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Table S1. Complete sequences of applied oligonucleotides. Abbreviations mean the following: SX - (5'S)-
5'8-cyclo-2'-deoxyadenosine; RX - (5'R)-5'8-cyclo-2'-deoxyadenosine; SY - (5'S)-5'8-cyclo-2'-
deoxyguanosine; RY - (5'R)-5'8-cyclo-2'-deoxyguanosine; U — 2'-deoxyuridine.

Oligo End Sequence End
Matrix SA 3 GAGAACAGTCCTTATAACAGAGATACGAGGGTGGTTTCCG 5'
Matrix SA-A 3 GAGAACAGTCCTTATAACAGAGATACGAAGGTGGTTTCCG 5'
Matrix SG 3 GAGAACAGTCCTTATAACAGAGACACGAGGGTGGTTTCCG 5'
Matrix SG-A 3 GAGAACAGTCCTTATAACAGAGACACGAAGGTGGITTCCG 5'
dUo0 5' CTCTTGTCAGGAATATTGTCUCTATGCTCCCACCAAAGGC 3'
dU(-5)(+5)dA 5' CTCTTGTCAGGAATATTGUCTCTATGCTUCCACCAAAGGC 3
dU(-5)ScdA 5' CTCTTGTCAGGAATATTGUCTCTSXTGCTCCCACCAAAGGC 3
dU(+5)ScdA 5' CTCTTGTCAGGAATATTGTCTCTSXTGCTUCCACCAAAGGC 3
dU(-5)(+5)Scd A 5' CTCTTGTCAGGAATATTGUCTCTSXTGCTUCCACCAAAGGC 3
dU(-5)RcdA 5' CTCTTGTCAGGAATATTGUCTCTRXTGCTCCCACCAAAGGC 3
dU(+5)RcdA 5' CTCTTGTCAGGAATATTGTCTCTRXTGCTUCCACCAAAGGC 3
dU(-5)(+5)Rcd A 5' CTCTTGTCAGGAATATTGUCTCTRXTGCTUCCACCAAAGGC 3
dU(-5)ScdG 5' CTCTTGTCAGGAATATTGUCTCTSYTGCTCCCACCAAAGGC 3
dU(+5)ScdG 5' CTCTTGTCAGGAATATTGTCTCTSYTGCTUCCACCAAAGGC 3'
dU(-5)(+5)ScdG 5' CTCTTGTCAGGAATATTGUCTCTSYTGCTUCCACCAAAGGC 3
dU(-5)RcdG 5' CTCTTGTCAGGAATATTGUCTCTRYTGCTCCCACCAAAGGC 3
dU(+5)RcdG 5' CTCTTGTCAGGAATATTGTCTCTRYTGCTUCCACCAAAGGC 3
dU(-5)(+5)RcdG 5' CTCTTGTCAGGAATATTGUCTCTRYTGCTUCCACCAAAGGC 3
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Figure S1. Visualization of efficient labeling (ssDNA) and hybridization (dsDNA) of oligonucleotides.
Upper row of bands show 40-mer ds-DNA, lower row of bands show 40-mer ss-DNA. The order of tested
oligonucleotides was as follows: dU(-5)ScdA (lanes 5,6), dU(-5)RcdA (lanes 9,10) (A); dUO (lanes 1,2) (B);
dU(-5)(+5)dA (lanes 3,4), dU(+5)Scd A (lanes 5,6), dU(-5)(+5)ScdA (lanes 7,8), dU(+5)Rcd A (lanes 9,10),
dU(-5)(+5)Rcd A (lanes 11,12), dU(-5)ScdG (lanes 13,14), dU(+5)ScdG (lanes 15,16), dU(-5)(+5)ScdG (lanes
17,18), dU(-5)RcdG (lanes 19,20), dU(+5)RedG (lanes 21,22), dU(-5)(+5)RcdG (23,24) (C).
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Figure S2. Visualization of control cleavage assays of oligonucleotides by 0.5U UDG (A,C) or 0.5U hAPE1

(B,C). Single row of bands indicate no cleavage of ds-DNA by the enzymes used separately. (A) cleavage
of dUO by 0.5U UDG;, (B) cleavage of dUO by 0.5U hAPEL. (A) show 14 lanes each, which correspond to

reaction times 0, 1, 5, 10, 15, 20, 25, 30, 35, 40, 45, 50, 55, and 60 min starting from the left. (B) show 13 lanes

each, which correspond to reaction times 0, 1, 5, 10, 15, 20, 25, 30, 60, 90, 120, 150 and 180 min starting
from the left. (C) cleavage of dU(-5)ScdA (lane 5: 0 min; lane 6: 60 min) and dU(-5)RcdA (lane 9: 0 min;

lane 10: 60 min) by 0.5U UDG. (D) cleavage of dU(-5)ScdA (lane 7: 0 min; lane 8: 60 min) and dU(-5)RcdA

(lane 13: 0 min; lane 14: 60 min) by 0.5U hAPE1.
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Figure S3. Visualization of control cleavage assays of oligonucleotides by 0.5U UDG (A) or 0.5U hAPE1
(B). Single row of bands indicate no cleavage of ds-DNA by the enzymes used separately. For each
oligonucleotide the reaction times were 0 min (left lane of the pair) and 60 min (right lane of the pair) (A)
or 0 min (left lane of the pair) and 180 min (right lane of the pair) (B). The order of tested oligonucleotides
on both autoradiograms (A) and (B) was as follows: dU(-5)(+5)dA (lanes 3,4), dU(+5)Scd A (lanes 5,6), dU(-
5)(+5)ScdA (lanes 7,8), dU(+5)RcdA (lanes 9,10), dU(-5)(+5)RcdA (lanes 11,12), dU(-5)ScdG (lanes 13,14),
dU(+5)ScdG (lanes 15,16), dU(-5)(+5)ScdG (lanes 17,18), dU(-5)RcdG (lanes 19,20), dU(+5)RcdG (lanes
21,22), dU(-5)(+5)RcdG (23,24).
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Figure S4. Cleavage assay of dUO by 0.02U UDG and 0.5U hAPE1 (A,C,E) or 0.5U UDG and 0.02U
hAPE1 (B,D,F). (A), (C) and (E) show 14 lanes each, which correspond to reaction times 0, 1, 5, 10, 15, 20,
25, 30, 35, 40, 45, 50, 55, and 60 min starting from the left. (B), (D) and (F) show 13 lanes each, which
correspond to reaction times 0, 1, 5, 10, 15, 20, 25, 30, 60, 90, 120, 150 and 180 min starting from the left.
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Figure S5. Cleavage assay of dUO by 0.02U UDG and 0.5U hAPE1. The quantity loss of intact ssDNA
(blue) and the quantity increase of SSB-DNA (orange).
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Figure S6. Cleavage assay of dU0 by 0.5U UDG and 0.02U hAPE1.

(blue) and the quantity increase of SSB-DNA (orange).

The quantity loss of intact ssDNA
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Figure S7. Cleavage assay of dU(-5)(+5)dA by 0.02U UDG and 0.5U hAPE1 (A,C,E) or 0.5U UDG and
0.02U hAPE1 (B,D,F). (A), (C) and (E) show 14 lanes each, which correspond to reaction times 0, 1, 5, 10,
15, 20, 25, 30, 35, 40, 45, 50, 55, and 60 min starting from the left. (B), (D) and (F) show 13 lanes each,
which correspond to reaction times 0, 1, 5, 10, 15, 20, 25, 30, 60, 90, 120, 150 and 180 min starting from the
left.
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Figure S8. Cleavage assay of dU(-5)(+5)dA by 0.02U UDG and 0.5U hAPE1. The quantity loss of intact
ssDNA (blue), the quantity increase of SSB-DNA (orange) and an intermediate oligo fragment (grey).
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Figure S9. Cleavage assay of dU(-5)(+5)dA by 0.5U UDG and 0.02U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange).
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Figure S10. Cleavage assay of dU(-5)ScdA by 0.02U UDG and 0.5U hAPE1 (A,C,E) or 0.5U UDG and
0.02U hAPE1 (B,D,F). (A), (C) and (E) show 14 lanes each, which correspond to reaction times 0, 1, 5, 10,
15, 20, 25, 30, 35, 40, 45, 50, 55, and 60 min starting from the left. (B), (D) and (F) show 13 lanes each,
which correspond to reaction times 0, 1, 5, 10, 15, 20, 25, 30, 60, 90, 120, 150 and 180 min starting from the
left.
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Figure S11. Cleavage assay of dU(-5)ScdA by 0.02U UDG and 0.5U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange).
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Figure S12. Cleavage assay of dU(-5)ScdA by 0.5U UDG and 0.02U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange).
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Figure S13. Cleavage assay of dU(+5)ScdA by 0.02U UDG and 0.5U hAPE1 (A,C,E) or 0.5U UDG and
0.02U hAPE1 (B,D,F). (A), (C) and (E) show 14 lanes each, which correspond to reaction times 0, 1, 5, 10,
15, 20, 25, 30, 35, 40, 45, 50, 55, and 60 min starting from the left. (B), (D) and (F) show 13 lanes each,
which correspond to reaction times 0, 1, 5, 10, 15, 20, 25, 30, 60, 90, 120, 150 and 180 min starting from the
left.
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Figure S14. Cleavage assay of dU(+5)ScdA by 0.02U UDG and 0.5U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange).
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Figure S15. Cleavage assay of dU(+5)ScdA by 0.5U UDG and 0.02U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange).
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Figure S16. Cleavage assay of dU(-5)(+5)ScdA by 0.02U UDG and 0.5U hAPE1 (A,C,E) or 0.5U UDG and
0.02U hAPE1 (B,D,F). (A), (C) and (E) show 14 lanes each, which correspond to reaction times 0, 1, 5, 10,
15, 20, 25, 30, 35, 40, 45, 50, 55, and 60 min starting from the left. (B), (D) and (F) show 13 lanes each,
which correspond to reaction times 0, 1, 5, 10, 15, 20, 25, 30, 60, 90, 120, 150 and 180 min starting from the
left.
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Figure S17. Cleavage assay of dU(-5)(+5)ScdA by 0.02U UDG and 0.5U hAPE1. The quantity loss of
intact ssDNA (blue), the quantity increase of SSB-DNA (orange) and an intermediate oligo fragment

