170 Location : Vial 1

C: \HPCHEM\1\METHODS\JNP2015.M
9/18/2021 9:26:55 BAM
(modified after loading)

DAD1 A, Sig=340,50 Ref=400,100 (DEFAULT.D)

—14:001

14.673
~16.271

Area Percent Report

Sorted By
Multiplier
Dilution

Signal 1: DAD1 A,

Peak RetTime Type
# [min]
1 14.001 BB
2 14.673 BP
3 16.271 VP

Totals

Results obtained

f Signal
3 1.0000
1.0000

Sig=340,50 Ref=400,100

Width Area Height Area
[min] [mAU*s] [mAU] %

I [
0.1829 1281.49658 96.52377 97.8661
0.1679 19.23740 1.67563 1.4691
0.1173 8.70405 1.13770 0.6647
1309.43803 991337410

with enhanced integrator!

**% End of Report ***

25

25

SW-66-170

min

min
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Figure $28: 'H NMR spectrum of 10 in CDCl3
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Figure $29: °C NMR spectrum of 10 in CDCl;
S31



Exact
compds Mol. Formula Mass M+H Observed delta ppm
SW-66-07 C24H42010Si 638.2548 639.2626 639.2623 -0.0003 -0.44

SW-66-07 #3249-3816 RT: 17.93-20.88 AV: 568 NL: 9.92E6
T: FTMS + ¢ NSI Full ms [150.0000-1000.0000]

100

639.2623

90—
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20

10

] 639.2335 639.2859 639.3218
S L L A N I N N I I I R T R L R
639.18 639.20 639.22 639.24 639.26 639.30 639.32

UM IR RN IR
639.28
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Figure S30: High resolution mass spectrum of 10
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Figure S32: '°C NMR spectrum of 11 in CDCl;
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Sample
Name Mol Fomula MW M+H observed delta ppm

SW-66-175-
02 C37H47NO11Si  709.2919 710.2997 710.3006 0.0009 1.27

SW-66-175-02 #3050-3236 RT: 16.38-17.39 AV: 187 NL: 1.96E7
T: FTMS + ¢ NSI Full ms [300.0000-1000.0000]

100+ 710.3006
95
90
85
80
75
70
65
60
55
50
45
40
35
30
25

20

710.2685
T T

0 T T T
710.265 710.270
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T T T T T T T T T T
710.275 710.280 710.285 710.290 710.295 710.300 710.305 710.310 710.315 710.320
m/z

Figure S33: High resolution mass spectrum of 11

S35



Figure S33: HPLC chromatogram of 11

Data File C:\HPCHEM\1\DATA\DEFAULT.D

Injection Date
Sample Name
Acq. Operator
Method

Last changed

mAU
25
20
15
10

90
80
70
60

40

0
PMP1, Solvent A

: 9/17/2021 11:10:47 AM

;3 SW-66-175-02

Location : Vial 1

: C:\HPCHEM\1\METHODS\JNP2015.M

: 9/17/2021 10:10:55 AM
{modified after loading)

DAD1 A, Sig=340,50 Ref=400,100 (DEFAULT.D)

21938

10 15 20

10 15 ) 20

Area Percent Report

Sorted By
Multiplier
Dilutien

Signal 1: DAD1 A,

Peak RetTime Type Width

¥ [min]

[min]

Signal
1.0000
1.0000

Sig=340,50 Ref=400,100

e | ===l -=mm- o o e |

1 21.727 BV
2 21,938 VB

Totals

0.1121
0.1067

Area Height Area
[mMAU*s] [mAU] %
14.86666 1.96797 5.8414
239.63838 34.64161 94.1586
254.50505 36.60958

Results obtained with enhanced integrator!

