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Figure 1. Intermolecular interaction analyses of known ligands of four signal proteins: PI3K (a), 
caspase 9 (b), IκB (c), and Keap1 (d). Predicted molecular docking-based interactions of Myr were 

compared with these available target proteins of known ligands, which revealed similar types of 
interacting amino acid residues involved in several intermolecular interactions as obtained for Myr. 

 