(grey).
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Figure S18. Cleavage assay of dU(-5)(+5)ScdA by 0.5U UDG and 0.02U hAPE1. The quantity loss of
intact ssDNA (blue) and the quantity increase of SSB-DNA (orange).
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Figure S19. Cleavage assay of dU(-5)RcdA by 0.02U UDG and 0.5U hAPE1 (A,C,E) or 0.5U UDG and
0.02U hAPE1 (B,D,F). (A), (C) and (E) show 14 lanes each, which correspond to reaction times 0, 1, 5, 10,
15, 20, 25, 30, 35, 40, 45, 50, 55, and 60 min starting from the left. (B), (D) and (F) show 13 lanes each,
which correspond to reaction times 0, 1, 5, 10, 15, 20, 25, 30, 60, 90, 120, 150 and 180 min starting from the
left.
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Figure S20. Cleavage assay of dU(-5)RcdA by 0.02U UDG and 0.5U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange).
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Figure S21. Cleavage assay of dU(-5)RcdA by 0.5U UDG and 0.02U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange).
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Figure S22. Cleavage assay of dU(+5)RcdA by 0.02U UDG and 0.5U hAPE1 (A,C,E) or 0.5U UDG and
0.02U hAPE1 (B,D,F). (A), (C) and (E) show 14 lanes each, which correspond to reaction times 0, 1, 5, 10,
15, 20, 25, 30, 35, 40, 45, 50, 55, and 60 min starting from the left. (B), (D) and (F) show 13 lanes each,
which correspond to reaction times 0, 1, 5, 10, 15, 20, 25, 30, 60, 90, 120, 150 and 180 min starting from the

left.
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Figure S23. Cleavage assay of dU(+5)RcdA by 0.02U UDG and 0.5U hAPE1. The quantity loss of intact

ssDNA (blue) and the quantity increase of SSB-DNA (orange).
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Figure S24. Cleavage assay of dU(+5)RcdA by 0.5U UDG and 0.02U hAPE1. The quantity loss of intact

ssDNA (blue) and the quantity increase of SSB-DNA (orange).
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Figure S25. Cleavage assay of dU(-5)(+5)RcdA by 0.02U UDG and 0.5U hAPE1 (A,CE) or 0.5U UDG and
0.02U hAPE1 (B,D,F). (A), (C) and (E) show 14 lanes each, which correspond to reaction times 0, 1, 5, 10,
15, 20, 25, 30, 35, 40, 45, 50, 55, and 60 min starting from the left. (B), (D) and (F) show 13 lanes each,
which correspond to reaction times 0, 1, 5, 10, 15, 20, 25, 30, 60, 90, 120, 150 and 180 min starting from the
left.
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Figure S26. Cleavage assay of dU(-5)(+5)RcdA by 0.02U UDG and 0.5U hAPE1. The quantity loss of
intact ssDNA (blue), the quantity increase of SSB-DNA (orange) and an intermediate oligo fragment
(grey).
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Figure S27. Cleavage assay of dU(-5)(+5)RcdA by 0.5U UDG and 0.02U hAPE1. The quantity loss of
intact ssDNA (blue) and the quantity increase of SSB-DNA (orange).
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Figure S28. Cleavage assay of dU(-5)ScdG by 0.02U UDG and 0.5U hAPE1 (A,C,E) or 0.5U UDG and
0.02U hAPE1 (B,D,F). (A), (C) and (E) show 14 lanes each, which correspond to reaction times 0, 1, 5, 10,
15, 20, 25, 30, 35, 40, 45, 50, 55, and 60 min starting from the left. (B), (D) and (F) show 13 lanes each,
which correspond to reaction times 0, 1, 5, 10, 15, 20, 25, 30, 60, 90, 120, 150 and 180 min starting from the
left.
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Figure S29. Cleavage assay of dU(-5)ScdG by 0.02U UDG and 0.5U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange).
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Figure S30. Cleavage assay of dU(-5)ScdG by 0.5U UDG and 0.02U hAPE1. The quantity loss of intact

ssDNA (blue) and the quantity increase of SSB-DNA (orange).
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Figure S31. Cleavage assay of dU(+5)ScdG by 0.02U UDG and 0.5U hAPE1 (A,C,E) or 0.5U UDG and
0.02U hAPE1 (B,D,F). (A), (C) and (E) show 14 lanes each, which correspond to reaction times 0, 1, 5, 10,
15, 20, 25, 30, 35, 40, 45, 50, 55, and 60 min starting from the left. (B), (D) and (F) show 13 lanes each,
which correspond to reaction times 0, 1, 5, 10, 15, 20, 25, 30, 60, 90, 120, 150 and 180 min starting from the

left.
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Figure S32. Cleavage assay of dU(+5)ScdG by 0.02U UDG and 0.5U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange).

120

100

80 -

60 -

@ Intact
4 Cleaved

Strand cleavage [%]

20

30 &0 Q0 120 150 180

Time [min]

Figure S33. Cleavage assay of dU(+5)ScdG by 0.5U UDG and 0.02U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange).
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Figure S34. Cleavage assay of dU(-5)(+5)ScdG by 0.02U UDG and 0.5U hAPE1 (A,C,E) or 0.5U UDG and
0.02U hAPE1 (B,D,F). (A), (C) and (E) show 14 lanes each, which correspond to reaction times 0, 1, 5, 10,
15, 20, 25, 30, 35, 40, 45, 50, 55, and 60 min starting from the left. (B), (D) and (F) show 13 lanes each,
which correspond to reaction times 0, 1, 5, 10, 15, 20, 25, 30, 60, 90, 120, 150 and 180 min starting from the
left.
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Figure S35. Cleavage assay of dU(-5)(+5)ScdG by 0.02U UDG and 0.5U hAPE1. The quantity loss of
intact ssDNA (blue), the quantity increase of SSB-DNA (orange) and an intermediate oligo fragment
(grey).
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Figure S36. Cleavage assay of dU(-5)(+5)ScdG by 0.5U UDG and 0.02U hAPE1. The quantity loss of
intact ssDNA (blue) and the quantity increase of SSB-DNA (orange).
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Figure S37. Cleavage assay of dU(-5)RcdG by 0.02U UDG and 0.5U hAPE1 (A,C,E) or 0.5U UDG and
0.02U hAPE1 (B,D,F). (A), (C) and (E) show 14 lanes each, which correspond to reaction times 0, 1, 5, 10,
15, 20, 25, 30, 35, 40, 45, 50, 55, and 60 min starting from the left. (B), (D) and (F) show 13 lanes each,
which correspond to reaction times 0, 1, 5, 10, 15, 20, 25, 30, 60, 90, 120, 150 and 180 min starting from the
left.
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Figure S38. Cleavage assay of dU(-5)RcdG by 0.02U UDG and 0.5U hAPE1. The quantity loss of intact

ssDNA (blue) and the quantity increase of SSB-DNA (orange).
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Figure S39. Cleavage assay of dU(-5)RcdG by 0.5U UDG and 0.02U hAPE1. The quantity loss of intact

ssDNA (blue) and the quantity increase of SSB-DNA (orange).
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Figure S40. Cleavage assay of dU(+5)RcdG by 0.02U UDG and 0.5U hAPE1 (A,C,E) or 0.5U UDG and
0.02U hAPE1 (B,D,F). (A), (C) and (E) show 14 lanes each, which correspond to reaction times 0, 1, 5, 10,
15, 20, 25, 30, 35, 40, 45, 50, 55, and 60 min starting from the left. (B), (D) and (F) show 13 lanes each,
which correspond to reaction times 0, 1, 5, 10, 15, 20, 25, 30, 60, 90, 120, 150 and 180 min starting from the
left.
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Figure S41. Cleavage assay of dU(+5)RcdG by 0.02U UDG and 0.5U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange).
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Figure S42. Cleavage assay of dU(+5)RcdG by 0.5U UDG and 0.02U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange).
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Figure S43. Cleavage assay of dU(-5)(+5)RcdG by 0.02U UDG and 0.5U hAPE1 (A,C,E) or 0.5U UDG and
0.02U hAPE1 (B,D,F) . (A), (C) and (E) show 14 lanes each, which correspond to reaction times 0, 1, 5, 10,
15, 20, 25, 30, 35, 40, 45, 50, 55, and 60 min starting from the left. (B), (D) and (F) show 13 lanes each,
which correspond to reaction times 0, 1, 5, 10, 15, 20, 25, 30, 60, 90, 120, 150 and 180 min starting from the
left.
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Figure S44. Cleavage assay of dU(-5)(+5)RedG by 0.02U UDG and 0.5U hAPE1L. The quantity loss of
intact ssDNA (blue), the quantity increase of SSB-DNA (orange) and an intermediate oligo fragment

(grey).
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Figure 545. Cleavage assay of dU(-5)(+5)RcdG by 0.5U UDG and 0.02U hAPE1. The quantity loss of
intact ssDNA (blue) and the quantity increase of SSB-DNA (orange).
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Figure S46. Mass spectrum of Matrix SA.
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Figure S47. Mass spectrum of dUO.
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Figure S48. Mass spectrum of dU(-5)(+5)dA.
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Figure 549. Mass spectrum of dU(-5)SA.
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Figure S50. Mass spectrum of dU(+5)SA.
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Figure S51. Mass spectrum of dU(-5)(+5)SA.
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Figure S52. Mass spectrum of dU(-5)RA.
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Figure S53. Mass spectrum of dU(+5)RA.
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Figure S54. Mass spectrum of dU(-5)(+5)RA.
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Figure S55. Mass spectrum of dU(-5)SG.
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Figure S56. Mass spectrum of dU(+5)SG.
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Figure S57. Mass spectrum of dU(-5)(+5)SG.
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Figure S58. Mass spectrum of dU(-5)RG.
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Figure S59. Mass spectrum of dU(+5)RG.