*** End of Report ***

21727

Sample Name: SW-66-175-02

\

\

[

1

\

[

—
25 my
[

25 min
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Figure $34: "H NMR spectrum of 12 in CDCl;
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Figure $35: °C NMR spectrum of 12 in CDCl;



Exact
Mass

737.3232

Mol. Formula
C39H51NO11Si

compds
SW-66-143

SW-66-143 #2970-3159 RT: 15.56-16.59 AV: 190 NL: 5.40E8
T: FTMS + ¢ NSI Full ms [150.0000-1000.0000]

100+
95
90
85
80
75
70
65
60
55
50
45
40
35
30
25

20

M+H

738.3310

Observed
738.3329

738.3329

delta

0.0019

ppm
2.57

0 T T T T T T

T T T T T T T T T T T T T T
738.20 738.22 738.24 738.26 738.28

Figure S36: High resolution mass spectrum of 12
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Figure S37: HPLC chromatogram of 12

Data File C:\HPCHEM\1\DATA\DEFAULT.D Sample Name: SW-66-95

Injection Date : 9/13/2021 2:48:00 PM

Sample Name : SW-66-95 Location : Vial 1
Acqg. Operator

Method : C:\HPCHEM\1\METHODS\JNP2015.M

Last changed : 9/13/2021 2:42:;55 PM

o (modified after loading) -
DAD1 A, Sig=340,50 Ref=400,100 (DEFAULT.D) ‘
\
|

mAU |
14

]
l
~22:330

% - ~r ——.; ¥ v ' i - —r r . ' : i v T

 E—

0
PMP1, Solvent A

90
80 -
70
60
50
40

0 5 10 15 20 25 min

Area Percent Report

Sorted By x Signal
Multiplier : 1.0000
Dilution [ 1.0000

Signal 1: DADl A, Sig=340,50 Ref=400,100
Peak RetTime Type Width Area Height Area

# [min] [min] [mAU*s] [mAU] %
122530 ve 01206 115.30708  15.17785 100,000
Totals : 115.30704 15.17783

Results obtained with enhanced integrator!

***x End of Report **=*
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Figure $38: 'H NMR spectrum of 13 in CDCl;
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Figure $39: °C NMR spectrum of 13 in CDCl;
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Exact
compds Mol. Formula Mass M+H Observed delta ppm

SW-66-142 C37H47NO10SSi  725.2691  726.2769 726.2796 0.0027 3.79

SW-66-142 #4940-5072 RT: 26.70-27.40 AV: 133 NL: 8.33E7
T: FTMS + ¢ NSI Full ms [150.0000-1000.0000]

56
54
52
50
48
46
44
42
40
38
36
34
32
30
28
26
24

726.2796

o N M O @

726.0914 726.2290
LAY B L A LA M R LA RS R LA SARAE LA LAY RS EEAA RS LAY LAAR) MMM LA RARM) R LA ARAE LA LA MARAS LAAR! R MASAY
726.10 726.12 726.14 726.16 726.18 726.20 726.22 726.24

T T T T T LA MM RARAS LA R T T T

LA LR B M AR KRS M LA LA RAAM R LA RAREY LA LR BRI A | LA LA LAY RS LA LR AR LA R R LA R LAAR R RS |
726.26 726.28 726.30 726.32 726.34 726.36 726.38 726.40 726.42 726.44

m/z

Figure S40: High resolution mass spectrum of 13
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Data File C:\HPCHEM\1\DATA\DEFAULT.D Sample Name: SW-66-94

Injection Date : 9/13/2021 11:55:21 AM

Sample Name : SW-66-94 Location : Vvial 1
Acg. Operator
Method ¢ C:\HPCHEM\1\METHODS\JNP2015.M

Last changed : 9/13/2021 11:53:45 AM
(modified after loading)
DAD1 A, Sig=340,50 Ref=400,100 (DEFAULT.D)

mAU v
tﬂ |
80 $

60 ||
40
20 8‘ ‘

v ' 1 v v r T v ' I ' v . . . e = v ' '

0 5
PMP1, Solvent A |

90
80 L
70 t

8

15 20 25 min

o—
o
-
=1

Area Percent Report

Sorted By 3 Signal
Multiplier 3 1.0000
Dilution - 1.0000

Signal 1: DADl1 A, Sig=340,50 Ref=400,100

Peak RetTime Type Width Area Height Area
# [min] [min] [mAU*s] [mAU] %
== et [ et le=rm—rrrre | = | === \
1 21.990 BV 0.1080 19.44175 2.57780 3.3204
2 22.251 ¥B 0.0966 566.07684 91.02409 96.6796

Totals : 585.51859 93.60189
Results obtained with enhanced integrator!

