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Figure S1 HPLC and HPLC-MS/MS analysis of the enzymatic products of the HpaBC complex, when feeding with different
substrates. HPLC chromatogram (left) and MS/MS (right) analyses of the enzymatic reaction. N, E, K, Q, DHK, DHQ, C,

Af were monitored at 280 nm, and p-CA and CA were monitored at 340 nm. The substrates and corresponding products



were detected by HPLC and LC-MS. The ortho-hydroxylation activities of (a): p-CA to CA; (b): N to E; (¢): Af to C; (d):

K to Q; and (e): DHK to DHQ.Final substrate concentration of 200 mg-L-1, n=3

Table S1 Primers of HpaB and HpaC for construction of recombinant expression plasmids

Length of
Primer name Primer sequence (5°-3”)
PCR product (bp)

HpaB-MCS-1 F: ACCATCATCACCACAGCCAGGATCCGATGAAACCAGAAGATTTCCG

1,612
(BamHI) R: GGCGCGCCGAGCTCGAATTCGGATCCTTTCAGCAGCTTATCCAG
HpaC-MCS-1 F: ACCATCATCACCACAGCCAGGATCCGATGCAATTAGATGAACAACGC

562
(BamHI) R: GGCGCGCCGAGCTCGAATTCGGATCCAATCGCAGCTTCCATTTCC
HpaB-MCS-2 F: GGAATTCCATATGAAACCAGAAGATTTCCGCGCC

1,582
(Ndel, Xhol) R: TTACCGCTCGAGTTTCAGCAGCTTATCCAGC
HpaC-MCS-2 F: GGAATTCCATATGCAATTAGATGAACAACGCCTG

532

(Ndel, Xhol) R: TTACCGCTCGAGAATCGCAGCTTCCATTTCCAG