1: TOF M3 ES-

325e5

mase



180817_dU(-5)+5)RdG_p1 17 {0.187) M1 [Ev-230158 1t11] {Sp,0.020,1086-1831,0.05 130, R30); Sb (25.25.00 ; Cm (2:126) 1- TOF M5 ES-

- 5
100 12133 2004 522e5
B
12220 3506
-
12066.5508
- 12048 7510,
12257.8508
81008504 11856.8504
Boet. “i 1IJST'5|.45EIE
o I'|' T 1y T I.I' T _III Tt T T T T T llllL T T T* T T T T T mass
4000 5000 8000 rooo 2000 2000 10000 11000 12000 13000 14000

Figure S60. Mass spectrum of dU(-5)(+5)RG.



120 -
100 + ; i =9
80 -

B0 -
® Intact
A& Cleaved

Strand cleavage [%]

20 A

o 4" i HH

10 20 30 40 50 B0

Time [min]

Figure S61. Cleavage assay of dUO by 0.02U UDG and 0.5U hAPE1. The quantity loss of intact ssDNA
(blue) and the quantity increase of SSB-DNA (orange). Error bars are shown.
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Figure S62. Cleavage assay of dUO by 0.5U UDG and 0.02U hAPE1. The quantity loss of intact ssDNA
(blue) and the quantity increase of SSB-DNA (orange). Error bars are shown.
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Figure S63. Cleavage assay of dU(-5)(+5)dA by 0.02U UDG and 0.5U hAPE1. The quantity loss of intact
ssDNA (blue), the quantity increase of SSB-DNA (orange) and an intermediate oligo fragment (grey).
Error bars are shown.
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Figure S64. Cleavage assay of dU(-5)(+5)dA by 0.5U UDG and 0.02U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange). Error bars are shown.
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Figure S65. Cleavage assay of dU(-5)ScdA by 0.02U UDG and 0.5U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange). Error bars are shown.
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Figure S66. Cleavage assay of dU(-5)ScdA by 0.5U UDG and 0.02U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange). Error bars are shown.
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Figure S67. Cleavage assay of dU(+5)ScdA by 0.02U UDG and 0.5U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange). Error bars are shown.
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Figure S68. Cleavage assay of dU(+5)ScdA by 0.5U UDG and 0.02U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange). Error bars are shown.
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Figure S69. Cleavage assay of dU(-5)(+5)ScdA by 0.02U UDG and 0.5U hAPE1. The quantity loss of
intact ssDNA (blue), the quantity increase of SSB-DNA (orange) and an intermediate oligo fragment
(grey). Error bars are shown.
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Figure S70. Cleavage assay of dU(-5)(+5)ScdA by 0.5U UDG and 0.02U hAPE1. The quantity loss of
intact ssDNA (blue) and the quantity increase of SSB-DNA (orange). Error bars are shown.
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Figure S71. Cleavage assay of dU(-5)RcdA by 0.02U UDG and 0.5U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange). Error bars are shown.
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Figure S72. Cleavage assay of dU(-5)RcdA by 0.5U UDG and 0.02U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange). Error bars are shown.
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Figure S73. Cleavage assay of dU(+5)RcdA by 0.02U UDG and 0.5U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange). Error bars are shown.
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Figure S74. Cleavage assay of dU(+5)RcdA by 0.5U UDG and 0.02U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange). Error bars are shown.
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Figure S75. Cleavage assay of dU(-5)(+5)RcdA by 0.02U UDG and 0.5U hAPE1. The quantity loss of
intact ssDNA (blue), the quantity increase of SSB-DNA (orange) and an intermediate oligo fragment
(grey). Error bars are shown.
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Figure S76. Cleavage assay of dU(-5)(+5)RcdA by 0.5U UDG and 0.02U hAPE1. The quantity loss of
intact ssDNA (blue) and the quantity increase of SSB-DNA (orange). Error bars are shown.
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Figure S77. Cleavage assay of dU(-5)ScdG by 0.02U UDG and 0.5U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange). Error bars are shown.
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Figure S78. Cleavage assay of dU(-5)ScdG by 0.5U UDG and 0.02U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange). Error bars are shown.
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Figure S79. Cleavage assay of dU(+5)ScdG by 0.02U UDG and 0.5U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange). Error bars are shown.
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Figure S80. Cleavage assay of dU(+5)ScdG by 0.5U UDG and 0.02U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange). Error bars are shown.
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Figure S81. Cleavage assay of dU(-5)(+5)ScdG by 0.02U UDG and 0.5U hAPEL. The quantity loss of
intact ssDNA (blue), the quantity increase of SSB-DNA (orange) and an intermediate oligo fragment
(grey). Error bars are shown.
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Figure 582. Cleavage assay of dU(-5)(+5)ScdG by 0.5U UDG and 0.02U hAPEL. The quantity loss of
intact ssDNA (blue) and the quantity increase of SSB-DNA (orange). Error bars are shown.
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Figure S83. Cleavage assay of dU(-5)RcdG by 0.02U UDG and 0.5U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange). Error bars are shown.
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Figure S84. Cleavage assay of dU(-5) RcdG by 0.5U UDG and 0.02U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange). Error bars are shown.
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Figure S85. Cleavage assay of dU(+5) RedG by 0.02U UDG and 0.5U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange). Error bars are shown.
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Figure S86. Cleavage assay of dU(+5) RedG by 0.5U UDG and 0.02U hAPE1. The quantity loss of intact
ssDNA (blue) and the quantity increase of SSB-DNA (orange). Error bars are shown.
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Figure S87. Cleavage assay of dU(-5)(+5) RcdG by 0.02U UDG and 0.5U hAPEL. The quantity loss of
intact ssDNA (blue), the quantity increase of SSB-DNA (orange) and an intermediate oligo fragment
(grey). Error bars are shown.

100

Strand cleavage [%]

120 A

80 -

el -

40 -

20 A

® Intact
4 Cleaved

a:

Time [min]

120 150 180

Figure S88. Cleavage assay of dU(-5)(+5) RedG by 0.5U UDG and 0.02U hAPE1. The quantity loss of
intact ssDNA (blue) and the quantity increase of SSB-DNA (orange). Error bars are shown.




Table S2. Raw numerical data of UDG cleavage assays obtained from Quantity One software.