**% End of Report ***

Figure S41: HPLC chromatogram of 13
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Figure $42: '"H NMR spectrum of 14 in CDCls
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Figure S$43: °C NMR spectrum of 14 in CDCl;
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Sample
Name Mol Fomula MW M+H observed delta ppm

SW-85-27 C19H2007 360.1209 361.1287 361.1281 -0.0006 -1.77

SW-85-27 #1554-1728 RT: 8.67-9.55 AV: 175 NL: 2.86E9
T: FTMS + ¢ NSI Full ms [300.0000-1000.0000]

1005 361.1281
05
907
857
807
75
707
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50
e
407
357
307
257

20
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T T
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m/z

Figure S44: High resolution mass spectrum of 14
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Figure $45: '"H NMR spectrum of 15 in CDCls
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Figure $46: °C NMR spectrum of 15 in CDCls
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Sample
Name

Mol Fomula

Mw

M+H

observed

delta

ppm

SW-85-30

C22H25N08

431.1581

432.1659

432.1657

-0.0002

-0.37

SW-85--30 #1788-1933 RT: 9.86-10.60 AV: 146 NL: 1.78E9
T: FTMS + ¢ NSI Full ms [300.0000-1000.0000]
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Figure S47: High resolution mass spectrum of 15
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Figure $48: '"H NMR spectrum of 16 in CDCls
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Figure $49: °C NMR spectrum of 16 in CDCl;
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Sample
Name Mol Fomula MW M+H observed delta ppm

SW-85-32 C24H29N0O8 459.1894 460.1972 460.1970 -0.0002 -0.35

SW-85-32 #1912-2071 RT: 10.49-11.30 AV: 160 NL: 9.20E8
T: FTMS + ¢ NSI Full ms [300.0000-1000.0000]

1005 460.1970
05
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m/z

Figure S50: High resolution mass spectrum of 16
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Figure S51: "H NMR spectrum of 17 in CDCl;
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Figure $52: °C NMR spectrum of 17 in CDCls
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Sample
Name

Mol Fomula

Mw

M+H

observed

delta

ppm

SW-85-31

C22H25N0O7S

447.1352

448.1430

448.1431

0.0001

0.20

SW-85-31 #1933-2007 RT: 10.60-10.98 AV: 75 NL: 1.55E9
T: FTMS + ¢ NSI Full ms [300.0000-1000.0000]
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Figure S53: High resolution mass spectrum of 17
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Figure S54: The concentration-effect curves that were used to calculate the IC50 values from the WST-1 cell
proliferation assay

1. The curves that we used to calculate the ICsy value for compound 3 against PC-3
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2. The curves that we used to calculate the ICsy value for compound 3 against DU145
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3. The curves that we used to calculate the ICs value for compound 3 against LNCaP

100
90 / y =36.536In(x) + 90.133
80 R?2=0.9776

° /

60

50 / =@ Seriesl

40 / ——Log. (Series1)
30

/
wl—F

0 T T T T T 1

X—axis = concentration (uLM) of compound 3
Y—axis = % Cell Proliferation Inhibition
IC5() =0.333 ]J,M

100

y = 44.666In(x) + 88.633

R?=0.9832
80

60
/ == Seriesl
40
/ ——Log. (Series1)
20 /
0 T T T T T 1

0 / 0.2 0.4 0.6 0.8 1 1.2

-20

X—axis = concentration (LM) of compound 3
Y—axis = % Cell Proliferation Inhibition
ICs0=0.421 uM

S60



y = 36.195In(x) + 75.979

s R?=0.9265

=¢—"Seriesl

——Log. (Series1)

