Figure S1. The local structure of the mutation system named SNO, SN1, SN2, SN3. The non-

mutated ones are shown in blue, the mutated ones are shown in red. W140 are in yellow.




Figure S2. The position of the residues with large changes in RMSF in the protein structure (SNO,

SN1, SN2, SN3).
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Figure S3. Secondary structure of mutation systems during the 20ns.



Figure S4. Structural comparison of mutant systems.
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Figure S5. The residence dynamics of hydration water in mutation systems.
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Figure S6. The reorientation dynamics of hydration water in mutation systems.