ongo [T‘::] 1 ‘ 2 ‘ 3 I Avg ‘ SD 1 ’ 2 ‘ 3 I Avg | SD 1 ‘ 2 ‘ 3 ‘ Avg ‘ SD
Intact oligonucleotide [%] Cleaved strand [%] Intermediate fragment [%]
Native control oligonucleotides
0 100,00 | 100,00 99,93 99,98 0,04 0,00 0,00 0,07 0,02 0,04
1 100,00 99,75 99,69 99,81 0,17 0,00 0,25 0,31 0,19 0,17
5 95,16 80,34 74,26 83,25 10,75 4,84 19,66 25,74 | 16,75 | 10,75
10 77,13 67,90 62,99 69,34 7,18 22,87 32,10 37,01 30,66 7,18
15 66,07 53,91 49,78 56,59 8,47 33,93 46,09 50,22 43,41 8,47
20 59,68 | 46,89 | 42,35 | 4964 | 899 | 40,32 | 53,11 | 57,65 | 50,36 | 8,99
25 60,31 3645 | 27,19 | 41,32 | 17,09 | 39,69 | 6355 | 72,81 | 5868 | 17,09
duo
30 47,44 28,22 23,99 33,22 12,50 | 52,56 71,78 76,01 | 66,78 | 12,50
35 8,89 1,95 1,14 3,99 4,26 91,11 98,05 98,86 | 96,01 4,26
40 1,96 1,11 4,85 2,64 1,96 98,04 98,89 95,15 | 97,36 1,96
45 2,43 1,91 2,91 2,41 0,50 97,57 98,09 97,09 | 97,59 0,50
50 1,77 0,35 1,59 1,24 0,78 98,23 99,65 98,41 | 98,76 0,78
55 5,60 0,00 1,10 2,23 2,97 94,40 | 100,00 | 98,90 | 97,77 2,97
60 2,78 0,16 0,81 1,25 1,37 97,22 99,84 99,19 98,75 1,37
0 100,00 99,78 99,75 99,84 0,14 0,00 0,22 0,25 0,16 0,14 0,00 0,00 0,00 0,00 0,00
1 99,21 97,65 | 9576 | 9754 | 1,73 | 0,40 1,17 1,92 1,16 | 076 | 039 1,18 | 232 1,30 | 097
5 6508 | 51,87 | 6452 | 6049 | 747 | 11,82 | 1959 | 14,02 | 1515 | 4,01 | 23,11 | 2854 | 21,46 | 2437 | 3,70
10 47,80 46,66 34,77 43,08 7,22 21,53 23,94 30,89 | 2545 4,86 30,67 | 29,40 | 34,34 | 31,47 2,57
15 41,20 26,99 15,87 28,02 12,70 | 25,90 36,84 46,44 | 36,39 | 10,28 | 32,90 | 36,18 | 37,70 | 3559 2,45
20 21,33 13,86 2,91 12,70 9,26 40,85 46,75 64,31 | 50,64 | 12,20 | 37,82 | 39,38 | 32,78 | 36,66 3,45
dU(5) 25 7,08 9,90 2,39 6,46 3,79 54,49 50,38 65,95 | 56,94 8,07 38,43 | 39,72 | 31,66 | 36,60 4,33
(5)dA 30 7,16 5,19 1,60 4,65 2,82 54,68 57,38 7559 | 62,55 | 11,37 | 38,16 | 37,43 | 22,81 | 32,80 8,66
35 1,84 3,39 1,49 2,24 1,01 94,17 63,76 96,88 | 84,94 | 18,39 3,99 32,85 1,64 12,82 | 17,38
40 2,03 4,22 0,67 2,31 1,79 89,76 61,27 98,66 | 83,23 | 19,53 8,21 34,51 0,67 14,46 | 17,77
45 1,73 4,80 1,06 2,53 2,00 89,75 61,32 94,10 81,72 17,80 8,51 33,88 4,84 15,74 15,81
50 2,65 3,28 0,70 2,21 1,35 | 8587 | 9444 | 9798 | 9276 | 622 | 11,48 | 2,28 | 1,33 | 503 | 561
55 14,17 2,15 0,68 5,67 740 | 46,93 | 77,23 | 99,22 | 7446 | 2625 | 3889 | 20,62 | 010 | 19,87 | 19,40
60 1,02 1,91 0,37 1,10 0,77 92,92 76,24 99,13 | 89,43 | 11,84 6,06 21,85 0,50 9,47 11,08
ScdA
0 99,99 99,99 99,77 99,92 0,12 0,01 0,01 0,23 0,08 0,12
1 99,96 100,00 99,70 99,88 0,16 0,04 0,00 0,30 0,12 0,16
5 99,69 99,91 88,48 96,03 6,54 0,31 0,09 11,52 3,97 6,54
10 95,54 82,16 64,86 80,85 15,38 4,46 17,84 3514 | 19,15 | 15,38
dU(-5)ScdA
15 87,94 75,66 57,04 73,54 15,56 12,06 24,34 42,96 26,46 15,56
20 70,53 59,95 33,00 54,49 19,35 29,47 40,05 67,00 45,51 19,35
25 60,73 | 41,06 | 2077 | 40,85 | 19,98 | 39,27 | 5894 | 79,23 | 59,15 | 19,98
30 56,82 | 88,05 | 2424 | 5637 | 31,91 | 4318 | 11,95 | 7576 | 43,63 | 31,91




35 3,16 14,25 30,85 16,09 | 13,94 | 96,84 | 8575 | 69,15 | 8391 | 13,94
40 20,20 25,36 3,67 16,41 11,33 | 79,80 | 74,64 96,33 | 83,59 | 11,33
45 22,61 3,08 1,97 9,22 11,61 | 77,39 | 96,92 98,03 | 90,78 | 11,61
50 14,48 5,66 5,26 8,47 5,21 8552 | 94,34 94,74 | 91,53 | 5,21
55 15,14 6,05 5,41 8,87 5,44 84,86 | 93,95 94,59 | 91,13 | 544
60 11,03 14,64 4,79 10,16 4,99 88,97 | 8536 9521 | 89,84 | 4,99
0 99,53 99,84 100,00 99,79 0,24 0,47 0,16 0,00 0,21 0,24
1 97,73 98,36 99,04 98,37 0,66 2,27 1,64 0,96 1,63 0,66
5 47,91 44,18 24,11 38,73 12,80 52,09 55,82 75,89 61,27 12,80
10 27,41 25,20 13,99 22,20 719 | 72,59 | 7480 | 86,01 | 77,80 | 7,19
15 15,83 8,11 3,97 9,30 6,02 | 84,17 | 91,89 | 9603 | 90,70 | 6,02
20 7,72 7,11 3,69 6,17 2,17 92,28 92,89 96,31 93,83 2,17
25 8,46 4,89 2,50 5,28 3,00 91,54 | 9511 97,50 | 94,72 | 3,00
dU(+5)ScdA
30 533 2,83 11,76 6,64 4,61 94,67 | 97,17 88,24 | 93,36 | 4,61
35 4,06 1,98 2,30 2,78 1,12 95,94 98,02 97,70 97,22 1,12
40 4,00 1,89 1,86 2,58 1,23 96,00 | 98,11 98,14 | 97,42 1,23
45 3,16 2,00 2,53 2,56 0,58 96,84 | 98,00 97,47 | 97,44 | 0,58
50 3,10 2,12 2,39 2,54 0,51 96,90 | 97,88 97,61 | 97,46 | 0,51
55 3,29 1,59 2,30 2,39 0,86 96,71 98,41 97,70 97,61 0,86
60 3,95 1,82 1,78 2,52 1,24 | 9605 | 9818 | 9822 | 97,48 | 1,24
0 99,88 99,35 99,69 99,64 0,27 0,10 0,00 0,18 0,10 0,09 0,02 0,65 0,13 0,26 0,34
1 96,43 94,16 92,95 94,51 1,77 1,62 1,70 2,81 2,04 0,66 1,95 4,14 4,25 3,44 1,30
5 44,86 32,84 33,11 36,93 6,86 27,72 | 32,83 29,42 | 29,99 | 2,60 | 27,42 | 34,34 | 37,47 | 33,08 | 514
10 35,54 30,60 33,36 33,17 2,47 34,32 | 34,69 29,55 | 32,85 | 2,87 | 30,14 | 3471 | 37,09 | 33,98 | 3,53
15 27,50 12,45 7,33 15,76 10,48 | 39,94 | 4531 58,95 | 48,07 | 9,80 | 32,56 | 42,24 | 33,72 | 36,17 | 529
20 5,90 4,75 5,47 5,38 0,58 60,58 | 58,38 60,13 | 59,70 1,16 | 3352 | 3687 | 34,40 | 34,93 1,74
4U5) 25 4,81 3,37 3,21 3,80 0,88 62,26 | 64,55 69,85 | 6556 | 3,89 | 3293 | 32,08 | 2694 | 30,65 | 3,24
(+5)ScdAr 30 4,10 2,11 1,66 2,63 1,30 67,78 | 79,07 7632 | 7439 | 589 | 2812 | 18,82 | 22,02 | 22,98 | 4,73
35 1,61 2,04 1,23 1,63 0,40 97,45 | 95,79 97,77 | 97,00 1,06 0,94 2,17 0,99 1,36 0,69
40 1,43 1,79 1,08 1,43 035 | 97,93 | 8860 | 9824 | 9492 | 5,48 0,63 9,62 0,67 3,64 517
45 1,62 1,19 0,95 1,26 034 | 9499 | 9551 | 9823 | 96,24 | 1,74 3,39 3,30 0,82 2,50 1,46
50 2,32 1,10 0,97 1,46 0,75 92,31 97,55 98,11 | 9599 | 3,20 5,37 1,35 0,92 2,54 2,45
55 11,07 1,42 0,97 4,49 5,70 73,60 | 96,71 97,02 | 89,11 | 13,43 | 1533 1,87 2,02 6,40 7,73
60 1,75 0,86 0,58 1,06 0,61 97,31 97,68 98,47 | 97,82 | 0,59 0,94 1,47 0,95 1,12 0,30
RedA
0 100,00 | 100,00 | 99,97 99,99 0,02 0,00 0,00 0,03 0,01 0,02
1 99,93 99,91 98,58 99,47 0,77 0,07 0,09 1,42 0,53 0,77
5 93,37 95,63 53,90 80,97 23,47 6,63 4,37 46,10 19,03 23,47
dU(-5)RcdA
10 63,87 60,52 40,45 54,95 12,67 36,13 39,48 59,55 45,05 12,67
15 45,57 42,05 16,38 3467 | 1593 | 5443 | 57,95 | 83,62 | 6533 | 1593
20 45,60 32,78 6,76 2838 | 19,79 | 54,40 | 67,22 | 9324 | 71,62 | 19,79