-
/ 0.2

0

4

1 1.2

-10 T
20

X—axis = concentration (uM) of compound 3

Y—axis = % Cell Proliferation Inhibition
I1Cs0=0.488 uM

4. The curves that we used to calculate the ICsy value for compound 4 against PC-3
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5. The curves that we used to calculate the ICs value for compound 4 against DU145
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6. The curves that we used to calculate the ICs value for compound 4 against LNCaP
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7. The curves that we used to calculate the ICs value for compound 5 against PC-3
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8. The curves that we used to calculate the ICs, value for compound 5 against DU145
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9. The curves that we used to calculate the ICs, value for compound 5 against LNCaP
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10. The curves that we used to calculate the 1Csy value for compound 6 against PC-3

30
25
20
15
10

-10

Pt

y = 7.647In(x) - 4.0359
R?=0.7146

=@=—"Seriesl

Log. (Seriesl)

30

X-—axis = concentration (uM) of compound 6
Y—axis = % Cell Proliferation Inhibition
I1Cs0 > 25 uM

S70



40

35 A

y = 10.364In(x) - 4.6014

30 /

R?=0.7982

=@=—"Seriesl

25
. _——
15

Log. (Seriesl)

10
5_%4
0 -

5 gr / 5 10 15 20 25 30
-10
X—axis = concentration (uM) of compound 6
Y-axis = % Cell Proliferation Inhibition
ICs9> 25 uM
35
.
30
25 / y = 6.9699In(x) - 1.2963
20 / R2=0.5461
/ =@=_Seriesl
15
/ Log. (Series1)
10
5 1 O / /
0 / T T T T T 1
5 0 5 10 15 20 25 30

X-—axis = concentration (uM) of compound 6
Y—axis = % Cell Proliferation Inhibition
ICso> 25 uM

S71



11. The curves that we used to calculate the ICsy value for compound 6 against DU145
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12. The curves that we used to calculate the ICs value for compound 6 against LNCaP
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13. The curves that we used to calculate the ICsy value for compound 7 against PC-3
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14. The curves that we used to calculate the ICsy value for compound 7 against DU145
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15. The curves that we used to calculate the ICs value for compound 7 against LNCaP
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16. The curves that we used to calculate the ICsy value for compound 8 against PC-3

40
=11.166l -4.6896
35 - y 6 n(x)
/ R?=0.7602

; ,/
, e
20

/ ==@==Seriesl
15

N 4

——Log. (Series1)

50 / 5 10 15

20 25 30

X—axis = concentration (uM) of compound 8
Y—axis = % Cell Proliferation Inhibition
ICso> 25 uM

S79



y = 9.9854In(x) - 6.3863

R?=0.464

==@==Series1

——Log. (Series1)

25

30

-10

X-—axis = concentration (uM) of compound 8

Y—axis = % Cell Proliferation Inhibition

IC5() >25 HM

40
35
30
25
20
15

-10

y = 10.793In(x) - 5.1597
R?=0.694

/

=—@—Seriesl

——Log. (Series1)

15

20

25

30

X—axis = concentration (uM) of compound 8

Y—axis = % Cell Proliferation Inhibition

ICso > 25 uM

S80



17. The curves that we used to calculate the ICsy value for compound 8 against DU145
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18. The curves that we used to calculate the ICs value for compound 8 against LNCaP
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19. The curves that we used to calculate the ICsy value for compound 9 against PC-3
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20. The curves that we used to calculate the ICsy value for compound 9 against DU145
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21. The curves that we used to calculate the ICsy value for compound 9 against LNCaP
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22. The curves that we used to calculate the ICsy value for compound 11 against PC-3
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23. The curves that we used to calculate the ICsy value for compound 11 against DU145
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24. The curves that we used to calculate the ICs value for compound 11 against LNCaP
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25. The curves that we used to calculate the ICsy value for compound 12 against PC-3
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26. The curves that we used to calculate the ICsy value for compound 12 against DU145
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27. The curves that we used to calculate the ICsy value for compound 12 against LNCaP
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28. The curves that we used to calculate the ICsy value for compound 13 against PC-3
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29. The curves that we used to calculate the ICsy value for compound 13 against DU145
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30. The curves that we used to calculate the ICs value for compound 13 against LNCaP
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