25 1570 | 2584 5,33 1562 | 10,26 | 8430 | 7416 | 9467 | 8438 | 1026
30 7,32 16,19 6,60 10,04 5,34 92,68 83,81 93,40 | 89,96 5,34
35 4,37 2,76 1,09 2,74 1,64 95,63 97,24 98,91 97,26 1,64
40 4,31 2,10 0,75 2,39 1,80 95,69 97,90 99,25 | 97,61 1,80
45 3,19 1,48 1,60 2,09 0,95 96,81 98,52 98,40 | 97,91 0,95
50 0,66 0,20 2,23 1,03 1,06 99,34 99,80 97,77 | 98,97 1,06
55 8,25 0,23 0,30 2,93 4,61 91,75 99,77 99,70 | 97,07 4,61
60 0,40 0,54 1,40 0,78 0,54 99,60 99,46 98,60 99,22 0,54
0 98,00 100,00 99,96 99,32 1,14 2,00 0,00 0,04 0,68 1,14
1 93,74 | 100,00 | 97,15 | 96,9 | 313 | 6,26 0,00 285 | 304 | 313
5 6028 | 6996 | 6817 | 6614 | 515 | 3972 | 30,04 | 31,83 | 338 | 515
10 58,21 56,61 58,63 57,82 1,07 41,79 43,39 41,37 | 42,18 1,07
15 47,38 53,60 47,52 49,50 3,55 52,62 46,40 52,48 | 50,50 3,55
20 37,08 38,67 30,48 35,41 4,34 62,92 61,33 69,52 | 64,59 4,34
25 29,29 16,94 28,51 24,91 6,92 70,71 83,06 71,49 | 75,09 6,92
dU(+5)RedA
30 31,07 30,72 7,10 22,96 13,74 | 68,93 69,28 92,90 | 77,04 13,74
35 18,54 28,67 6,11 17,78 11,30 81,46 71,33 93,89 | 82,22 11,30
40 15,70 9,85 7,17 10,91 4,36 84,30 90,15 92,83 | 89,09 4,36
45 16,57 10,67 10,43 12,56 3,48 83,43 89,33 89,57 87,44 3,48
50 16,43 | 21,69 9,58 1590 | 607 | 8357 | 7831 | 90,42 | 8410 | 6,07
55 1999 | 2233 | 1644 | 1959 | 297 | 80,01 | 7767 | 8356 | 8041 | 297
60 17,38 26,08 19,06 20,84 4,61 82,62 73,92 80,94 | 79,16 4,61
0 96,30 98,74 99,39 98,14 1,63 1,32 1,26 0,61 1,06 0,40 2,39 0,00 0,00 0,80 1,38
1 90,05 96,04 97,61 94,57 3,99 3,95 3,18 2,39 3,17 0,78 6,00 0,77 0,00 2,26 3,26
5 62,61 69,34 74,71 68,89 6,06 17,39 15,42 11,34 14,72 3,09 19,99 15,25 13,95 16,40 3,18
10 51,42 50,37 48,27 50,02 1,60 23,19 24,24 25,08 | 24,17 0,95 25,38 25,39 | 26,65 25,81 0,73
15 46,64 37,28 50,58 44,83 6,83 25,81 32,79 23,43 | 27,34 4,86 27,55 29,93 | 25,99 27,82 1,99
20 38,20 42,14 34,23 38,19 3,96 31,09 30,18 34,70 | 31,99 2,39 30,71 27,68 | 31,07 | 29,82 1,87
du(s) 25 38,02 28,14 30,51 32,22 5,16 31,19 42,33 37,87 | 37,13 5,61 30,79 29,53 | 31,62 | 30,65 1,05
(+5)RedAr 30 3701 | 1683 | 1679 | 2355 | 11,66 | 32,06 | 5508 | 53,09 | 46,75 | 12,75 | 30,92 | 28,08 | 30,12 | 29,71 | 1,46
35 11,81 16,26 6,47 11,51 4,90 64,33 56,96 84,92 68,74 14,49 23,86 26,78 8,61 19,75 9,76
40 15,19 18,51 14,51 16,07 2,14 59,12 56,14 68,96 61,41 6,71 25,70 25,35 16,52 22,52 5,20
45 15,30 16,52 14,89 15,57 0,85 61,20 65,60 67,82 | 64,87 3,37 23,50 17,87 | 17,29 19,55 3,43
50 20,33 72,72 12,86 35,30 32,62 59,59 15,05 82,73 | 52,46 | 34,39 | 20,08 12,23 4,42 12,24 7,83
55 18,47 20,24 19,75 19,48 0,91 77,66 74,81 74,69 | 75,72 1,68 3,87 4,96 5,56 4,80 0,86
60 18,91 20,22 24,97 21,36 3,19 70,21 73,77 70,65 | 71,54 1,94 10,88 6,02 4,38 7,09 3,38
ScdG
0 99,67 100,00 100,00 99,89 0,19 0,33 0,00 0,00 0,11 0,19
1 99,62 99,86 99,86 99,78 0,14 0,38 0,14 0,14 0,22 0,14
dU(-5)5cdG
5 90,11 | 8376 | 7797 | 8395 | 607 | 98 | 1624 | 2203 | 1605 | 6,07
10 6894 | 6308 | 5322 | 61,75 | 794 | 31,06 | 3692 | 46,78 | 3825 | 7,94




15 59,41 | 50,49 | 4570 | 51,87 | 696 | 4059 | 49,51 | 5430 | 4813 | 69
20 43,19 | 4098 | 3852 | 409 | 233 | 5681 | 59,02 | 61,48 | 59,10 | 2,33
25 3571 | 3987 | 27,87 | 3449 | 609 | 6429 | 60,13 | 72,13 | 6551 | 6,09
30 27,86 | 3042 | 1396 | 2408 | 886 | 72,14 | 69,58 | 86,04 | 7592 | 886
35 10,74 0,85 2,69 4,76 526 | 89,26 | 99,15 | 97,31 | 9524 | 526
40 11,84 0,26 10,09 7,39 624 | 88,16 | 9974 | 89,91 | 92,61 | 624
45 17,18 3,47 1234 | 11,00 | 695 | 82,82 | 9653 | 87,66 | 89,00 | 695
50 6,59 3,02 4,19 4,60 1,82 | 9341 | 9698 | 9581 | 9540 | 1,82
55 7,45 5,34 4,59 5,79 1,48 | 92,55 | 94,66 | 9541 | 9421 | 1,48
60 1,84 6,83 0,74 3,14 325 | 9816 | 9317 | 99,26 | 9686 | 325
0 100,00 | 100,00 | 100,00 | 100,00 | 0,00 | 0,00 0,00 0,00 | 000 | 0,00
1 100,00 | 99,81 | 100,00 | 99,94 | 0,11 | 0,00 0,19 000 | 006 | 0,111
5 7755 | 7842 | 67,68 | 7455 | 596 | 22,45 | 21,58 | 3232 | 2545 | 59
10 6330 | 5853 | 37,58 | 53,14 | 1368 | 3670 | 41,47 | 6242 | 46,86 | 13,68
15 49,94 | 3641 | 2840 | 3825 | 10,88 | 50,06 | 6359 | 71,60 | 61,75 | 10,88
20 34,68 | 2864 | 1519 | 2617 | 998 | 6532 | 71,36 | 84,81 | 73,83 | 9,98
25 27,97 | 2331 | 1994 | 2374 | 403 | 72,03 | 7669 | 80,06 | 7626 | 4,03
dU(+5)ScdG
30 24,12 | 11,10 1,12 1211 | 11,54 | 75,88 | 8890 | 98,88 | 87,89 | 11,54
35 0,24 0,85 0,08 0,39 040 | 9976 | 99,15 | 99,92 | 99,61 | 0,40
40 0,41 0,99 0,12 0,51 044 | 9959 | 99,01 | 99,88 | 99,49 | 0,44
45 0,74 1,05 0,16 0,65 045 | 9926 | 9895 | 99,84 | 99,35 | 045
50 1,12 0,75 0,25 0,70 044 | 9888 | 9925 | 99,75 | 99,30 | 0,44
55 0,36 0,88 0,25 0,50 034 | 9964 | 99,12 | 99,75 | 99,50 | 0,34
60 0,28 0,43 0,15 0,29 014 | 9972 | 9957 | 99,85 | 99,71 | 0,14
0 100,00 | 99,98 | 100,00 | 99,99 | 001 | 0,00 0,02 000 | 001 | 001 | 000 | 000 | 000 | 000 | 0,00
1 99,99 | 98,02 | 96,03 | 9802 | 1,98 | 001 1,04 1,34 | 079 | 070 | 000 | 095 | 263 | 1,19 | 1,33
5 7509 | 70,15 | 5962 | 6829 | 790 | 12,19 | 1635 | 19,99 | 16,18 | 3,90 | 1272 | 13,49 | 2038 | 1553 | 4,22
10 4810 | 31,26 | 3712 | 3882 | 855 | 2740 | 41,64 | 3257 | 3387 | 721 | 2450 | 27,0 | 3032 | 27,31 | 291
15 36,61 | 1685 | 2700 | 2682 | 989 | 3584 | 5374 | 3972 | 43,10 | 942 | 27,55 | 29,42 | 33,28 | 30,08 | 2,92
20 28,65 9,62 1537 | 17,88 | 976 | 4376 | 6252 | 49,99 | 52,09 | 955 | 27,58 | 27,86 | 34,64 | 30,03 | 4,00
4U(s) 25 15,57 2,98 27,08 | 1521 | 12,05 | 5543 | 72,70 | 40,73 | 56,29 | 16,01 | 29,00 | 24,31 | 32,19 | 2850 | 3,9
(+9)5¢dG 30 5,18 0,59 4,73 3,50 253 | 69,08 | 81,65 | 61,27 | 70,67 | 10,28 | 2573 | 17,76 | 34,00 | 2583 | 8,12
35 0,19 1,57 3,75 1,84 1,80 | 99,43 | 77,03 | 6320 | 79,89 | 1828 | 0,38 | 21,39 | 33,05 | 1827 | 1656
40 0,77 0,12 1,86 0,92 088 | 89,18 | 9483 | 7532 | 86,44 | 10,04 | 1005 | 505 | 22,82 | 12,64 | 9,16
45 10,05 0,19 0,41 3,55 563 | 6047 | 9508 | 99,51 | 8502 | 21,38 | 29,48 | 473 | 0,08 | 11,43 | 1581
50 0,51 0,01 0,43 0,32 027 | 8630 | 99,01 | 99,53 | 9495 | 749 | 13,19 | 097 | 004 | 474 | 734
55 0,12 0,02 0,72 0,29 038 | 90,66 | 99,98 | 9892 | 9652 | 510 | 923 | 000 | 036 | 320 | 522
60 0,29 0,04 0,40 0,24 018 | 9315 | 9979 | 9423 | 9572 | 356 | 656 | 017 | 537 | 403 | 340
RcdG
0 99,50 | 99,98 | 100,00 | 99,83 | 028 | 0,50 0,02 000 | 017 | 028
dU(-5)RedG
1 99,30 | 99,94 | 9936 | 9953 | 035 | 0,70 0,06 064 | 047 | 035




5 92,74 | 90,06 | 7541 | 86,07 | 933 | 7,26 994 | 2459 | 1393 | 933
10 7626 | 7053 | 52,30 | 6636 | 12,51 | 2374 | 2947 | 47,70 | 33,64 | 12,51
15 67,65 | 6508 | 3581 | 5618 | 17,69 | 32,35 | 3492 | 64,19 | 43,82 | 17,69
20 5852 | 4925 | 27,19 | 44,98 | 16,10 | 41,48 | 50,75 | 72,81 | 5502 | 16,10
25 50,10 | 5418 | 27,26 | 43,85 | 14,51 | 49,90 | 4582 | 72,74 | 56,15 | 14,51
30 49,96 | 2887 | 17,63 | 3215 | 1641 | 50,04 | 71,13 | 8237 | 67,85 | 1641
35 2,46 18,35 0,44 7,08 981 | 97,54 | 81,65 | 99,56 | 92,92 | 9,81
40 1494 | 12,85 2,81 1020 | 649 | 8506 | 8715 | 97,19 | 89,80 | 6,49
45 7,44 5,68 0,25 4,46 375 | 9256 | 9432 | 99,75 | 9554 | 3,75
50 5,95 6,94 1,33 4,74 299 | 9405 | 9306 | 9867 | 9526 | 2,99
55 1331 | 1321 1,28 927 | 692 | 8669 | 8679 | 9872 | 90,73 | 6,92
60 29,95 | 12,32 0,64 1431 | 1475 | 70,05 | 87,68 | 99,36 | 8569 | 14,75
0 100,00 | 99,84 | 100,00 | 99,95 | 0,09 | 0,00 0,16 000 | 005 | 0,09
1 99,91 | 96,95 | 100,00 | 9895 | 1,73 | 0,09 3,05 000 | 1,05 | 1,73
5 63,80 | 5879 | 8452 | 69,06 | 1362 | 36,11 | 41,21 | 1548 | 30,94 | 13,62
10 44,58 | 30,67 | 41,16 | 3880 | 725 | 5542 | 69,33 | 5884 | 61,20 | 7,25
15 28,67 | 23,51 | 1428 | 2215 | 729 | 71,33 | 7649 | 8572 | 77,85 | 7,29
20 12,14 5,01 3,72 695 | 453 | 87,86 | 9499 | 96,28 | 93,05 | 453
25 8,46 4,31 1,03 4,60 373 | 91,54 | 9569 | 9897 | 9540 | 3,73
dU(+5)RcdG
30 4,98 2,10 0,31 2,46 235 | 9502 | 97,90 | 99,69 | 97,54 | 2,35
35 0,94 1,99 0,19 1,04 090 | 9906 | 9801 | 99,81 | 989 | 0,90
40 7,00 2,49 0,02 317 | 354 | 9300 | 9751 | 99,98 | 9683 | 354
45 3,22 1,14 0,01 1,46 1,63 | 9678 | 9886 | 99,99 | 9854 | 1,63
50 1,42 1,54 0,03 0,99 084 | 9858 | 9846 | 99,97 | 99,01 | 0,84
55 0,40 1,87 0,10 0,79 095 | 99,60 | 98,13 | 99,90 | 99,21 | 0,95
60 0,38 1,20 0,01 0,53 061 | 9962 | 9880 | 99,99 | 99,47 | 0,61
0 99,71 | 99,79 | 99,86 | 99,79 | 008 | 0,12 0,00 003 | 005 | 007 | 016 | 021 | 011 | 016 | 0,05
1 8507 | 8278 | 8666 | 8484 | 1,95 | 6,12 7,44 59 | 649 | 082 | 882 | 978 | 741 | 867 | 1,19
5 51,45 | 46,45 | 48,63 | 4884 | 251 | 22,95 | 2688 | 2686 | 2556 | 2,27 | 2560 | 26,67 | 2451 | 2559 | 1,08
10 46,45 | 3040 | 2290 | 3325 | 1203 | 2697 | 3834 | 4829 | 37,87 | 10,67 | 2658 | 31,26 | 28,81 | 2888 | 2,34
15 2893 | 17,64 | 1896 | 21,84 | 617 | 3992 | 50,62 | 5459 | 4838 | 7,59 | 31,15 | 31,74 | 2645 | 29,78 | 2,90
20 19,99 | 10,09 | 1455 | 14,87 | 496 | 47,82 | 6454 | 6252 | 5829 | 9,13 | 32,19 | 2537 | 22,93 | 26,83 | 4,80
4Us) 25 17,60 464 | 2839 | 1687 | 11,89 | 52,92 | 79,70 | 48,10 | 60,24 | 17,02 | 29,48 | 1567 | 2351 | 22,88 | 6,93
(+5)RedG 30 3,98 8,59 6,57 6,38 231 | 77,03 | 7469 | 80,98 | 7757 | 3,18 | 1899 | 1671 | 1245 | 16,05 | 332
35 14,14 5,83 8,26 9,41 428 | 77,05 | 9226 | 8483 | 8471 | 760 | 880 | 191 | 691 | 58 | 356
40 32,14 9,71 21,77 | 21,21 | 11,22 | 56,58 | 87,56 | 69,15 | 71,10 | 1558 | 11,28 | 2,73 | 908 | 770 | 444
45 1896 | 12,18 | 17,79 | 1631 | 3,63 | 7247 | 8688 | 7465 | 7800 | 777 | 857 | 094 | 756 | 569 | 4,14
50 21,46 | 17,18 | 1597 | 1820 | 2,88 | 70,88 | 82,18 | 81,11 | 7806 | 624 | 766 | 064 | 291 | 374 | 358
55 24,19 | 3408 | 1304 | 2377 | 1053 | 7371 | 62,25 | 8216 | 7271 | 999 | 210 | 367 | 48 | 352 | 1,36
60 1973 | 23,10 | 1849 | 20,44 | 2,38 | 8027 | 7266 | 7910 | 7734 | 410 | 000 | 425 | 240 | 222 | 213




Table S3. Raw numerical data of hAPE1 cleavage assays obtained from Quantity One software.

) Time 1 ‘ 2 ‘ 3 ’ Avg ‘ SD 1 ‘ 2 ‘ 3 ‘ Avg ‘ SD
Oligo .
[min] Intact oligonucleotide [%] Cleaved strand [%]
Native control oligonucleotides
0 99,29 | 96,84 | 100,00 | 98,71 | 1,66 0,71 3,16 0,00 1,29 1,66
1 100,00 | 98,74 | 100,00 | 99,58 | 0,73 0,00 1,26 0,00 0,42 0,73
5 99,40 | 94,82 | 100,00 | 98,07 | 2,83 0,60 5,18 0,00 1,93 2,83
10 98,97 | 93,65 | 99,88 | 97,50 | 3,37 1,03 6,35 0,12 2,50 3,37
15 97,98 | 91,36 | 99,54 | 96,29 | 4,35 2,02 8,64 0,46 3,71 4,35
20 95,94 | 87,18 | 98,85 | 93,99 | 6,07 4,06 12,82 1,15 6,01 6,07
duo 25 92,19 | 84,92 | 97,08 | 91,40 | 6,12 7,81 15,08 2,92 8,60 6,12
30 79,20 | 61,86 | 70,79 | 70,62 | 8,67 | 20,80 | 3814 | 29,21 | 29,38 | 8,67
60 57,27 | 36,75 | 53,17 | 49,06 | 10,86 | 42,73 | 63,25 | 46,83 | 50,94 | 10,86
90 3305 | 27,38 | 3675 | 32,39 | 472 | 66,95 | 72,62 | 6325 | 67,61 | 4,72
120 12,49 3,99 0,56 5,68 6,14 | 8751 | 96,01 | 99,44 | 9432 | 6,14
150 5,95 0,00 0,32 2,09 3,35 | 94,05 | 100,00 | 99,68 | 9791 | 3,35
180 7,23 0,00 0,10 2,44 415 | 92,77 | 100,00 | 99,90 | 97,56 | 4,15
0 99,93 | 99,99 | 99,80 | 9991 | 0,10 0,07 0,01 0,20 0,09 0,10
1 100,00 | 100,00 | 99,92 | 99,97 | 0,04 0,00 0,00 0,08 0,03 0,04
5 99,84 | 97,84 | 96,09 | 9792 | 1,87 0,16 2,16 3,91 2,08 1,87
10 83,76 | 90,22 | 87,68 | 87,22 | 3,25 | 16,24 9,78 12,32 | 12,78 | 3,25
15 73,53 | 77,18 | 73,06 | 7459 | 2,26 | 26,47 | 22,82 | 2694 | 2541 | 2,26
20 59,71 | 60,79 | 63,61 | 61,37 | 2,02 | 40,29 | 39,21 | 36,39 | 38,63 | 2,02
(ci[;)(jz 25 55,73 | 50,66 | 64,42 | 56,94 | 6,96 | 44,27 | 49,34 | 3558 | 43,06 | 6,96
30 34,06 | 26,12 | 36,18 | 32,12 | 530 | 6594 | 73,88 | 63,82 | 67,88 | 530
60 8,14 6,86 10,33 8,44 1,75 | 91,86 | 93,14 | 89,67 | 91,56 | 1,75
90 0,18 1,45 0,00 0,54 0,79 | 99,82 | 98,55 | 100,00 | 99,46 | 0,79
120 0,02 2,71 0,00 0,91 1,56 | 99,98 | 97,29 | 100,00 | 99,09 | 1,56
150 0,36 1,20 0,00 0,52 0,62 | 99,64 | 9880 | 100,00 | 99,48 | 0,62
180 0,06 0,67 0,00 0,24 0,37 | 9994 | 99,33 | 100,00 | 99,76 | 0,37
ScdA
0 99,54 | 99,81 | 99,79 | 99,71 | 0,15 0,46 0,19 0,21 0,29 0,15
1 99,97 | 99,64 | 99,76 | 99,79 | 0,17 0,03 0,36 0,24 0,21 0,17
5 98,01 | 9831 | 99,15 | 98,49 | 0,59 1,99 1,69 0,85 1,51 0,59
10 96,38 | 96,36 | 98,04 | 96,93 | 0,96 3,62 3,64 1,96 3,07 0,96
15 93,24 | 91,40 | 96,01 | 93,55 | 2,32 6,76 8,60 3,99 6,45 2,32
dU(-5)ScdA
20 7857 | 8229 | 92,32 | 8439 | 711 | 2143 | 17,71 7,68 1561 | 7,11
25 7968 | 79,18 | 87,31 | 82,06 | 456 | 2032 | 2082 | 12,69 | 17,94 | 4,56
30 14,22 | 56,13 | 80,56 | 50,30 | 33,55 | 8578 | 43,87 | 19,44 | 49,70 | 33,55
60 13,09 6,79 9,32 9,73 3,17 | 86,91 | 93,21 | 90,68 | 9027 | 3,17
90 2,01 2,88 4,83 3,24 1,44 | 9799 | 9712 | 9517 | 96,76 | 1,44




120 1,41 0,78 0,63 0,94 0,41 98,59 99,22 99,37 99,06 0,41
150 0,71 0,90 2,06 1,22 0,73 99,29 99,10 97,94 98,78 0,73
180 0,67 0,67 0,42 0,59 0,15 99,33 99,33 99,58 99,41 0,15
0 100,00 | 100,00 | 99,84 99,95 0,09 0,00 0,00 0,16 0,05 0,09
1 99,89 97,76 98,85 98,83 1,07 0,11 2,24 1,15 1,17 1,07
5 88,41 88,56 90,93 89,30 1,41 11,59 11,44 9,07 10,70 1,41
10 75,35 65,81 70,51 70,56 4,77 24,65 34,19 29,49 29,44 4,77
15 57,09 51,77 | 51,38 53,41 3,18 42,91 48,23 48,62 46,59 3,18
20 52,08 41,53 43,19 45,60 5,67 47,92 58,47 56,81 54,40 5,67
dU(+5)ScdA 25 40,78 29,27 | 38,55 36,20 6,10 59,22 70,73 61,45 63,80 6,10
30 38,40 25,29 29,24 30,97 6,72 61,60 74,71 70,76 69,03 6,72
60 11,34 13,75 8,50 11,20 2,63 88,66 86,25 91,50 88,80 2,63
90 2,96 3,24 4,68 3,63 0,92 97,04 96,76 95,32 96,37 0,92
120 2,69 3,43 3,46 3,19 0,44 97,31 96,57 96,54 96,81 0,44
150 2,14 2,82 3,46 2,81 0,66 97,86 97,18 96,54 97,19 0,66
180 1,91 3,57 13,00 6,16 5,98 98,09 96,43 87,00 93,84 5,98
0 100,00 | 99,48 99,49 99,66 0,30 0,00 0,52 0,51 0,34 0,30
1 99,92 99,24 99,66 99,60 0,34 0,08 0,76 0,34 0,40 0,34
5 89,17 71,69 96,49 85,78 | 12,74 | 10,83 28,31 3,51 14,22 | 12,74
10 71,05 46,53 90,37 69,32 | 21,97 | 28,95 53,47 9,63 30,68 | 21,97
15 56,28 28,22 60,58 48,36 | 17,57 | 43,72 71,78 39,42 51,64 | 17,57
20 35,53 18,09 60,63 38,09 | 21,39 | 64,47 81,91 39,37 61,91 21,39
(ig;ii% 25 31,34 12,25 35,22 26,27 | 12,29 | 68,66 87,75 64,78 73,73 | 12,29
30 42,70 2,66 10,04 18,47 | 21,31 57,30 97,34 89,96 81,53 | 21,31
60 9,32 1,89 3,23 4,81 3,96 90,68 98,11 96,77 95,19 3,96
90 3,67 1,12 1,88 2,22 1,31 96,33 98,88 98,12 97,78 1,31
120 2,38 0,62 1,72 1,57 0,89 97,62 99,38 98,28 98,43 0,89
150 1,73 1,31 1,19 1,41 0,29 98,27 98,69 98,81 98,59 0,29
180 0,87 0,48 0,87 0,74 0,23 99,13 99,52 99,13 99,26 0,23
RcdA
0 99,89 99,85 97,23 98,99 1,52 0,11 0,15 2,77 1,01 1,52
1 99,79 99,34 94,37 97,83 3,01 0,21 0,66 5,63 2,17 3,01
5 91,32 76,60 78,02 81,98 8,12 8,68 23,40 21,98 18,02 8,12
10 76,77 51,80 37,80 55,46 | 19,74 | 23,23 48,20 62,20 4454 | 19,74
15 50,25 35,84 48,58 44,89 7,88 49,75 64,16 51,42 55,11 7,88
dU(-5)RcdA 20 31,83 11,18 10,53 17,85 | 12,12 | 68,17 88,82 89,47 82,15 | 12,12
25 27,93 10,01 4,91 14,28 | 12,09 | 72,07 89,99 95,09 85,72 | 12,09
30 8,27 3,20 1,25 4,24 3,63 91,73 96,80 98,75 95,76 3,63
60 0,10 0,68 0,40 0,39 0,29 99,90 99,32 99,60 99,61 0,29
90 0,14 0,76 0,36 0,42 0,31 99,86 99,24 99,64 99,58 0,31
120 0,30 0,90 0,20 0,47 0,38 99,70 99,10 99,80 99,53 0,38




150 0,33 0,87 0,23 0,48 0,34 99,67 99,13 99,77 99,52 0,34
180 0,59 1,13 0,05 0,59 0,54 99,41 98,87 99,95 99,41 0,54
0 99,98 99,91 99,83 99,90 0,08 0,02 0,09 0,17 0,10 0,08
1 97,00 94,31 94,40 95,24 1,53 3,00 5,69 5,60 4,76 1,53
5 81,86 79,20 73,89 78,32 4,06 18,14 20,80 26,11 21,68 4,06
10 70,97 62,27 60,04 64,43 5,78 29,03 37,73 39,96 35,57 5,78
15 62,09 87,61 44,78 64,83 | 21,55 | 37,91 12,39 55,22 35,17 | 21,55
20 50,36 41,04 41,99 44,46 5,13 49,64 58,96 58,01 55,54 513
dU(+5)RcdA 25 44,15 40,79 36,96 | 40,63 3,60 55,85 59,21 63,04 59,37 3,60
30 41,05 22,36 24,16 29,19 | 10,31 | 58,95 77,64 75,84 70,81 | 10,31
60 19,78 4,25 8,49 10,84 8,03 80,22 95,75 91,51 89,16 8,03
90 14,51 2,19 3,22 6,64 6,84 85,49 97,81 96,78 93,36 6,84
120 6,74 3,18 6,28 5,40 1,93 93,26 96,82 93,72 94,60 1,93
150 5,56 3,56 8,63 5,91 2,56 94,44 96,44 91,37 94,09 2,56
180 6,51 3,15 5,13 4,93 1,69 93,49 96,85 94,87 95,07 1,69
0 99,94 99,87 | 100,00 | 99,94 0,07 0,06 0,13 0,00 0,06 0,07
1 97,43 97,75 | 100,00 | 98,39 1,40 2,57 2,25 0,00 1,61 1,40
5 90,46 82,48 | 100,00 | 90,98 8,77 9,54 17,52 0,00 9,02 8,77
10 73,49 72,85 72,40 72,92 0,55 26,51 27,15 27,60 27,08 0,55
15 61,51 62,10 57,42 60,34 2,55 38,49 37,90 42,58 39,66 2,55
20 59,55 50,29 56,59 55,47 4,73 40,45 49,71 43,41 44,53 4,73
(+c513§‘11{(f(’:1) A 25 44,39 32,23 44,05 40,22 6,93 55,61 67,77 55,95 59,78 6,93
30 50,30 20,77 34,06 35,04 | 14,79 | 49,70 79,23 65,94 64,96 | 14,79
60 37,27 29,28 28,30 31,62 4,92 62,73 70,72 71,70 68,38 4,92
90 11,30 3,92 8,82 8,02 3,76 88,70 96,08 91,18 91,98 3,76
120 4,71 6,04 7,93 6,22 1,62 95,29 93,96 92,07 93,78 1,62
150 4,19 2,36 523 3,93 1,45 95,81 97,64 94,77 96,07 1,45
180 5,42 1,93 3,50 3,62 1,75 94,58 98,07 96,50 96,38 1,75
ScdG
0 99,87 | 100,00 | 99,77 99,88 0,11 0,13 0,00 0,23 0,12 0,11
1 100,00 | 100,00 | 99,69 99,90 0,18 0,00 0,00 0,31 0,10 0,18
5 89,73 98,93 95,28 94,65 4,63 10,27 1,07 4,72 5,35 4,63
10 74,02 91,22 83,61 82,95 8,62 25,98 8,78 16,39 17,05 8,62
15 57,17 79,51 69,58 68,75 | 11,19 | 42,83 20,49 30,42 31,25 | 11,19
20 44,84 67,24 61,06 57,71 11,57 | 55,16 32,76 38,94 42,29 | 11,57
dU(-5)ScdG
25 44,13 56,96 51,53 50,87 6,44 55,87 | 43,04 48,47 | 49,13 6,44
30 28,53 18,13 22,33 23,00 5,23 71,47 81,87 77,67 77,00 5,23
60 6,22 6,95 8,31 7,16 1,06 93,78 93,05 91,69 92,84 1,06
90 1,42 0,98 2,06 1,48 0,54 98,58 99,02 97,94 98,52 0,54
120 0,84 0,94 2,08 1,29 0,69 99,16 99,06 97,92 98,71 0,69
150 0,66 1,03 1,40 1,03 0,37 99,34 98,97 98,60 98,97 0,37




180 0,27 0,59 1,20 0,68 0,47 99,73 99,41 98,80 99,32 0,47
0 99,82 | 100,00 | 99,97 99,93 0,10 0,18 0,00 0,03 0,07 0,10
1 94,37 | 100,00 | 99,17 97,85 3,04 5,63 0,00 0,83 2,15 3,04
5 81,24 97,00 86,87 88,37 7,99 18,76 3,00 13,13 11,63 7,99
10 69,39 74,92 67,07 70,46 4,03 30,61 25,08 32,93 29,54 4,03
15 54,72 61,49 64,31 60,17 4,93 45,28 38,51 35,69 39,83 4,93
20 43,52 30,93 40,15 38,20 6,52 56,48 69,07 59,85 61,80 6,52
dU(+5)ScdG 25 40,68 28,94 35,90 35,17 591 59,32 71,06 64,10 64,83 591
30 22,03 5,98 9,56 12,52 8,42 77,97 94,02 90,44 87,48 8,42
60 5,41 0,00 2,23 2,55 2,72 94,59 | 100,00 | 97,77 97,45 2,72
90 0,75 0,00 0,33 0,36 0,37 99,25 | 100,00 | 99,67 99,64 0,37
120 0,75 0,00 1,35 0,70 0,68 99,25 | 100,00 | 98,65 99,30 0,68
150 0,90 0,00 0,23 0,38 0,47 99,10 | 100,00 | 99,77 99,62 0,47
180 0,62 0,00 0,29 0,30 0,31 99,38 | 100,00 | 99,71 99,70 0,31
0 99,99 | 100,00 | 100,00 | 100,00 | 0,00 0,01 0,00 0,00 0,00 0,00
1 99,57 | 100,00 | 99,98 99,85 0,24 0,43 0,00 0,02 0,15 0,24
5 87,73 99,95 97,74 95,14 6,51 12,27 0,05 2,26 4,86 6,51
10 74,06 86,44 86,05 82,18 7,03 25,94 13,56 13,95 17,82 7,03
15 60,77 68,02 61,17 63,32 4,07 39,23 31,98 38,83 36,68 4,07
20 47,50 47,50 49,65 48,21 1,24 52,50 52,50 50,35 51,79 1,24
(iI;S(;Z)G 25 38,59 57,63 43,18 46,47 9,94 61,41 42,37 56,82 53,53 9,94
30 29,64 21,44 22,35 24,48 4,49 70,36 78,56 77,65 75,52 4,49
60 10,72 4,81 17,49 11,01 6,35 89,28 95,19 82,51 88,99 6,35
90 2,57 0,75 0,77 1,36 1,05 97,43 99,25 99,23 98,64 1,05
120 0,85 0,01 0,17 0,34 0,44 99,15 99,99 99,83 99,66 0,44
150 0,59 0,00 0,01 0,20 0,34 99,41 | 100,00 | 99,99 99,80 0,34
180 2,43 0,11 0,00 0,85 1,37 97,57 99,89 | 100,00 | 99,15 1,37
RcdG
0 100,00 | 100,00 | 100,00 | 100,00 | 0,00 0,00 0,00 0,00 0,00 0,00
1 100,00 | 100,00 | 100,00 | 100,00 | 0,00 0,00 0,00 0,00 0,00 0,00
5 99,84 98,93 96,98 98,58 1,46 0,16 1,07 3,02 1,42 1,46
10 91,84 87,39 84,14 87,79 3,87 8,16 12,61 15,86 12,21 3,87
15 79,42 80,11 66,97 75,50 7,40 20,58 19,89 33,03 24,50 7,40
20 79,27 73,43 58,18 70,29 | 10,89 | 20,73 26,57 41,82 29,71 10,89
dU(-5)RcdG 25 47,85 56,14 55,39 53,13 4,59 52,15 43,86 44,61 46,87 4,59
30 12,29 30,89 37,77 26,98 | 13,18 | 87,71 69,11 62,23 73,02 | 13,18
60 1,91 19,81 9,29 10,34 9,00 98,09 80,19 90,71 89,66 9,00
90 2,34 1,05 3,28 2,22 1,12 97,66 98,95 96,72 97,78 1,12
120 1,89 0,59 2,61 1,70 1,02 98,11 99,41 97,39 98,30 1,02
150 1,23 0,58 11,22 4,34 5,96 98,77 99,42 88,78 95,66 5,96
180 1,43 0,52 1,82 1,26 0,67 98,57 99,48 98,18 98,74 0,67




0 100,00 | 100,00 | 100,00 | 100,00 | 0,00 0,00 0,00 0,00 0,00 0,00
1 98,38 | 100,00 | 100,00 | 99,46 0,93 1,62 0,00 0,00 0,54 0,93
5 93,27 99,98 | 99,18 97,48 3,66 6,73 0,02 0,82 2,52 3,66
10 84,33 91,38 | 92,38 89,36 4,39 15,67 8,62 7,62 10,64 4,39
15 59,69 70,30 83,95 71,31 | 12,16 | 40,31 29,70 16,05 28,69 | 12,16
20 70,80 44,57 | 63,97 | 59,78 | 13,61 | 29,20 55,43 36,03 | 40,22 | 13,61
dU(+5)RedG 25 0,00 33,83 | 56,36 | 30,06 | 2837 | 100,00 | 66,17 | 43,64 | 6994 | 28,37
30 11,31 6,06 26,67 14,68 | 10,71 | 88,69 93,94 73,33 85,32 | 10,71
60 6,54 512 7,70 6,45 1,29 93,46 94,88 92,30 93,55 1,29
90 0,11 0,00 0,35 0,15 0,18 99,89 | 100,00 | 99,65 99,85 0,18
120 0,01 0,00 0,00 0,00 0,01 99,99 | 100,00 | 100,00 | 100,00 | 0,01
150 0,01 0,00 0,00 0,00 0,01 99,99 | 100,00 | 100,00 | 100,00 | 0,01
180 0,00 0,00 0,00 0,00 0,00 | 100,00 | 100,00 | 100,00 | 100,00 | 0,00
0 100,00 | 99,96 | 99,55 99,84 0,25 0,00 0,04 0,45 0,16 0,25
1 99,90 96,73 | 99,61 98,75 1,75 0,10 3,27 0,39 1,25 1,75
5 97,26 92,30 | 96,16 | 9524 2,61 2,74 7,70 3,84 4,76 2,61
10 82,94 83,41 96,96 | 87,77 7,97 17,06 16,59 3,04 12,23 7,97
15 85,43 68,08 81,35 78,29 9,07 14,57 | 31,92 18,65 21,71 9,07
20 68,14 68,01 72,83 69,66 2,75 31,86 | 31,99 27,17 | 30,34 2,75
(+(§>I)i§-c5c’1)G 25 39,90 54,89 68,07 | 54,29 | 14,10 | 60,10 | 45,11 31,93 | 4571 | 14,10
30 0,72 39,54 | 20,70 20,32 | 19,41 | 99,28 60,46 79,30 79,68 | 19,41
60 0,01 62,91 1,19 21,37 | 35,98 | 99,99 37,09 98,81 78,63 | 35,98
90 0,00 30,08 0,81 10,30 | 17,14 | 100,00 | 69,92 99,19 89,70 | 17,14
120 2,41 0,33 0,27 1,01 1,22 97,59 99,67 | 99,73 98,99 1,22
150 0,00 0,59 0,04 0,21 0,33 | 100,00 | 99,41 99,96 99,79 0,33
180 0,00 0,21 0,00 0,07 0,12 | 100,00 | 99,79 | 100,00 | 99,93 0,12
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Figure $89. Schematic representation of cleavage assays and control cleavage assays.




